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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9249 


39617 


A 


9308 


668 


826 


VNSHSQLLQRE*NT*ESNLQGM 
*RTSSRRTTNHCSRK*KRIQTTMG 
RTFHAHG 


9250 


39618 


A 


9309 


497 


1042 


LPRJPTVLTSGVRRDGWYRRFG 

RRPSG*PGNWSSSPVEKSATRT 

LRITGTSA1PSEAITGSSAVVRR 

VPAGKTTAPTEIKSTPVSANSRS 

VLSVTLPDTSSSALPLVRLTASR 

ICSVSKLSSMMISAPAFRASSSS 

SRFSTSTSTGASGCSQDAFSTA 

WRTEPEA 1 1 WFSLIRKASESPRR 


9251 


39619 


C 


9310 


1 


3447 








^ — 










9253 


39621 




9312 


Wn 


HP 


RPPPHRLSGCYHPSHRRPVHGF 
H HA * RQRQFRR* T VDTLPAD AP 
LPSPHPAHFRPL/TSIFCPVSTMA 
DNASM*RNSCCRLSARG 


9254 


39622 


B 


9313 




2585 




9255 


39623 


A 


9314 


133 


357 


SSFFQFCEEIHW*LDGDGIES1N 
YLRQ*GHFHKIDPSYP*AWNVL 
PFVCVLFHF1EQWFVVLLEEVL 
HIPCKI.YS 
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SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence. 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9256 


39624 


A 


9315 


1 


2680 


MLVLPLFQPFMRILDHDDSSID 

HRPDGNRNATQRHNIGIQSLEV 

H DN K.SNTQPQRQRNNRHQRRA 

HMPEKQRTDYRRDPLESPKAA 

AACLFPAIADPNTPPVFTPPASL 

PTTGM/FDSPPFRN DA* M VMRS 

LIRSMTVARAVIGVAICNKGLP 

ATMMALAAQHN1ATVLVPGGA 

TLPAKDGEVMGKVQTIGARFA 

NGELSLQDARRAGCKACASSV 

RRSCQFLGTAGTSQVVAEGLGL 

AIPHSALAPSGEPVWREIARAS 

ARAALNLSQKGITTREILTDKAI 

ENAMTVHAAFGGSTNPLLHIPA 

IAHQAGCHIPTVDDWIRINKRV 

PRLVSVLPNGPVYHPTVNAFM 

AGGVPEVMLHLRSLGLLHEDV 

MTVTGSTLKENLDWWEHSERR 

QRFKQLLLDQEQINADEVIMSP 

QQAKARGLTSTITFPWQYAWIL 

HPDLDPETLLKLLISLRRFWAET 

PVGKNRITQMTNARHRTGFQG 

VT1HHTGVQFMGF1TRKDSANS 

GVKQWTLFQQTHRFRHHIQRT 

FARFQHFLPGFNNGRQRLDVAS 

VFMEFTTGLMSLDTALNEMLS 

RVTPLTAQETLPLVQCFGPJLAS 

DVVSPLDVPGFDNSAMDGYAV 

RLADIASGQPLPVAGKSFAGQP 

YHGEWPAGTCIR1MTGAPVPEG 

CEAVVMQEQTEQMDNGVRFT 

AEVRSGQNIRRRGED1SAGAVV 


9257 


39625 


B 


9316 


1 


2577 




9258 


39626 


A 


9317 


2 


772 


AFGASLAQDKPNTGTG*KSPSH 

PMLRVLDIGKICHLARKVGAVS 

VVDNPFIRPALQNPLALRADLV 

LHSCTKYLNGHSDVVAGVVIA 

KDPDVVTELAWWANNIGVTG 

GAFDSYLLLRGLRTLVPRMELA 

QRNAQAIVKYLQTQPLVKKLY 

HPSLPENQGHEIAARQQKGFGA 

MLSFELDGDEQTLRRFLGGLSL 

FTLAESLGGVEKLISHAATMTH 

AGMAPKARAAAGISETLLRIST 

GIENGENLIADLENGFPA 


9259 


39627 


B 


9318 


68 


1895 




9260 


39628 


A 


9319 


1 


636 




9261 


39629 


A 


9320 


1 


942 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9262 


39630 


A 


9321 


479 


969 


MPSTSQ*I/ISEDFVELNAARYR 

DEEIQRTPQRYSSRRPTQRHIIV 

RFTK.VEIKEKMLRAAREKGGV 

AHKRKPIRLTADLSAETLQARR 

EWGPTFNILKEKNFQPRJSYPTK 

LSFISEGETKSFTDKQMLRDFGT 

TRPPLKELLKEA LN MERNNRY 

QPQQKHTKL 


9263 


39631 


A 


9322 




652 


MGKKQSRKTGNSKNQSASPPP 

KERSSSRAMEQSWTENDFDEL 

REEGFRRSNYSELKEEVQTHGK 

EDKNLEKKLDEWLARIINAEKS 

LKDLMELKTKARELCDECTSLS 

SRFDQLEDG VSVMEDEMNEM K 

SEGKFREKRIKRNEQSLQEIWD 

YVKKPNLCLIGVPESDRKNGTK 

LENTLQD11QENFPNLSGQANIH 

1QEI\QRTPQRYSLRRATP\RHLI 

VRFTKVEMKEKXMLRAAREKG 

R\ VTHKG KP1 RLTTADLS AETLQ 

A R/RTE WG PIFN ILKEKNFVQPRI 

SYPAKLSF1SEGEIKYFIDKQML 

RDFCHHQGLPLKELLERKALK. 

HGKGNNQ*PPPKERSSSRAMEQ 

SWTENDFDELREEGFRRSNYSE 

LKEEVQTHGKEDKNLEKKLDE 

WLAR11NAEKSLKDLMELKTKA 

RELCDECTSLSSRFDQLEDGVS 

VMEDEMNEMKSEGKFREKRJK 

RNEQSLQEIWDYVKKPNLCLIG 

VPESDRKNGTKLENTLQD11QE 

NFPNLSGQANIH1QEIPENATKIL 


9264 


39632 


A 


9323 


403 


410 


VFL1RWGGKPLKRKLYFLHCS1 
TQALV*ACQGKYLG*1VGAKNI 
KYIDFFITASRYLRMLAQVFE*I 
LLLREVTRYS 


9265 


39633 


A 


9324 


174 


1252 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 


9266 


39634 


A 


9326 


1 


1049 


MHRSDMSCPDKVDILDTTAFR1 

AINEVKHSKLTSVTVTKVLDMF 

ISRSSLFPIDDGLLDDGHSDQVG 

VLNSPTCYSAHQNGER1ERFSR 

KVFVGGLPPDIDEDEITASFRRF 

GPLVVDWPHKAESKSYFPPKG 

YAFLLFQEESSVQALIDACIEED 

GK\LYLCVS*PLLSKDKPSSKYV 

PWNLSDSDFVMDGSQPLDPRK 

TIFVGGVPRPLRAVELAMIMDR 

LYGGVCYAG1DTDPELKYP\KA 

PGRVAFSNQQSYIAAISARFVQ 

LQHGD1DKRVEVKPYVLDDQM 

CDECQGARCGGKFAPFFCANV 

TCLQYYCEFCWATM1HSRAGRE 

VH 1 PLVTESA V A APRIH1PWT 


9267 


39635 


A 


9327 


2 


126 




9268 


39636 


A 


9328 




1327 


IASNSWNASSSPGEAREDGPEG 
LDKGLDNDAEGVWSPDIEQSF 
QEALA1YPPCGRRKIILSDEGKM 
YGRNELIARYIKLRTGKTRTRK 
QVSSHIQVLARKK.VREYQVGIK 
AMNLDQVSKDKALQSMASMS 
SAQIVSASVLQNKFSPPSPLPQA 
VFSTSSRFWSSPPLLGQQPGPSQ 
DI KPFAQPA YP1QPPLPPTLSS YE 
PLAPLPSAAASVPVWQDRTIAS 
SRLRLLEYSAFMEVQRDP*TRT 
SKHLFVHIRHTDRNPRRFFRTPP 
LGP\VDVR\Q1YDPNFPEK.KGGL 
KELYEKGPPNAF\FLVKFWADL 
NST1QEGPGAFYGVSSQYSSAD 
SMT1SVSTKVCSFGKQVVEKVE 
TEYARLENGRFVYRIHRSPMCE 
YM1NFIHKLKHLPEKYMMNSV 
LEN FTILQV VTSRDSQETLLVI A 
FVFEVSTSEHGAQHHVYKLVK 


9269 


39637 


A 


9329 




339 




9270 


39638 


A 


9330 


1505 


1876 


TYGCASPSRKPRVMPLVTAQVP 
ITALRVNSSS1PAQSAVETTSNR 
PPTTGVPAFRPVRAAV*AVISPQ 
ISADPTTGGRA*LISAIPSQSVRH 
GSYSPRLML*RLDSEILLSSQPL 
TPVKHQRR. 


9271 


39639 


A 


9331 


1 


1710 




9272 


39640 


A 


9332 


1 


1191 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9273 


39641 


A 


9333 


838 


1365 


STETLSPLPATPGEVTLRHLDV 

VSAEQQMFSGLVEKIQVTGSEG 

ELGIYPGHAPLLTAIKPGM1RIV 

KQHGHEEF1YLSGG1LEVQPGN 

VTVLADTAIRGQDLDEARAME 

AKRKAEEIIISSSHGDVDYAQAS 

AEL AKAI AQLR V IELTKKA M * H 

RLEKHKSQSGNRLAFFCACDPS 


9274 


39642 


A 


9334 


3 


601 


MLSAVGYQP/TLAEEMGVLQE 

RIPSTKTGSITSVQAVYVPADDL 

TDPSPATTFAHLDATVVLSRQI 

ASLG1YPAVDPLDSTSRQLDPL 

VVGQEHYDTARGGQFILARYQ 

ELESLLVA1LGMNDLSEEDKLVV 

ARARKIQRFLSQPFFVAEVFTGS 

PGK.YVSLKDTIRGFKGIMEGEY 

DHLPEQAFYMVGS1EEAVEKA 


9275 


39643 


B 


9335 


681 


1071 




9276 


39644 


A 


9336 


203 


2189 


VASSARRGLPVHGPAPLQGPGN 

SQDRL/ESGTNRCGLRGPLVKG 

GKGGRFPSARL1QTVKKGGTPS 

RDHA\IEPSGY\SVSAGVGE\RTR 

K.GSVFAHEMPDCNVIDKVSLV 

YGQMTEPPGNCMRVALSGLTM 

AEKFRDEG RD VLL F V DM 1 Y RY A 

LAG*ERFATVGR*ASN/AVGIQP 

TLAEKMGVLQERJTSTKTGSITS 

VQAVYVPANDLTDPSPATTFA 

HLDATVVLSRQIASLGIYP\AVD 

PLDSTSRQLDPLVVGQEHYDTA 

RGG*S1\LQRF\QELKDFMALP/G 

LSDELSEEDKLVVARARKIQRF 

LSQPFFV AEVFTG SPGK Y VSLK 

DTIRGFKG1MEGEYDHLPEQAF 

YMGDMAMTYHLDVVSAEQQ 

MFSGLVEKIQVTGSEGELGIYS 

GHAPLLTAIKPGMIRIVKQHGH 

EEFIYLSGGILEVQPGNVTVLAD 

TAIRGQDLDEARAMEAKRASG 

KVK.PS1MQSLTPEKIAAILPLQF 

FPQPA DFTG PY VMLTSRRNNRA 

LSRCDDQTLMPGLAIRG1RHRH 

QQAGVRILLNNAIEHVVDGEK 

VELTLQSGDTLQADVV1YGIGIS 

ADEPLAREANLDTANGIV1DEA 

CRTCDPAIFAGGDVP1TSSLINV 

VDEIIHDILLTQPVATRYCIVKVI 

FEAVMILRDSGGAPFCSNGMAT 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9277 


39645 


A 


9337 


905 


2319 


SRQAQWKGVPSTFSVINYHSLQ 

KLRTTNLTHRQLLNLLSTVLYCS 

CPSIQKLLLMLQTGQPSGVGLV 

DLPLICAMSRPALPNATAALPTG 

TRTQPPSTPLLTRLPSSHRLLLH 

SGF*AAALLGVSEMT1RRDLNN 

HSAPVVLLGGYIVLEPRSASHY 

LLSDQK.SRLVEEKRRAAKLAA 

TLVEPDQTLFFDCGTTTPW1IEA 

IDNE1PFTAVCYSLNTFLALKEK. 

PHCRAFPCGATPFSNPSIFSKRV 

NNFCRDIAFYYSAGVHVSKGV 

TCFNLKRWPVKQWAMSMAQK 

HVLVVDHSKFGEVGPVCMGDL 

K.RFDIVVRECCPEDEYVKYAQT 

QRIKPDKVSRHPVIIRLREPGLE 

PVMEFHH PVLPQRTTESAVVHI 

AHTRKSWRPEHSAPVLIQTSPV 

ERGPQY1QCYQLSLTSEENNQP 

DTQTTTKPAQYSSILFLSKYPKV 

IVDAPDRSTQRGWSSGLATQSN 

EQA CTTKCN SCTAN WHQNTTT 

FNSTANPSTFKPPTSAALRVLSL 

WTGNHCDWCF1RYWRLTPNW 

QRFRRVGRTERATTHNRLQAF 

GGHTQGLSPGPRRWLHEQRFPT 

TSDTGGHTADDFRKLDPCIQGP 

YGSHRHSVKSEVNFKEKRYAF 

APAASFRYTVL1RFCAPPNTGRF 

LLTGTPLPMLSYRHSFHAGNHA 

DVLKHTVQSL11ESLKEKDKPFL 

YLDTHAGAGRYQLGSEHAERT 


9278 


39646 


A 


9338 


98 


596 


YSGI1MAQSKLYPVVMAGGSGS 
RLWPLSRVLYPKQFLCLKGDLT 
MLQTT1CRLNGVECESPVVICN 
EQPRFIVAHQMRQLNELSENIIL 
EPAGRTTAPTIAPAALAANRHS 
PESAPLMLVLATDHV1ANEDAV 
RAPVKVNAIPYPKKGKLVTFGIG 
LDGRVPRYNM 


9279 


39647 


A 


9339 


2 


437 


LECPGRSTANCSPRARATSLLL 
LTHVHGESRDRAQEMVDLLAQ 
YEQHGLQLNSRELPDHLPLYLE 
YLAQLPQSEAVEGLKDIAP1LAL 
LSARLQQRESRYAVLFDLLLKL 
ANTA1DSDKVAEK1A/VRSAR*Y 
AAGAGCCLGRRAG 


9280 


39648 


A 


9340 


152 


334 


HLSPQYGSIPRV1SRMGGKLIIM 
DHFHYGRDSILLSME*TLALDA 
NLQFLYVVLLPNYYL 


9281 


39649 


B 


9341 




1401 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9282 


39650 


A 


9342 


86 


2063 




9283 


39651 


B 


9343 




885 




9284 


39652 


A 


9344 




101 


MDDNITYTTFICNPLNLSPQRR 

MLIITGPNMGGKSTYMRQTALI 

ALMAYIGSYVPAQKVEIGPIDRI 

FTRVGAADDLASGRSTFMVEM 

TETANILHNATEYSLVLMDEIG 

RGTSTYDGLSLAWACAENLAN 

KIKA LTL FATH YFELTQLPEKM 

EGVANVHLDALEHGDTMAFM 

H S VQDG A ASKSYGLA V A ALAG 

VPKEVIKRARQKLRELESISPNA 

AATQVDGTQMSLLSVPEETSPA 

VEALENLDPDSLTPRQALEWIY 

RLKS LGKTMPSTRYQKIN A HH 

YRH1WVVGDIHGEYQLLQSRL 

HQLSFFPK1DLLISVGDNIDRGP 

ESLDVLRLLNQPWFTSVKGNH 

EAMALEAFETGDGNMWLASG 

GDWFFDLNDSEHQEAIDLLLKF 

HHLPH1IEITNDNI1YA1TTCVGN 

ARRAHAVHFCGDVARLLTCQI 

N I YRG QFRRL PRTFH RR LLTKL 

RDL1LRLSAGNLQCCPDRAWRD 

NIHPNTFLRDLFCQATAVVQNR 

RLRSR1GDRFLGAVERRFGNDL 

PSSPVEWLTDNGSCYRANETRQ 

FARMLGLEPKNTAVRSPESNGI 

AESFVKTIKRDYISIMPKPDGLT 

A A K.NL A E A FEH YN E WHPHRAN 

P1TYQAVCANHYRTLNNGTMT 

NTG*QYNVYH1YLQPAESVAA 

APHVDHHRSEHGR 


9285 


39653 


A 


9345 


1062 


1179 


PRFVPILAPYAPVRSVCLR*V*T 
DLPEYGHILFQPADR 


9286 


39654 


B 


9346 


1 


2439 




9287 


39655 


A 


9347 


136 


629 


RSVTPVTD1VKLLEFTRLRLPGY 

TKSIE*TN1TFQCAIAAA*KNSVS 

TPRGGGTGTNGQALNQGI1VD 

MSRHMNRIIEINPEEGWVRVEA 

GV1KDQLNQYLKPFGYFFAPEL 

STSNRATLGGMINTDASGQGS/ 

LGVRAVLLGGDILDTQPLPVEL 

AETLGKSAE 


9288 


39656 


B 


9348 


1 


4653 




9289 


39657 


C 


9349 


584 


819 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9290 


39658 


A 


9350 


1 


765 


MQEWGRYTILSGCCNSALKGD 

VCLLYGFRVAGRRQASELQELT 

IGYRAQKNRVSSWCYCHFRQM 

AKAQHIKGFLNRLRKTAKK*GF 

QLVLLPFSANGKAAQHIKGFLN 

RLRKTAKKTRDFLTRMPKLGM 

TMVGVDPALVLCYRDEYKLAL 

GEERGEFNVLLANEWLASALES 

QPVATVSGESWYFFGHCTEVT 

ALPGAPAQWAAIFARFGAKLE 

NVSVGCCGMAGTYGHEAKNH 

ENSLGIYELSWHQAMQRLPRN 

RCLATGYSCRSQVKRVEGTGV 

RHPVQALLEI1K 


9291 


39659 


A 


9351 


1 


1710 




9292 


39660 


A 


9352 


1377 


1712 


IFRASLNQLLFCGLLAGRNHRQ 
RSVRALSQRKMVPTDRK*RCA 
RRAAR*PSARVL*SGE*TDRQH 
AD*PTIR*RRSWYLRPAVYASV 
RQSDRLYSDEYHW*PVRLQRY 
VRR 


9293 


3966! 


A 


9353 


203 


1293 


VASSARRGLPVUG PAPLQGPGN 
SQDRL/ESGTNRCGLRGPLVKG 
GKGGRFPSARL1QTVKKGGTPS 
RDHA\1EPSGY\SVSAGVGE\RTR 
EGNDFYHEMTDSN VI DK VSL V 
YGQMNEPPGNRLRVALTGLTM 
AEKFRDEGRDVLLFVDNIYRYT 
LAG*ERFATVGR*ASN/AVGYQ 
PTLAEEMGVLQERITSTKTGSIT 
SVQAVYVPADDLTDPSPATTFA 
HLDATVVLSRQIASLGIYPAVD 
PLDSTTRQLDPLVVGQEHYHTA 
RGG*S1\LQRF\QELKDFMALP/G 
LSDELSEEDKLVVARARKIQRF 
LSQPFF V AEVFTG SPGKY VSLK 
DTIRG FKGIMEGE YDHLPEQ A F 
YMVGSIEEAVEKAtCKL 


9294 


39662 


B 


9354 


1 


505 




9295 


39663 


A 


9355 


604 


789 


TMVASGSRRMTST*SRGSVNG 
CRTILRWK.RHSSPLKIKRKQKS 
L*TMPSF*RLPAENSLFEI 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9296 


39664 


A 


9356 


1 


1514 


SVAVLRE*APKIRJQLATMPELA 

DASSDQQDNGAEMNLVYDRD 

TMARLGIDVLAANSLLNNAFG 

QRQISTIYQPMNQYKVVMEVD 

PRYTQDISALEKMFV1NNEGKA 

IPLSYFAKWQPANAPLSVNHQG 

LWRAL\TIWFTLPTGKSLC\DPS 

AAIDRAMTQLGVPSTVRGSFAG 

TAXQVFQETMNSQVILIIAAIAT 

VYIVLGILYESYVHPLTILSTLPS 

AGVGALLALELFNAPFSLIALIG 

IMLLIGIVKKNAIMMVDFALEA 

QRXHGNLTPQEAIFQACLLRFRP 

IMMTTLAALFGALPLVLSGGDG 

SELRQP\LG ITI VG GL VM SQLLT 

LYTTPVVYLFFDRLRLRFSRKP 

KQTVTDTRWQLWIVAFGFFMQ 

SLDTTIVNTALPSMAQSLGESPL 

HMHMVIVSYVLTVAVMLPASG 

WLADKVGVRNIFFTA1VLFTLG 

SLFCALSSTIR11LRFVSLLHMR 

WQFRDLTFWQMRFRTNTPITSG 

GSDDSLMNQSHQRSVSSSI 


9297 


39665 


A 


9357 


3218 


3337 




9298 


39666 


A 


9358 


252 


771 


RRCQ1LLSGSLHSSWRTLPGHV 
*QLASAHRPRF\R*LPGLEPGEL 
FVHRNVANLVIHTDLNCLSVV 
QYAVDVLEVEHII1CGHYGCGG 
VQAAVENPELGLINNWLLH1RD 
I1HGWAYG1HDGLLRDLDVTAT 
NRETLEQRYRHGISNLK.RDVHF 
TTG RFIQQRTNRQRLRFAQA 


9299 


39667 


B 


9359 


604 


831 




9300 


39668 


B 


9360 


1 


1104 




9301 


39669 


A 


9361 


242 


337 


LTVIHGVSAKTVlLSSAVPIQ*rC 
TVRRVSRR 
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SEQID 

NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9302 


39670 


A 


9362 


2208 


341 1 


LAADHRRRNAVQRPCNGGQSV 
QSTDEAAGRLSHADTHPGRPA 
RALPGDCRPETLLRTAGVAE*T 
KALYTLRSEKTRERPMDKQQA 
SDEKHRRFHDKESDFLA/FVNL 
WN Y/LG EQQKALSSNA FRRJLCR 
TDYLNYLRVREWQDIYTQLRQ 
VVKELGIPVNSEPAEYREIHIAL 
LTGLLSHIGMKDADKQEYTGA 
RNARFSIFPGSGLFKKPPKWVM 
VAELVETSRLWGR1AARIDPEW 
VEPVAQHLIKRTYSEPHWERAQ 
GAVMATEKVTVYGLPIVAARK 
VNYSQIDPALLHDTIELGTSPAF 
LITRWGFGRNLSRTSGGPRQEP 
RRKEIAMELVLKDAQSALTVSE 
TTFGRDFNEALVHQVVVAYAA 
GARQGTRAPKTRAAVTGGMPT 
LYAVGRLSRJPMDT 


9303 


39671 


A 


9363 


79 


559 


TLSPGSINPFEKPNS*DSVPMTL/ 
RRFIEVRVFQQIHHMRQRPAHL 
W 


9304 


39672 


A 


9364 


1 


655 


THWER/A/QGAVMATEK.VTVY 
GFRIVAARKVNYSQIDPALCRE 
LFIRHALVEGDWQTRHAFFREN 
LKLRAE VEEL EHKSRRRD 1 L V D 
DETLFEFYDQRISHDVISARHFD 
SWWKKVSRETPDLLNFEKSML1 
KEGAEKISKLDYPNFWHQGNL 
KLRLSYQFEPGA DADG VTVH IP 
LPLLNQVEESGFEWQIPGL/RRE 
LVMPD*SCQTVTEFVPANSHSY 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9305 


39673 


A 


9365 




2082 


MDIQEFPDLKGTTSLE1LTLTRA 

G1RLLPSGMCQQLPRLRVLELS 

HNQIEELPSLHRCQKLEEIGLQH 

NR1WEIGADTFSQLSSLQALDLS 

WNAIRSIHPEAFSTLHSLVKLDL 

TATSQLTTLPLAGLGGLMHLKL 

KGNLALSQAFSKDSFPKLR1LE 

VPYAYQCCPYGMCASFFKASG 

QWEAEDLHLDDEESSKRPLGLL 

ARQAENHYDQDLDELQLEMED 

SKP\TPSVQ\CSPTPCPFKPCEYL 

FESWGIRLAVWAIVLLSVLCNG 

LVLLTVFAGGPAPLPPVKFVVG 

AIAGANTLTGISCGLLASVDAL 

TFGQFSEY/GLARWETGLGCRA 

TGFLAVLGSEASVLLLTLAAVQ 

CSVSVSCVRAYGKSPSLGSVRA 

GVLGCLALAGLAAALPLASVG 

EYGASPLCLPYAPPEGQPAALG 

FTVA\LVMMKLLLFSWFVGPLP 

YHQNWYCDLPRGDFEAVWVDC 

AHGEATWAWPHLRKTGLLYCP 

VAFLSFASMLGLFPVTPEAVKS 

VLLVVLPLPACLNPLLYLLFNP 

HFRDDLRRLRTPRRRTQGPP*PL 

CCGREDAG ERASC\DS YPQAL V 

APSLMW1SFCEAS*SWAGPLEL 

PTvr.FpevTT icrrvr^pr: a pdi 

r, 1 Y Lirro V 1 LJoLl^^ruArKLtlj 

THrvpppr,MUFr,MPnp<:i nr.n 
i ril^ V crDUlNnrulNr^roLUut-L 

LLRAEGSTPASGGLSGGWRLSA 
LWLGLWLHTCKYPSPFFSSPLF 
PFLSPPSVNDGCF 


9306 


39674 


B 


9366 


1 


510 




9307 


39675 


A 


9367 


88 


246 


TPMRPMKSPMPTPVSRSGSSSK 
MG*SSASL*RS1PGLDAGKTPW 
PAGRSGTWA 


9308 


39676 


A 


9368 


693 


104! 


AEGYSQCPNAREGHVDEENED 
SAPAAQK1P*I*ED*SPHVSQPVP 
EGEEECVKKQ/GRFSWNTSTS* 
RQT/TARKKLLADQAEARRSKT 
KEAHKSYEEHLQAKKEEIIKTL 
SKEEETKK 


9309 


39677 


A 


9369 


1 


1911 
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SEQID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9310 


39678 


A 


9370 




921 


MWRSIFLDSRYLLSSRRK.ILILLI 

HVTFSGIRALAVPFRLPVEKMS 

F1FMGDV1HRMLTATQYVAPL 

MANFNPGYSDNSTVVYFDNGQ 

QIRKLIKDGLI1RKPVTVHSRAR 

CRKNTLARRKGRHMG1EFACFC 

CVFLTPALICMVCAVRLLTRDP 

YLASGDQPLERATGEHASMHE 

Y\PGELG\QPPGLYPSSHPPGRA 

GTLRALSRQ DTFD A DTPG SRN S 

AYTEL*DSCVDMETDPSEGPGL 

GDPCEVGTPPARQGSWEDEEED 

YEEELTDNRNRGRNKARYCAE 

GWGPVLGRNKNELEGWGRGV 


9311 


39679 


A 


9371 




740 


ELFPFAAAAAAMSMLRLQKRL 
ASSVLRMWQRTNGLGTPMRP 
M*SPMPTPRQQIPEAHQRWAD 
HP/LSLVTGPFPG SMPEKTPLA\ 
AGEGAGQHGALGKAGRGTSQ 
MPGMPGEGQHGLRRJEDFGAG 
LLQKDTGEPRRSDRPHVFTAC 
YLEGEGGMLFQKQGGFFMGTL 
PQG*RQDKGPQRSFLADQA*RP 
QGLRTK.ESTESASEERLPGQRK 
EEINQRLYSKEGRRPRNKNLPL 
GSVHTWPLV1T 


9312 


39680 


A 


9372 


1 


2229 




9313 


39681 


A 


9373 




1560 


SGPNSLKFYDWGETVPQPWPIF 

GLSPAFGFPLCFPRGLGETIFSSR 

PHIR/RNYPELQKRLNGWLSAA 

LKTARILTVCVAVMLLLSAWG 

LFDFWNWLQNGAGQKNP*NIP 

D/LRJRNSILFL/LSAVGWTVLA\ 

SLIENRLASDI\HGRPLP\SARTR 

TLLTLFRNALAVIISTITIMIVLS 

E1GVNIAPLLAGAGALGLAISFG 

SQTLVKDIITGVFIQFENGMNTG 

DLVTIGPLTGTVERMSIRSVGV 

RQDTGAYH1IPWSSITTFAN\FV 

RG IG S VG AN YD VDRH ED ADKA 

NQALRDAVEDDETRFTSESSPIL 

RCCQREG LG LKAV VQILLSHGR 

NGLPGEPASSQGLSAASSTPVF 

HLALQIDSAPDNIDWVEMLFNK 

NMVTERLQNVMVLEQCFSDSS 

SLYRFLTYSYLLAFNVWLLLAP 

VTLCYDWQVGSIPLVETI WDM 

RNLATIFLAVVMALLSLHCLAA 

FKSRVTASIPGCIKAHAVENVL 

TTKSKTRIYPEVVVQSGLQKQK 

GKGSVMF1EAAGL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 












276 


V RQ YR7LGN/MHQQRM A E M 1 D 

arqqqafgeegacwggcpk.hr. 
vmldasgkpglndlcagyqrd 
vrhlprylkamadllahgrpa 
sdimhahllv 


9315 


39683 


A 


9375 


102 


916 


RSLLAIFNHW*\KRDL\GKFLVW 
N1KW/AFAKFCRSAGQTSGRSVI 
VEHNGEIYACDHYVYPQYRLG 
NMHRQRMAEMIDSRQQQAFGE 
DKFKQLPAQCRSCN VLKACWG 
GCPKHRFMLDASGKPGLNYLC 
AGYQRYFRHLPPYLKAMADLL 
AHGRPASDIMHAHKKVFK.RGT 
ACSGFQKGGPLFRSRTGYCPTL 
RKKAPCPKTGLLGKKWTPQRR 
NSSGKSCAKRRGDPPLLENRFN 
GSRVQRKPQWNSCTGHPENNF 
FPNYGGTPYPQRMWPL 


9316 


39684 


A 


9376 


338 


1155 


S1F1SIGNLAANDLSPSRJARLQK 
ILHSYVPEEIRDGNQVRVTSWD 
GRKWGELEGDTYDRVLVDVPC 
TTDRHSLHEEENNIFKJISRKKE 
RQ1 LPVLQVQLL A AG LLATKPG 
GHVVYSTCSLSHLQNEYVVQG 
A1ELL\P1NTASRYRWKI*LTSEG 
FSWTHFVSSQSCPGWGAGNTK 
TSLA\ILALCTSAKCVGWT*YPP 
QSLKQEYQRVYSVGCTRNWKL 
GPVAEMHSRSCLHPVRVFLQFS 
AIRSRRFAVLLSNCGASAWFPT 
SL1NPYPIS 


9317 


39685 


C 


9377 


157 


453 




9318 


39686 


A 


9378 


486 


1195 


ARPQQ YEQ VPG KAE A SE WERG 
SSAPTGPGGHAAAAAGGVGGG 
EGSPPALHGRGARAG/GAG1CM 
GLRQQLNR* AMDLTGAGGPAR 
AGAAGAVARGGGRHQGPGAG 
GRGRGLGFAAGTAEPRGAPHR 
PLQRALPPIRREPGERHRAPRAG 
AAPQCGSARPRQPRAPQSLRAG 
ALPEAHAQGQGPARTHPAEPGP 
AARRAQQSLCRHWD*GRGRPG 
PPDA LRGGA ASDFRLSA RTPICR 


9319 


39687 


A 


9379 


10 


1278 
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SEQID 
NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9320 


39688 


A 


9380 




1305 


mecvcvkekereekegkeeee 
edeavaerggkgerrgerrge 
rkreketytek.nryrdtkrdr 
drerkepyeipsslighgdpk.de 
l drnl a lkq vkt y wv iqfsksi 
eviekrmavlneqvkeaegss 
aeykkeieelkellpeitekted 
akesqttgnvaelalkatl\gg 
gssvs/siasrkptdgasssncv 
tdishfvrkkrkpeeqspwkdd 
akkvkqelevnggsgdavpsg 
n e vlenmeeeaenrvesraa v 
egtveagataestaymydipa 
m yqentavsktdevsdli hkl 
aqtdllaqeragkraspqdgg 

SAEGQAQSDRQEATKQRHKQE 
AGDRHYDKQMLEYQGAHELY 
SSREKRKEKKKKPPHGRLPPTP 
VALHGAKRRLLTKRLFNASPN 
KPKGHSTQFSVMSQAEQQPVL 


9321 


39689 


A 


9381 


67 


458 


WDMANSGCKDVTGPDEESFLY 
FAYGSNLLTERIHLRNPSAAFFC 
VARLQ\QEGVKSGMYVVIEVK 
VATQEGKEITCRSYLMTNYESA 
PPSPQYKKIICMGAKENGLPLE 
YQEKLKA1EPNDYTGKGSEENE 


9322 


39690 


A 


9382 


139 


710 


WDMANSGCKDVTGPDEESFLY 
FAYGSNLLTERIHLRNPSAAFFC 
VARLQDFKLDFGNSQG\KTSQT 
WHGGIAT1FQSPGDEVWGVVW 
KMNKSNLNSLDEQEGVKSGMY 
VV1EVKVATQEGKEITCRSYLM 
TNYESAPPSPQYKKJICMGAKE 
NGLPLEYQEKLKAIEPNDYTGK 
V SEEIEDI 1 KKGETQTL 


9323 


39691 


A 


9383 


] 


731 


MANSGCKDVTGPDEESFLYFA 

YGSNLLTERIHLRNPSAAFFCV 

ARLQLLIESPRMSRLAKFWPRT 

HAVILSKTERTSFWPLKPQKWE 

SGSDTPYSQTRKDFKLDFGNSQ 

GKTSQTWHGGIATIFQSPGDEV 

WGVVWKMNKSNLNSLDEQEG 

VKSGMYVVIEVKVATQEGKE1T 

CRSYLMTNYESAPPSPQYKK1IC 

MGAKENG\LRLKYQEKLKAIEP 

NDYTGKVSEEIEDIIKKGGTTKL 


9324 


39692 


A 


9384 


41 




MFCNTDLGT/L LCTD V V A RG LD 
I PQVN WIVHYDHPDDPKE Yl HR 
VVPAFVDLNVNGNEGKQKKRG 
GGGGFDYQKIKKVEKSKIFKHI 
SKKSSDSRQLSH 
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SEQID 
NO: 


SEQID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9325 


39693 


A 


9385 


3 


1852 


SKQKPMNVGLSETQNGGMSQE 

AVGNIKVTKSPQKSTVLTNGEA 

AMQSSNSESKKKKKKKRKMV 

NDAEPDTKKAKTENKGKSEEE 

SAETTKETENNVEKPDNDEDES 

EVPSLPLGLTGAFEDTSFASLCN 

LVNENTLKAIKEMGFTNMTEIQ 

HKSIRPLLEGRDLLAAAKTGSG 

KTLAFLIPAVELIVKLRFMPRNG 

TGVLILSPTRELAMQTFGVLKE 

LMTHHVHTYGLIMGGSNRSAE 

AQKLGNGIN1IVATPGRLLDHM 

QNTPGFMYKNLQCLVIDEADRI 

LDVGFEEELKQIIKLLPTRRQTM 

LFSATQTRKVEDLARISLKKEPL 

YVGVDDDKANATVDGLEQGY 

VVCPSEK.RFLLLFTFLKKNRKK 

KLMVFFSSCMSVKYHYELLNYI 

DL P VLA I HG K.QKQN KRTTTFFQ 

FCNADSGTLLCTDVAARGLDIP 

EVDWIVQYDPPDDPKEYIHRVG 

RT A RG\LNG RG H ALL I LRPEELG 

FLRYLKQSKVPLSEFDFSWSKIS 

DIQ\SQLEKLIEKYNYFLHKSA\Q 

EAYKSYIRAYDSHSLKQIFNVN 

NLNLPQVALSFGFKVPPFVDLN 

VNSNEGKQKKRGGGGGFGYQ 

KTKKVEKSKIFKHISKKSSDSRQ 
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SEQID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9326 


39694 


A 


9386 


1 


2703 


MAQQATLCSMKGCMRALVAQ 

LKSESEDLQQTVQAKREVPKSK 

VPAAEKRESGPKQAAVNAAVQ 

RVQVLPDVDTLLHFATESTPDG 

FSCSSSLSALSLDEPFIQKDVEL 

RIMPPVQENDNGNETESEQPEE 

SNENQDKEVEKPDSEKDLLDDS 

DDDDIEILEECIISAMPTKSSRK 

AKKLAQTASKLPPPVARKPSQL 

PVYKLLPAQNRLQAQKHVSFTP 

GDDVPRVYCVEGTPINFSTATS 

LSDLT1ESPPNELATGD/GVRA7S 

IQSGKSHKPFRVKK71MDQVQQ 

ASSTSSGANKNQVDTKKKKPTS 

PVKPMPQNTEYRTRLPNNEDR 

VRGSFALDSPHHYTPIEGTPYCF 

SRNDSLSSLDFDDDDVDLSREK 

AELRKGKESKDSEA KVTCRPEP 

NSSQQAASKSQASIKHPANRAQ 

SKPVLQKQPTFPQSSKDGPDRG 

AATDEKLQNFAIENTPVCFSRN 

SSLSSLSD1DQENNNNKESEP1K 

EAEPANSQGEPSRQLSQQNLTK. 

QASLSKNASSIPRSESASKGLNQ 

MSNGNGSNKKVELSRMSSTKS 

SGSESDRSERPALVRQSTFIKEA 

PSPTLRRKLEESASFESLSPSSRP 

DSPTRSQAQTPVLSPSLPDMSLS 

THPSVQAESSEKAKSEDERHVS 

SM PAPRQM KENQVPTKGT WR 

KIKESDISPTGMASQSASSGAAS 

GAESKPLIYQMAPPVSKTEDV 


9327 


39695 


A 


9387 




193 


QSSE*N IQGPCN V WSSR* RWER 
SKGRRHLSSASRPLSALSTLRFT 
SVSQHAAICRVVVIRPQGQ 


9328 


39696 


A 


9388 


395 


761 


SMQKKPRP1AHRQRCRAAMAA/ 

GQQPQIPITTGTGVVYPGA1TM 

ATTTPSPQMTSDCSSTASASPEPS 

LPVIQSTYGMKTDGGSLAGNQ 

MINGEDEMAMYDDYEDDPKS 

DYSSENEAPEAVSAN 


9329 


39697 


B 


9389 


1 


477 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9330 


39698 


A 


9390 


167 


890 


LSGARSSQGRLPWGRGDAVSTS 
TSRRNPRTG A SDERNN HEPG KN 
SPYLQAQWRIGGKGTARRKKK 
V VH RTATA\DDKKLQ F\S LKKL 
GVNHMSGI E\EVN M\FTNQGTSG 
STFNNP*KVQAISWAANTFHPL 
PG PC WRPKPADKK WLPQPSLN 
PSLGAG*S*LRFKGRLARSFLPP 
NNP\VDGKATHLPTG\KDDDD\ 
KVPRSLWRILMRLPKNEGKLEL 
RSTS*R*NLEEVT\GSRYFKJMT 
AF 














GAASLLRAGPGSSGSDP\PLSSR 
FVERRGALYRSPMNQENPPPYP 
GPGPTAPYPQYGWQGGPQEPP 
K.TT V YV V EDQRRDELGPSTCLT 
ACWTALCCCCLWDMLT 


9332 


39700 


A 


9392 


263 


680 


LLLPALVTSAPLPPAG LATCPC P 
RLAQLGIGRAAPQKRSPRRRNP 
E A S RG RPPDG V WRA P L R/V PPT 
PRETEPQRRGDPGLRNPCLSQA 
SPGAPQFSGP/PPGSPGTRPVRA* 
SPPGPSWVGPGPLHLTSPLPNRL 
DNGRV 


9333 


39701 


A 


9393 


2 


537 


SGARLLLTCSETGAASLLRAGP 
GSSGSDP\PLSSRFVESRGALYR 
SPMNQENPPPYPGPGPTAPYPP 
YPPQPMGPGPIGGPYPPPQGYP 
YPRJPTVRLAGWTSGSLLKTTV 
LL WVGRPK EEMKLGTIHLPSQP 
AGTGLCLLLSLGTWFTLTRTRP 
RPFLFLASSAANLLTGVPCPHLF 


9334 


39702 


A 


9394 


3 


470 


PKAKKEAPAPPKAEAKAKALK 

AKKAVLKGVHNHT\QKKKIHTP 

LTFQRPKSLRLRRQPKYPRKSA 

PRRNKLDHYAIIKFPLTTESAM 

KKIEDNNTLVFIVDVKANKHQI 

KQAVQKLYDIDVAKVNTLIRPD 

GEKKA Y VRLA PD YDAL DV AN 

KIGII 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9335 


39703 


A 


9395 


1 


1144 


MLYQVLMVDTCGTRGEGAFLK 
YRKPACPTALGFMFPRSHGLTA 
DTVLVSSLSRWFLWRRLLLLLL 
LLLLNLPLQKAVHRKATPESAI 
ADCSGPRDCAPWVKFAMLELH 
SFKCPAGEYWSK.DVCCKNCSA 
GTFVKAPCEIPHTQGQCEKCHP 
GTFTEKDNYLDACILCSTCDKG 
DFYGKKTAVHEALCDN1DTRT 
VMEEM RALVSQCNL YM AARK 
AERRRPNRALLENIAMYLTHM 
LK1FGA1EEESPLGFPVGGPGTN 
LN PIENGGM DKFLTT VS VLRKT 
HRVSNGQNSVCRSVSYWKPKC 
TFCSLTHITYIRYLELRLTLESTV 
MPYLQVLSEFREGVRKIAREKK 
VLEVLQLSDALRWTSCLSLGSG 
LKTMKEPCLLF 


9336 


39704 


A 


9396 


1 


639 


MDGDEKTSFICAVHNGI FREWK 

QTGTCSP1K.KGQLLLRVECHGK 

IKAQGGQMY1KAALFTRAKTW 

NQPKCPS\MIDWIKKMWVHIY/ 

TCEYYTAIKKKIMSSVETWMEL 

EA 1 1 LSKLTQEQKSKFRTFSL YSS 

R V FQR 1 QD VPY H N K.LN EE ADK 

PTTNKKGLILNLRLVNTPIGRK 

NTGKLSA1KEKLLKRPKRKHLS 

KIYTLKNDSDL1KDKNI 


9337 


39705 


B 


9397 


1 


825 
















HEENRPFVCEH/AGCGKT/FAN 
KPSLTSDAVVH/DPGKKKMKL 
KVKKSREKRSLASHLSGYIPPK 
RKQGQGLSLCQNGESPNCVED 
KMLSAVPVLTLG 


9339 


39707 


A 


9399 


2003 


2j44 


PFVGVFWFLFFFFSVFVFTFVPP 
EY YVLPA PPPHRSVFLVFGKRV 
VFFFPLPC/CDFRSRLTPPFVCAP 
PXPPPLPFVSVPCVPSLSCGDVC 
A A DKKN KKKFLNTTRWKKKT 


9340 


39708 


B 


9400 


3 


113 




9341 


39709 


C 


9401 


48 


182 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9342 


39710 


A 


9402 


2 


752 


VWWNSRRRPVKRRRLLASPYS 

ACSGRSAGFLDNCAMCAARLA 

AAAAAQSVYAFSARPLAGGEP 

VSLGSLRGKVLLIENVASL*GTT 

VRDYTQMNELQRRLGPRGLVV 

LGFP\CNQFGHQENAKNEEILNS 

LKYVRPGGGIEPNF\MLFHKSE 

VN\GAGAHPLFAFLREALPAP\S 

DDATALMTDPKLITWSPV/CRK 

DPGKIKFFLGPPGNFFEKFLGGP 

CTVLPLRRYSRRJAQTIDIEPDIE 

ALLSQGPSCA 


9343 


39711 


A 


9403 


1 


1128 




9344 


39712 


A 


9404 


7 


378 


ARCDH PTAFV VC YRFYPWPAG 
H VDA A VH * Y VC AR ATDSFIA V 
WRTLLKGT11ILHESSIHDNFNLT 
SQKLWAFVPNKAPRTSGIICWP 
E1QSAFQGGGNLYFTIP1VDRNS 
TNYVLRQVRLLGN 












616 


DPAGFPGCWKPLFYDLHYRSQ 
LHQLCLQAGRTPGQFGHQHRF 
WWQFCT*EI.PSALQPLPEGNLV 
SCNEQSFGAPATGTNPGEPVHP 
AALGTWLYLLPPC 


9346 


39714 


A 


9406 


1 


145 


MEYYAV1KKDEFMSFAGTWM 
KLET1ILSKL TQE\QKPTPLMFSL 
ISGS 
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SEQID 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
eodon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9347 


39715 


A 


9407 


1 


2052 


MVLVVVAVVVVVLVVAVIVV 

VVVVVAAVVVGAVVVVVVVV 

MVVVVVVVVVEEDNQHKTGA 

INNNNTAK.NPQQSPFHSPATST 

GAEATQMRRNQKTNPHNMTK 

QVSLTPPKITLAHQQWIQTKKK 

YLIYLKKHSGVNKIPRNPTYEG 

CEGPFQGELQTTAQQNKGGHK 

QTEDHSMLMDRKNQYCENGH 

TAQAVPNPYTLLSQ1PEDAEWF 

TVLDPKHAVFCIPVHPDSQFLF 

AFEDPSNPMSQLIWTVLPQGFR 

NSPHLFGQALAQDLSQFSYLDT 

LVLRYMDDLLLATHSETLCHQ 

ATQALLNFLATCGYKVSKPKA 

QLCSQQVKYLGLKLSKGTRTLS 

EERJQPILGYPHPKTLKQLTAFL 

GITGFCQIWIPRYSKIARPLNTRI 

KETQKANTHLVRWTPEAEVAF 

QALKKALTHAPVLSLPVGQNFS 

LYVTEK\TGIALGVLT/PGTSAQ 

LAELIALTRAPELGEGKRVNIY 

ANSIGREREFLTSKGTLVKHQE 

AIKRLLLAVQKPKEVAVLHCW 

GHQKGKEREIEENRQADIEARR 

AARQDPPLEMLTEGPLAFELA 

MATARAELSLAIHHCCLPPPPQ 

TRCWLPSLR 1RQG VCCI PDPAR 

AITLTA WPK 1 PF LG I RKA KNPRS 

EKTRLAT1LEAACCHFGSGPPPS 

WELWEQGPPVTVQTHILRSHL 


9348 


39716 


A 


9408 


2 


350 


YKVSKPKAQLCSQQVKYLWLK 
LSKGTRALSEERIQPILAYPHPK 
TLKQLRG ILGITGFCRI WIP\R* S 
SPTGQE/FSLYVTEETG1ALGILT 
QVQGTSLQPMEYLNICEIDELDQ 
GRTH 


9349 


39717 


A 


9409 




749 


MNQSDQEMTGAFVHMKSYTG 
LISGVAVKMERHIYQDRRIAIEK 
EFNSCRTGCMGDWSFTITQIRL 
LENTGIRVFKDNLVEEAEWFTV 
LDLMDAFFCIPVHPDSQFLFAFE 
DPSNPASQLTWTVLPQRFKNSP 
HLFGQALAQDLSQFSYLDTLVL 
RYMDDLLLAAYSETLCHQATE 
ALLNFLATCGYKVSKPKAQLCS 
QQVKYLGLKLSKGTRDLTTFLP 
VNEEKIE/P*LSTSNCSKLRCSRG 
TSRGSLG 


9350 


39718 


A 


9410 


118 


174 




9351 


39719 


A 


9411 


577 


3018 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LISSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9352 


39720 


A 


9412 


310 


1964 


TFRLTEPTQMRRNQKTNPHMM 

TKQGSS1PPQKNHTSSPAMDPN 

QEE1PDLP\EKNSGVNKIPRNPT 

YEGCEGPFQGELQTTAQQNKG 

GHKQTEDHSMLMDRKNQYCE 

NGHTAQAVPNPYTLLSQ1PEDA 

EWFTVLDPKHAVFCIPVHPDSQ 

FLFAFEDPSNPMSQLIWTVLPQ 

GFRNSPHLFGQALAQDLSQFSY 

LDTLVLRYMDDLLLATHSETLC 

HQATQALLNFLATCGYKVSKP 

KAQLCSQQVKYLGLKLSKGTR 

TLSEERIQPILGYPHPKTLKQLT 

AFLGITGFCQIWIPSILTAKGDL 

WLSDN HLLKYQ VLLLEGPVLQ 

LRTCATLNPATFLPDNEEKIEH 

NCQQV1AQTYATRGDLLEVPLT 

DPDLNLYTDGSSFVQKGLQKA 

G YAW SDNG ILESN PFTPG TST 

QLAELVALTWALEFGEGKRVN 

INTGSKYAYLVLHAHASI WRFR 

EFLTSEGTPIK.HQEAIRRLLLVV 

QKPEEVAVLHCWGHPKGKERE 

IEGNCQADIEAKRASRQDPPLE 

ML1ERHLVWGNPLWETNPQYS 


9353 


39721 


A 


9413 


3 


370 


RCCPCPRVHHMH1SARAE1RPPP 

KrrrrLLLLVrLrl/ 1 Ur U jfirOV^ 

SPPPAHPSCSSWPQWPG/CSSPV 
SVLLAKPAACLIAAAVSANPRL 
LFKPCCRTASN WA HRQ VTLCQ 
WSELSSCFWPE 


9354 


39722 


A 


9414 


191 


1375 


EWPEGGGRYSSVPSAVHHART 
CLAAELSGTSRPQEPRALPPETG 
VATAEAEKSNQPAAISKAPNGQ 
GAPLQR/RSPRLSPSPGAAQVPA 
LPMQDMSEGSSSPSPPGGHIWL 
ASLTPCSLALWNSCCQSPGSQP 
RG RDEGDC L VRATEPS ATGPDP 
RRTRLCSISASLVVRNTPDPG1S 
DRRPGISDRRPGTSDRRPGTSDR 
RPGISDRRPGTSDRRPGTSDRRP 
GTSDRRPGTSDRRPGISDRRPGT 
SDRRPGISDRRPGTSDRRPG1SD 
RRPGTSDRRPGTSDRRPGISRLP 

D F\A1/TD A AAA CD PMCMC AHA DM 

RCS SPSRKCQTPTS HRMRG SAG 
SVGSSAGHTAGGTGLPTPSRCS 
QALQVFPAVLGK.RGFLSWERS 
LKQRDIRGPDFSSTALI 


9355 


39723 


A 


9415 


3 


523 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9356 


39724 


A 


9416 


1 


846 


MLCDFQDGSTSRHVNEPSNNPS 
PQPWSEDQGQASATVPCAKSV 
MHRLrCKFTIEYLVMKFLKAVS 
HAIQMEMLAPKGPSPIPEDASV 
KEENICRAFSDALLYKIEDIDNK 
DWNNPQLCSDY/VKDNAYTSF 
QIQEME1AILKELKFEVGGPLPL 
HFLRQASKAGKADVEQHTLAK 
YLMELTLIDYDMMHYHPSKAA 
TAASCLSQKVLGQGKWNLKQQ 
CYTGYTQNEVLEVMQHVAKN 
VLKVNENLTK.F1AIKNKYASNK 
FLKISMIPQLNSKAIKDLAFPLM 
GGS 


9357 


39725 


A 


9417 


72 


1340 


CPPFSVRVPPWAGLALLPSPSL 

MALLRRPTVSSDLENIDTGVNS 

KVKSHVTIRRTVLEEIGNRVTT 

RAAQVAKKAQNTKVPVQPTKT 

TNVNKQLKPTASVKPVQMEKL 

APKGPSPTPEDVSMKEENLCQA 

FSDALLCKIEDIDNEDWENPQL 

CSDYVKDIYQYLRQLEVLQSIN 

PHFLDGRDINGRMRAILVDWL 

VQVHSKFRLLQETLYMCVGIM 

DRFLQVQPVSRKKLQLVGITAL 

LLAPKYEKMFSPN1EDFWYITD 

NAYPSVSQIREMETLILKELKFEL 

GRPLPLHFLRRASKAGEVDVEQ 

HTLAKYNLMELTLIDYDMVHY 

HPXSKVAAAASCLSQKVLGQGK 

WNLKQQYYHKDTQENEVLEV 

MQHMAKNVVKVNENLTKFIAI 

KNKYASSKLLKISMIPQLNSKA 

VKDLASPLIGRS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in LISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon. /=pnssihle nucleotide 
deletion, \=possible nucleotide insertion) 


9358 


39726 


A 


9418 


1 


1875 


EPEKQQLYDIPASPKK.AGLHPP 
DSQASGQGVPLISVTTLRRGGY 
STLPNPQKSEWIYDTPVSPGKA 
SVRNTPLTSFAEESRPHALPSSS 
STFYNPPSGRSRSLTPQLNNNVP 
MQK.KLSLPEIPSYGFLVPRGTFP 
LDEDVSYKVPSSFL I PRVEQQN 
TKPNIYDIPKATSSVSQAGKELE 
KAKEVSENSAGVQIPHGSPDGQ/ 
RSPSPEPDRLSGSSSDSRASIVSS 
CSTTSTDDSSSSSSEESAKELSL 
DLDVA KET VM A LQHKVVS S V A 
GLMLFVSRKWRFRDYLEANID 
AIHRSTDHIEESVREFLDFARGV 
HGTACNLTDSNLQNRIRDQMQ 
TI SNSYRILLETK.ES LDNRNWPL 
EVLVTDSVQNSPDDLERFVMV 
ARMLPEDIKRFAS1VIANGRLLF 
KRNCEK.EETVQLTPNAEFKCEK 
YIQPPQRETESHQKSTPSTKQRE 
DEHSSELLKKNRANICGQTLPN 
LEEKDKPILEQRLDENKDLGTM 
NPGPLIPQPSSQQTPERKPRLSE 
HCRLYFGALFKLAISAFHGSLSSS 
QPAEIITQSKLV1MVGQKLVDT 
LCMETQERDVRNEILRGSSHLC 
SLLKDVALATKNAVLTYPSPAA 
LGHLQAEAEKLEQHTRQFRGT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9359 


39727 


A 


9419 




2013 


MGLKSWGGMGLGTAFGKGLR 

GEKAWCVSGRYHWRYSQWSG 

TLTQGPWVWRVHSLSDRVYDV 

PTQHRGPVVLKEPEKQQLYDIP 

ASPKKAGLHPPDSQASGQGVPL 

ISVTTLRRGGYSTLPNPQKSEWI 

YDTPVSPGKASVRNTPLTSFAE 

ESRPHALPSSSSTFYNPPSGRSR 

SLTPQLNNNVPMQKKLSLPEI PS 

YGFLVPRGTFPLDEDVSYK.VPS 

SFLIPRVEQQNTKPN I YDIPKAT 

SSVSQAGKELEKAKEVSENSAG 

\QIPHGSPDGQ/RSPSPEPDRLSG 

SSSDSRASIVSSCSTTSTDDSSSS 

SSEESAKELSLDLDVAKETVMA 

LQHKVVSSVAGLMLFVSRKWR 

FRDYLEANIDA1HRSTDH1EESV 

REFLDFARGVHGTACNLTDSNL 

QNRIRDQMQTISNSYRILLETKE 

SLDNRNWPLEVLVTDSVQNSP 

DDLERFVMVARMLPEDIKRFAS 

IVIANGRLLFKRNCEKEETVQL 

TPNAEFKCEKYIQPPQRETESH 

QKSTPSTKQREDEHSSELLKKN 

RANICGQNPGPL1PQPSSQQTPE 

RKPRLSEHCRLYFGALFKA1SAF 

HGSLSSSQPAEIITQSKLV1MVG 

QKL VDTLCMETQE RDVRN El LR 

GSSHLCSLLKDVALATKNAVLT 

YPSPAALGHLQAEAEKLEQHTR 


9360 


39728 


A 


9420 


3 


645 


DFHTN/K/RVCEEIPIILSKKLHN 
RRAGCVTHLTNQ1QRG PVRG1SI 
KLQEEEKERRDNYVPKVSALD 
QEIIEVDPDTK.EMLKLLDFGSLS 
NLQQQKATRVYAVVQISAPMF 
LLWALPLSVAPLITDFKMFVTT 
SYLISLFLIINSSANP11YFFVGSL 
RKKRLKESLRVILQRALADKPE 
VGRNKKAAG IDPMEQPHSTQH 
VENLLPREHRVDVET 


9361 


39729 


A 


9421 


312 


694 


LTPAPRKN VTEK Y YMCLGN DF 
HTN/K/RVCEEIPIILSKKLHNRR 
AGCVTHLTNQIQRGPVRG1SIKL 
QEEEKERRDNYVPKVSALDQEI 
1EVDPDTKEMLKLLDFGSLSNL 
QVTRPTVGMNFKMPRGAV 


9362 


39730 


A 


9422 


3 


383 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9363 


39731 


A 


9423 


304 


1862 


RMLEATSKMRKGVPSSIQ/SSQ 
GNSYTLIPSAKSDNLSDSSHSEI 
SSRSS1VSNCSVDSMSAALQDE 
RCSSQALAVPESTGALEKTEHA 
SGIGDHSQHGPGWTLLKPSLIK 
CLAVSSSVSNEEISQEHIIIEAAD 
SGSWEVGTSCSSSSHDNFQSLP 
NPKSWDFLNSYRHTHLDDPIAE 
VEPTDSEPYSCSKSCSRTCGQC 
KGSLERKSWTSSSSLSDTYEPN 
YGTVKRRVLESTPAESSEGLDP 
KDATDPVYKTVTSSTEKGLIVY 
CVTSPKKDDRYREPPPTPPGYL 
GI SL ADLKEG PHTHLK PPDYS V 
AVQRSKMMHNSLSRLPPASLSS 
NLVACVPSKIVTQPQRHNLQPF 
HPKLGDVTDADSEADATLGNK 
CKLLYMSDVRNPVPAVKDVLV 
QKYTSFNFFHPQEALDRRREEL 
ALPEGASGEACLSTRSLKRSGV 
QALAQQTHSRNFLPEKQPFSAQ 
AAGILHGSIMHNTRGPCLLEGT 
KMMTGVLYRAYLLCIAYSRDLI 
VDEQ1MNGLRKAI 
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SEQ ID 

1NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9364 


39732 


A 


9424 


1 


1335 


MTFKNPKYPFVSNLAKQKGMS 

V1KVNGK.LQQSNPNRTTNGPDP 

SGMKVWVSPQGKNPQPTEVLA 

EGKGNTEWVVEEDTRNFGFGI 

QKHTDIGIKYDSSTG1YDLDFN 

VVLDRRASEEG1TLTAALAADR 

ETPSENCLPSPVNPTAQGEEGIH 

PDPIIVLEQEDPTTAPHPQRLCQ 

QQQCQRPLCRLQPVWPHIVDLT 

PLTE1GSEEPVGELNFKHIRFEV 

SEDNMTFDASDQGPFFENYWQ 

LVLSATPGDVTWNGALGLHTP 

KSSSPDTCSAQQASQCWELSPG 

GRR1GTLLLPQESGASWLPPGV 

TSSLAAVRVIMNCGDiCATPRN 

GGVRTLKKLSSLPLSKAGGKVL 

YGEFNPEQEVQASLSFAALLES 

YGIFMETEFLVACLISQGGQLR 

NQDFSSS1YSLAPGPLDPSSVRA 

GAQRTA PP WG ISPRSC/PVIK VN 

GKLQQSNPNRTTNGPDPSGMK 

VWVSPQGKNPQPTEVLAEGKG 

NTEWVVEEDTRNFGFGIQKHT 

D1G1KYDSSTGIYDLDFNVVLDR 

RASEEGITLTAALAADRETPSE 

NCLPSPVNPTAQGEEGIHPDPII 

VLEQEDPTTAPHPQRLCQQQQC 

QRPLCRLQPVWPHIVDLTPLTEI 

GSEEPVGELNFKHIRFEVSEDN 

MTFDASDQGPFFENYWQLVLS 

ATPGDVTWNGALGLHTPKSSSP 

DTCSAQQASQCWELSPGGRRIG 


9365 


39733 


A 


9425 


56 


235 




9366 


39734 


A 


9426 


1 


515 




9367 


39735 


A 


9427 


138 


830 


AWAQLPSALGSTRVSPPPSARS 
QPPWRRRHK/CLLETEPLQGTD 
EDAVASADFSSMLSEEEKEELK 
A EL VQLEDEITTLRQVLSAVKER 
HLVEIKQKLGMNLMNELK\QNF 
SKSWH\D\MQTTTAYKRTHDTL 
SHAGQKATAAFSNVGTAISKKF 
GDMSYSIRHSISMPAMRNSPTF 
K.SFEERVETTVTSLKTKVGGTN 
PNGGSFEEVLSSTAHASAQSLA 
GGSRRTKEEELQC 


9368 


39736 


A 


9428 


3 


381 


LLETEPLQGTDEDALASADFSS 

MLYEEEKEEVKAELVQLEDE1T 

TLRQVLSAKERHLVE1KQKLG 

MNLMNELKQ\NFSKSWHDMQT 

TTAYKKTHETLSHAGQKATAXA 

FSN V\GTA 1 SK.K.FGDM RRK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9369 


39737 


B 


9429 


79 


426 




9370 


39738 


A 


9430 




570 




9371 


39739 


A 


9431 




1677 


MLESVNVRLEDLITGPCWEAG 

WNAGYAFLVVAVEDFT1GKLF 

DrCLEGTKLCLKNALPRVITQTE 

SHRQRLLQEAAANWHSWL1KV 

QKMKAVYHILNMCNIDVTQQC 

VIAEIWFPVADATRIKRALEQG 

MELSGSSMAPIMTTVQSKTAPP 

TFNRTNKFTAGFQNIVDAYGV 

GSYRE1NPAPYTIITFPFLFAVMF 

GDCGHGTVM LLAALWMILNER 

RLLSQKTDNE1WNTFFHGRYLI 

LLMGIFSIYTGLIYNDCFSKSLN1 

FGSSWSVQPMFRNGTWKTGTH 

DPHLAVLFKMGHVEGRDCVLR 

IVLAKIGYRNGFLRKIWNLASN 

KLTFLNSYK.MKMSV1LG1VQM 

VFGVILSLFNH1YFRRTLNI1LQF 

IPEMIFILCLFG YL VFMI IFKWCC 

FDVHVSQHAPS1LIHFINMFLFN 

YSDSSNAPLYKHQFNFGDVFV 

HQAIHTIEYCLGCISNTASYLRL 

WALSLAHAQLSEVLWTMVMN 

SGLQTRGWGGIVGVFIIFAVFA 

VLTVA1LL1MEGLSAFLHALRL 

HWVEFQNKF\YVGDGYKFSPFS 

FKH1LDGTAEE 


9372 


39740 


A 


9432 


3 


933 


GTWPVSSAASIYAGTGGLG\SQ1 

SMSCSTSFWGGLGSGGLATEM 

AGGLAEMGG1QNEKETMQSLN 

DHLDYLDRVRNLETENWRLES 

KIQEY LEKRPHV RDWGHY FK.T1 

KELRAQIFANTVDNVHIILQIDN 

AQSSMRQELAMRQSVESNIHG 

LCKV1DDTNVTLLQLETEMGAL 

KEELLLMKKNHEEEVKGLQVQ 

IANSGLAVEVDAPKSQVLAKM 

EQLNRILLYLESK.LAQNWAEG 

QRKVQEYK.DLLNIRVKLEAEIA 

TYRRLLEDSEGLNLGDALDSSN 

SMQTIQKTTTRQIVDSKVVSEIS 

DTKVLRH 


9373 


39741 


A 


9433 




698 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


9374 


39742 


A 


9434 


2 


479 


PRVRESTTVVTTQSAEVGAAET 

TLTELRRTVQSLEIDLDSMRNL 

KASLENSLREVEARYALQMEQ 

LNGILLHLESELAQTRAEGQRQ 

AQEYEALLNIKVKLEAEIA/TTY 

RRLLEDGEDFNLGDALDSSNS 

MQTIQKTTTRRIVDGKVVSETN 

DTKVLRH 


9375 


39743 


A 


9435 


1 

- 


618 


AEHLLKPLPADKQI ETGPFLE A 
VSHLPPFFDCLGSPVFTPIKAD1S 
GNITKIKAGYDTMQPRFRTLKT 
ILEGEKEMYGAKGPKVGATLA 
LMWLKRGLRFIQVFLQS1CDGE 
RDENHPNLIRVNATKAYEMAL 
KKYHG WI VQKI FQAAL Y A AP Y 
KSDFLKALSKGQNVTEEECLEK 
IRLFLVNYTATIDVIYEMYTQM 
NAELNYKV 


9376 


39744 


— 


9436 




1569 




9377 


39745 


A 


9437 


211 


368 


ERNSLSQLQWDNPTPPATRRPS 
HSSLRGEHAQ*GLLSFFERLSCT 
LSRFMPI 


9378 


39746 


A 


9438 


1435 


1703 




9379 


39747 


A 


9439 


1 


913 


MKNYNCWRRVFLFVVTPIPMG 
HIKHRQGPNKQQRGQKRDEQR 
MRKENRGHRKGCTWCGGGTE 
GTGWGKYEKSEVERGLVRYER 
KRRAYSGIQQYAAAALPTVYN 
QNLLTQQSIGAAGSQKEACAY 
AVMSLASRAPVYRSFDSEKAG 
DREVQRTMLELLNQLDGFQPN 
TQVKV1AATNRVDILDPALLRS 
GRIDRKIEFPMPNEEAR\AR1MQ 
IHSRKMNVS/TDTTLVALQMAL 
NVYNGKQAPYASCHIFELYQE 
DNGFLLEHTGFVSYDNPVSAQ 
AAIQSMNGFQIGMKRLKVQLK 
RSK.NDSKPY 


9380 


39748 


A 


9440 


3 


438 




9381 


39749 


A 


9441 


1 


247 


AIAAIDSDSSDGSRQSEWKFWK. 
GFTILDAIKNIYDSWEEVKMST 
LTEVWKKLIPTLMDSFEDFI\EE 
VTVDVWECTVLQTQI 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9382 


39750 


A 


9442 


93 


726 


TSLGLSLCPRQCKRCPHLSLQQ 
EEPDPANLEVDHDFFQDKVWP 
HLALRVPYAFETLK.VQSAWAGY 
\YDYNTFDQNGVVGPHP\LVVN 
MYFATAFSGHGLQQAP\GIGRA 
VAEMVLKGRFQTIDLSPFLF\TR 
F YLG\EKIQ\ENNIILRH VCSG I G 
LPLACNPWLCLKSLVCWLPIFP 
KVLCPGLLSPSPVSSSSQAGHW 
HP1WAGQGTGSEAEGQ 


9383 


39751 


A 


9443 


1 


849 


MSGALDVLQMKEEDVLKFHA 

AGTHLGGTNLDFQMEQYIYKR 

KSDG 1 YIINLKRT WEKFLLAAR 

A V VA 1 ENPADVSVISSGNTGQR 

AVLKFAAATGATPIAGHFTPGT 

FTNQIQAAFREPRLLVVTDPRA 

DHQPLTESSYVNLPTIALCNTDS 

PLRY VD/1CNNKG AHSXDPEEI E 

KEEQAAAEKAVTKEEFQGEWT 

APAPEFTATQPEVADLSEGVQV 

PSVPIQQFPTDDWSTQPATENW 

SAAPTAQATEWKMQQQSTILE 

AESSPHQTPNLPAPWSRTSQPPE 


9384 


39752 


A 


9444 




1575 




9385 


39753 


A 


9445 


1 


2325 




9386 


39754 


A 


9446 


1 


1149 




9387 


39755 


A 


9447 


85 


1041 


REIVTMSGALDVLQMKEEDVL 

KFLAA\GTHLGGTNLDFQMEQ 

YIYKRKSDGIYIINLKRTWEVKL 

LLAAVRAIVAIENPADVSV1SSQE 

ILGQKGCAESFAAATGVATPICW 

ARFTPWNLSLTQIQGSPSGEPR 

AFLLVTDPQGLNHQPSHGGNL 

NV*PTLPLALVNPD/SPLRRYVD 

I\AIPCNNQGSSLQWGLMWW\M 

LASGSFCAMRGT\ISREHP\WEV\ 

MP\DLYFYRDPEEIEKEEPGCCL 

RSQVTKEEFQGEWTAPAPEFTA 

VTQPEVADWSEGVQWPSWPIQ 

QFP/TTEDWSAQPATEDWSAAP 

TAQATEWVGATTDWS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9388 


39756 


A 


9448 




762 


MGKVKVGVNGFGC1GRLVIRT 
ACNSGK.VDIIAINDPFIDLSYMV 
YMFQYDPTHGKFHGTVKAENG 
K.LVINGNP1TIFQEPDPSK1KWG 
DAGTEYV MESTGIFTTMENAG 
AHLQWGAKRPQG\LQNIIPATT/ 
GAAKAVRKVIPELNGKLTGMA 
LRVPTANVSVVDLTYHLEKPA 
KYDDIK.KVVKQASEGPLKGILG 
YTGHQVVSSDFNSDTHSSTFNA 
GAGTALNDHFVKLISWYDNEF 
GYNNRVVDLMAHMASKE 


9389 


39757 


A 


9449 


93 


660 


DTMGKVKVGVNGFGRIGRLVT 

RA\A FN SGKVDIVAINDPFI DLN 

YMVYMFQYDSTHGKFHGTVK 

AENGKLVINGNPIT1FQE\RDPSK 

I K. WG D AG\AE\ Y V V ESTG \ VFTT 

MEK/ALGAHLQGGSQKGHSSL 

APSCLMPPMFVMGVMHEKDD 

NSLK\IISN\ASCTTNCLAPLAK\ 

VIHDTLVSGEGLKDHRALP 


9390 


39758 


C 


9450 




715 
















RRVGVWRRPQFQQSRCSHGPN 
QGSAPWLNPTGAFGKETDLLL\ 
DDSLVS1FGKRRL\KRFSMVG/D 
RMASKNALNAQPDGPGLTCSL 
APNIISQL 


9392 


39760 


A 


9452 


' 


864 


GTRMGLAGVCALRRSAGYILV 
GGAG/WSVLAPRAAAARRCSE 
GEWASGGVRSFSRAAAAMAPI 
K VG D A IPAVEV\FEGEPGNKVK 
PGKSLFKGKICGVLFGVPGGPPP 
LGCS\KTHLAKGLWEQG*RLCK 
AKGKSRVVALF*VVNDALCDW 
AQWGQAPQGGKARFGLLAESP 
LGPFGK\ETDLL\LDESLVSHLL 
G I RRLK\RFS\MV VQDGIV\KAL\ 
NVEPDGTGLHLAAWAPNIIFTA 
LEALGPDLLPLPPPYSSPCPALC 
LGPLQFGNVGQ1SAINTLWVLR 
PKQKKKKKS 


9393 


39761 


A 


9453 


1 


239 


QCCSGGTHGNPAIGDR\MQKQI 
LPWAPAQMK1RFMAPPERKYS 
VWIAAP1LASLSTSSRMWISKQE 
YDESGPSIVHRKCF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


9394 


39762 


A 


9454 


2 


801 


asapraqslafadpppvhtrrq 

ltmdddiaalvvdngsgmcka 

gfagddapravfps1vgrprhq 

gvmvgmgqkdsyvgdeaqsk 

rgiltlkyp1ehgivtnwddme 

kiwhhtfynelrvapeehpvll 

teaplnpkanrekmtqimfetf 

ntpamyva1qavlslyasgrtt 

givmdsgdgvthtvpiyegyal 

phailrldlagrdltdylmk.il 

terg ysftttaere i vrd i k/ee 

avlrrpglrardghg\assssl 

eksyelpdgqv1tignerfrcpe 

alfqpsflg\mescg1hettfnsi 

MKCDVDIRKDLYANTVLSGGT 
HQFPLPCRPGC*KK.ITALEP\AT 
MK.1\RIIA\PPEAQSTPLWNRGAP 
IL\ASLVHLPAKMWDQKSREYD 
ESG PLPFVH RKACFQLLPGEELR 


9395 


39763 


A 


9455 


3 


108 




9396 


39764 


A 


9456 




1430 


MKFLIFAFFGGVHLLSLCSGKAI 

CKNGISKRTFEEIKEEIASCGDV 

AKAIINLAVYGKAQNRSYERLA 

LLVDTVGPRLSGSKNLEKA1Q1 

MYQNLQQDGLEKVHLEPVR1P 

HWERGEESAVMLEPRIHKIAIL 

G LGSSIGTPPEG 1TA EVLV VTSF 

DELQRRASEARGKIVVYNQPYI 

NYSRTVQYRTQGAVEAAKVGA 

LASLIRSVASFS1YSPHTGIQEYQ 

DGVPK1PTACITVEDAEMMSRM 

ASHG1KIV1QLKMGAKTYPDTD 

SFNTVAEITGSKYPEQVVLVSG 

HLDSWDVGQGAMDDGGGAFIS 

WEALSLIKDLGLRPKRTLRLVL 

WTAEEQGGVGAFQYYQLHKV 

NISNYSLVMESDAGTFLPTGLQ 

FTGSEKARAIMEEVMSLLXQPL 

NITQVLSHGEGTDINFWIQAGW 

PGA\SLLDDLYKYFFF\HHSHGD 

TMTVHGIQTQMECLLLLFWAV 

VSYV\VADME\EMLPRS 


9397 


39765 


A 


9457 


2 


631 




9398 


39766 


A 


9458 


1 


406 


PTVCERELCVFAFQTLGVMNE 

AADE1ATGAQVVDLLVSMCRS 

ALESPRKVVIFEPYPSVVDPNDP 

QMLAFNPRQLKFMHTPHQFLL 

LSSPPAKESNFRAAKKLFGSTF 

AF/HLHGAMYGSGIYLSPMSSIS 

FGYSA 


9399 


39767 


A 


9459 


7 


257 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


9400 


39768 


A 


9460 


2 


649 




9401 


39769 


B 


9461 


50 


607 




9402 


39770 


A 


9462 


627 


1665 


EQAGQALSTAPVGDGHELLCE 

VGSSSFRDVLGTSMGLCGGY/G 

GAS/GMGGITAVTVNQNVLSPL 

NLEVDPNMQGMHTQEKEQVK 

TLNKSASFVDKVLFLEQQN KM 

LETNWSLLQQQKPAQSNMDN 

MFESYINNLLGQLE1LGQEKLK 

LEAELGNMQGLCMFFVKEDFK 

KKYEDEINKPTEMENEFVLIKK 

DVDDAYMNKVELEFRLEGLTD 

EINFLRQLYEEEIPELQSQILDTS 

VVLSMDNSRSLDMDS1IAEIKY 

EELQTLAGKH WDDRRLTKTKI S 

EMNRNISRLQAEIEGLPQRPEQ 

RASLESV1ADAEQRGELAIKDA 

KTKLSELEAAQQRAKQDMAHG 


9403 


39771 


A 


9463 


2237 


2656 


LSCSLFSGFAGTRFFGTSILRLPL 

MYCPVNDSGTAIIASSGPSATTS 

PP*TPAPGPMSITWSAARIASSS 

CSTTITVLPRSRRWISVPNRRSL 

SRWCRPIDGSSSTYITPTRPAPI 

WLARRIRCASPPESVSAERESV 


9404 


39772 


A 


9464 


3 


2790 


EFVLIKKDWDEAYINKVELESR 
LEGLTDErNFLRQLYEEEIRELQ 
SW1SDTSVVLSMDNSRSLDMNS 
VIAEVKAQYEEIANRSQAEAF.S 
MYQIKDEELQSLAGKHGDNLR 
CTKTKISEMNRNISRLQAENEG 
LKGQRAFLEAAIADAEQCGELA 
1 K.DAN A K.L/SELEA A LQRAKQD 
M A WQLR\LMN VRL ALDIE I ATY 
KKLLEGEESRLESGMQNMSIHT 
KTTSGYASGLSSACGGLTSPGL 
SYGLGASSFSRT 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


9405 


39773 


A 


9465 


2 


1516 


SAIPTSTPASTMSIRVTQKSYKV 

STSGPRAFSSRSYTSGPGSRISSS 

SFSRVGSSNFRGGLGGGYGGAS 

GMGGITAVTVNQSLLSPLVVLE 

VDPNIQAVRTQEKEQIKTLNNK 

FASFIDKVRFLEQQNKMLETK 

WSLLQQQKTARSNMDNMFESY 

INNLRRQLET\LGQEKLKLET\E 

L\GNMQG L VEDFKNK YEDEINK 

RTEMENEFVLIKKDVDVDEAY 

MNK V ELESRLEG\LTDEIN F\LR 

QLYEEEIRELQSQISDTSVVLSM 

DN SRSLDMDSII AEVKAQYEDI 

ANRSRAEAESMYQIKYEELQSL 

AGKHGDDLRRTKT*DLLR*TRN 

ISRLQAEIEGLKGQRASL\EAAI 

ADAEQRG\ELAI\KDANAKL\SE 

LEAALQRAKQDMARHLR*VTR 

ELD*TFKLGPGTFEI\ATYRKLL 

EGEESRL\ES\GMQNMSIHTKTT 

GGYAGGLSSAYGGLTSPGLSYS 

LGSS\FGSGAGSSSFSRTSSSRAV 

VVKKIETRDGKLVSESSDVLPK 


9406 


39774 


A 


9466 


1410 


3244 


PPCRRSHPRPPLRGEQKPRPSQP 

PFAVPAAPAPQV*\PQMIDLCNV 

GFQFYRSLEHFGGKPVKQEP1K 

PSAVWPQPTPTPFLPTPYPYYPK 

VHPGLMFPFFVPSSSPFPFSRHT 

FLPKQPPEPLLPRKAEPQESEET 

KQKVERVDVNVQIDDSYYVDV 

GGSQKRWQCPTCEKSYTSK.YN 

LVTHILGHSGIKPHACTHCGKL 

FKQLSHLHTHMLTHQGTRPHK 

CQVCHKAFTQTSHLKRHMMQ 

HSEVKPHNCRVCGRGFAYPSEL 

KAHEAKHASGRENICVECGLDF 

PTLAQLKRHLTTHRGPIQYNCS 

ECDKTFQYPSQLQNHMMKHK 

DIRPYICSECGMEFVQPHHLKQ 

HSLTHKVLRGLWWGGRGLGK 

RSGA LSRALGSRTPVPLCTLPR 

GGLQGEIQAQESEFSPVCNHSP 

GVIQAELK.QGPSGVPE1LPQLNS 

CPTKGTCRYYPEGSRLPSAGTI 

NKGPRLGFSRKGDHSLTSGAPL 

YVGKESKVHFRAYEDPGVKEH 

KCGICGREFTLLANMKRH VLIH 

TNIRAYQCHLCYKSFVQKQTLK 

AHM1VHSDVKPFKCKLCGKEF 

NRMHNLMGHMRLA\RNGKPLK 

RLYCPSKFTLKGNLTRHMKVK 
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SEQ II) 

NO: 


SEQ ID NO; 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


9407 


39775 


A 


9467 


1 


1309 


MRJQQLCGHLWQQKfCISLELM 
SSFHKILKNKMGCGVTPDSKEL 
LK. YLS YCNSYPLTG SPQE A P V S 
DVPLPVSKCSHCSVQLIMCLRP 
EHIPNSPGIKGQGIKQHEEKHPT 
LLHLDASHLMTCFVVEMTLYV 
LIAGFKSLCS1HSYPPRTLRHLC 
EKVWDSLLEMERRHEKRGPAN 
FLHRLPAEHQWGIVQSSNIMAG 
LSARLQLFLEHRPFPVFELTAN 
GCPTKGLQGEIQAQESEFSPVC 
NHSPGVIQAELKQGPSGVPEILP 
QLNSCPTKGTCRYYPEGSRLPS 
AGT1NKG PRLGFSRKGDHSLTS 
GAPLYVGKESKVHFRAYEDPG 
VKEH KCG ICGREFTLLANMKR 
HVLIHTN1RAYQCHLCYKSFVQ 
KQTLKA H M I VH SD VKPFKCKK 
SFTAQGNSAPQEDAGSQGE/PV 
CLL/CPN WGQRKGRA WRHLRH 


9408 


39776 


A 


9468 




4804 


KRLENIQKTLEVAFSEAVWMQ 

PSVVLLDDLDL1AGLPAVPEHE 

HSPDAVQSQRLAHALNDM1KE 

F1SMGSLVALIATSQSQQSLHPL 

LVSAQGVH1FQCVQH1QPPNQE 

QRCE1LCNVIKNKLDCD1NKFT 

DLDLQHVAKETGGFVARDFTV 

L VDRA 1 H SRLSRQSI STREKL VL 

TTLDFQKALRGFLPASLRSVNL 

HKPRDLGWDK1GGLHEVRQIL 

MDTIQLPAKYPELFANLPIRQRT 

GILLYGPPGTGKTL 


9409 


39777 


A 


9469 


2 


1844 




9410 


39778 


A 


9470 




772 


VPNPYTLLSQIPEEAEWFTVLD 
LKD VFFC1 P VHPDSQFLFA FEDP 
LNPMSQLTCTVLPQGFRDSPHL 
FGQALAQDLSQLSYLDTLVLQ 
YVDDLLLAACSETLCHQATQA 
LLNFLATCGYKVSKEKAQLCS 
QQVKYLGLKLSKGTKALSEECI 
QPILAYPHLKTLKQLREFLGITG 
FCRIW/NFQALLLERPVLQLCTC 
ATLNP VTFLPDNEVEE YNCQQ1 1 
SQTYATRGDLLEVPLTDPDLNL 
YTDG SSF VEKGPQKA 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location ofttrst 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9411 


39779 


A 


9471 


1 


6504 


MWGSDRLAGAGGGGAAVTVA 

FTNARDCFLHLPR.RLV AQLHLL 

QNQAIEVVWSHQPAFLSWVEG 

RHFSDQGENVAEINRQVGQKL 

GLSNGGQELHAVSLEQHLLDQI 

RIVFPKAIFPVWVDQQTYIFIQI 

VALIPAASYGRLETDTKLLIQPK 

TRRAKENTFSKADAEYKKLHS 

YGRDQKGMMKELQTKQLQSN 

TVG1TESNENESEIPVDSSSVAS 

LWTM1GSIFSFQSEKKQETSWG 

LTEINAFKNMQSKVVPL 


9412 


39780 


A 


9472 


2 


1658 




9413 


39781 


A 


9473 


1 


617 


MCSWTAPVSS1LTHPNWPVLR 

MAGLTGCASVAMKKK.1EHNCQ 

QVIAQTFTTRGDLLE1PLTDPGL 

NLYTDGSSFVEK.GLRKAGYAV 

VSDNGILESNPLTPGTSAQLAEL 

IALTWAPELEEGKRVKRKKA1 

WREREFLTSEGTPIKHQEAIRRL 

LLAVQKPKEVAVLHCRGH/QE 

GNCQVD1EAKRATRSQVARGH 

KICDFPSCSYR 


— — 

2— 


— — 


- — 


— — 


— 


715 






— 


— 


9475 


96 


269 




— — 


— — 





— — 





1^98 




5?T^ — 


39785 


— 


9477 


- 


7752 




9418 


39786 


A 


9478 




241 




9419 


39787 


C 


9479 


202 


534 




9420 


39788 


A 


9480 


108 


199 




9421 


39789 


A 


948! 


125 


352 
















RRSLALSPRPDCGLQWHNLGSL 
QAPLPGFTPFSCLSLPSSWDYRR 
PPPRPANFLYFLVETGFHLVSQ/ 
SGLDLLTS\DPPASASQSAGITG 
VSHRARPQNLFFKVRCPE 










184 


383 


LGLQWVRNLGSLQAPLPGFTPFS 
\CLSLPSSWDYRRPQPRPANFFF 
FVFFLVKTGFHLVSQG\G\LDLL 
TS*SHPASAFQSAG\IIGVSHRRP 
AITLQF 


9424 


39792 


A 


9484 


1 


416 


MGRSFLGGGSTLMLLGGGQLH 

1 LTPSFPS WTETGN YTCEFCGKQ 

YKYYTPYQEHVALHAPIRNSA 

KDDHRSASILSENRGSHQ/SHAS 

CHHHYHCHYYHQHHHCLHHH 

SYHHHHCHHHRGMWRNWDTV 

LWIHQTQPVQD 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


9425 


39793 


A 


9485 




534 


GRRQRRSRHLLHRRQDRQSAP 
GSGSKIPQKAKVKLAADEDDDD 
DDEEDDFDDEETEEAPVK.K.SIQ 
DTPARNAQKSDQNGKVSKPSS 
TPRSKGQESFKKQEKTPKTPK.G 
PRSVEDIKTKMQAS1EKAHGTV 
LGTTVGNIPLRGGNQEKFHGAA 
GVWFGKFGVQRKIQQKQLQKD 
VTSGS 


9426 


39794 


B 


9486 


44 


924 




9427 


39795 


B 


9487 


41 


2197 




9428 


39796 


B 


9488 


67 


1507 




9429 


39797 


A 


9489 


134 


311 




9430 


39798 


A 


9490 


5 


1545 


EKIQINT1/KNDKG I LPLDPTEIQ1 

TIREYYEHLYAHKLENLEE1DK 

FLDIYTLPRLNQEELESLNRKPN 

TACSNLRDGSLLLGDGHGSSIQ 

AAIEVVGAGSVATKGRGRQDD 

TDPSNRYHRPPYSQEEKEQCITL 

LLSWCLGDSQGPQCRPQLSLQE 

LRREFTVSLHLARKLLSEVRGQ 

AHRPVSPPNAAGAGDGQTPNPF 

WPPLTDLAPQAESHLPGVNLYL 

LPLGEQLPDVSLTFQAWRRLSV 

K.CTAVRAYQTTRVVETSSCRL 

HVKGASNASTHRSPKEVTQGT 

NKSERRTRETQRAIRERNMAGC 

CTC ATDVLVTLQSLM EGLA LQ 

PQRTRALLLGSASIKASCAVTII 

LMSENLGKGCSKKSEGMVRRY 

AKHKJCQEIKPYYQRKSPSLERG 

QEEKK.VGREDREGSENQYLYG 

PSNISEARNRLPECGRMGLGYV 

ARLFLG DRRSSTPSFASYDPSSL 

VTYGHRRSCRVSDIRVPRLGPN 

VGGPCKGTGIDLQCEREKKNEE 


9431 


39799 


A 


9491 


32 


2123 




9432 


39800 


A 


9492 


1 


911 


MSTLKGLIIK1IISVMIASEFILEE 

R1KTGLNAAKHCFAAPSQAASH 

TISRPIPMPIRSASACSTPTHTPQ 

DSLTGVGGDVQEAFAQSSRRN 

LRNDLLVAADS1TNTMSSLVKE 

LNSEVGSETESNVDSEFARTQF 

EDLVPSPTSEKAFLAQIHARKP 

GY1HSGATTSTMRGDMVTG\DA 

NPYVQPEDENYENDSVRQLEN 

ELQMEEYLKQKLQDEAYQMPL 

VPTKKEIHMEDFLSSLPEGA 1 AQ 

CPRTFIPDCRRKGASYSQTDDES 

NMKTGDDGEPCGHTEEEDSSL 

AAASPKRGTTTPSSS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9433 


39801 


A 


9493 




2233 




9434 


39802 


C 


9494 


477 


737 




9435 


39803 


A 


9495 


2 


746 


GQATHFMAKEV*QWAHAHGIH 

WSYRVPHHPEAAGLIEWWDCL 

LKSRLQCQLGDNTLQAWGKVL 

QKA VY ALNQCPI YGTVSPI DR1 

H G SRNQRVE VE VE V A PLT1TPS 

DPLAKFLLPGLTTLCSAGLQVL 

VPEGGMLPPGDTTTIPLNRKLR 

LPPGHFGLFLPLSKQAKMRVTA 

LAVVIDLDYQDEISLPLHNGDK 

EEYARSTGDPLERLLVLPCPVIE 

VNGKLQQHNLGRTTNGPDPLG 

MKVWVSPPG 


9436 


39804 


A 


9496 


70 


532 


HVALLMPLQNSRSFSGYGFAYP 
ARNTFSKTT1HGLKECLIHHHG1 
PSSIASDQGTRFLPKEV/RKWAH 
AHG1HWSYHVPHYPEAASP/HS 
DPLAKFLLPVPTTLCSAGLAVL 
VPEGGMLPPGDATMIPLNLSSR 
SHLGMPTTSLKVVRMCSKDKY 


9437 


39805 


A 


9497 


51 


408 


CVPEPRTPSLGFQT/HPAAHAPG 
AQAPGSAH/DRLSSAGPGSRAA 
PRAPWRPWTIGYSESQPTVLARP 
GQPWPGRGVSGSSAPSVPSALR 
GPPRSSRPSCCTWWCLWRCRH 
RDLGRDINFTL 


9438 


39806 


A 


9498 


3 


618 


SSCAFSHRSSRPSRCHTVRRSTA 
PCAAS*HSSRAPKRHWALPGSS 
G*S/WRETPSTHW*P*TLPRWRT 
ALRPSQ*PRPRVFRVRKPCSSRP 
PTITRCALASAQ*SCAA\PTSSLA 
QRKSSRSPRRTATTWGTA RRSR 
AHAVPAGRSPAPSASPAPPQAP 
RAWSAAAPASPSRLSSAGRGRQ 
A APRAP WRLRGPPRSC RPTCCT 
WWCP 


9439 


39807 


B 


9499 


215 


293 




9440 


39808 


C 


9500 


1 


1170 




9441 


39809 


C 


9501 


25 


481 




9442 


39810 


A 


9502 


27 


265 




9443 


39811 


A 


9503 


2 


326 


GRVGGRVGSDLGRGDMAKRT 
KKVGIVGKYGTRYGA/SRVRK 
MVKKIE1SQHAKYTCSF\CGKT 
KMKRRAVGIWCCGSCMKTVA 
GGAWTYMTTSAVTVKSAIRRL 
KELKDQ 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9444 


39812 


A 


9504 


2 


1125 


RVGRPPLPPRPTHPRRKPLPPNN 

VTGKPGSAGI1SSGPITTPPLRST 

PRPTGTPLERIETDIK.QPTVPAS 

GEELENITDFSSSPTRETDPLGK 

PRFKGPHVRYIQKPDNSPCSITD 

SVKRFPKEEATEGNATSPPQNP 

PTOLTVVTVEGCPSFVILDWEK 

PLNDTVTEYEVISRENGSFSGK 

NKSIQMTNQTFSTVENLKPNTS 

YEFQVKPKNPLGEGPVSNTVAF 

STESADPRVSEPVSAGRDAIWT 

ERPFN SDS YSECKG KQ Y VKRT 

WYKKFVGVQLCNSLRYKIYLS 

DFLTGKFYNIGDQRG\HGEDHC 

QFVDSFLDG RTGQQLTSDQLPI 

KEGYFRAVRQEPVQFGE1GGHT 

QINYVQWYECGTT1PGKW 


9445 


39813 


A 


9505 


2 


385 


REAGSGGNDNFARRRNFSG\RG 

G\FGG\SRGGVWIWVAVGDGY 

NGFG\NDGSNFG\GGGSY\NDF 

WENTNKSGLQNFGPHEGGEIFG 

GQKLLAPYGGWRPNTFAKPTK 

PQGG\YGG\SSSS\SSYGKWPEDF 


9446 


39814 


A 


9506 


945 


2313 


TRVLLESRAGSQQSEGEASWQ 

RG Y ARPSCQAAI SFPEHRRALR 

A L WAGDCRV AD AGPGSSSSTPP 

SPPSLPKTSVSLGFLCFKKSLAA 

SCASGRERQLEA*VWASQPLSP 

TQWSEGQLGVRVWASQPLSPT 

QWSEGQ/PGGPSVGISTSLTYPV 

EGRT/GWGPECYVFCMLHRLPE 

QHDCTFDHMGRGREEAIMKM 

V ICLDRK VG RSCQRIGEGGQED 

DVVASILVSMQPHSPRTPSPHLP 

YSKFKDFSSCNCARQGWKEMG 

ACVQRPSAVLGGTRPVSVQAK 

QPLPCFLLGASALGSCGTGLGV 

KDRDIDR1VVMSVMKILRGNQR 

PSGDEQARGQRAREGLGGLGV 

RRACREQWAVLCPLVHRNWV 

CVSSFLIASQSNSPQQQHNCCY 

ANNSPQQEEGMVGRQAETFLL 

GGVRNRKPWVGVGRGLQGSH 

QQHIQGAVSSPSSPKKGVSKRE 


9447 


39815 


A 


9507 


3 


684 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 


9448 


39816 


A 


9508 


15 


513 


RIRLEGLWGSSKTMNLCSKCFA 
DFQK.KQPDDDSAPSTSNSQSDL 
FSEETTSDNNNTSITTPTLSPSQ 
QPLPTELNVTSPSKEEYSQSENE 

aspvkrprllenterseetsr.sk 
qksrrrcfqcqtklelvqqel 
g\mcrcgyvfcmlhrlpeqhd 
ctfdphgavagr 


9449 


39817 


A 


9509 


818 


1455 


S DY I TRDG ASFTKA LLT WKNPV 
PNFF WKKDTFKLWGEV IRSTM 
WKT/DQSPSAAWMGGFGAQPP 
QGQAPPPV I PPPNQAG YGM ASY 
QTQILPSPHILAVFMLPERGPNP 
DPKRGFLDLARKNLGNWVSTIT 
FLSRFPGVQVLQEFVVPGTMPL 
LRPLELPMHFNPHFSTALASLIA 
DELYLLPQLSVSQMGESFPSFD 
MMAICAQASTNRLWMP 


9450 


39818 


A 


9510 


1 


1132 


MMEDDGQPRTLYVGNLSRDVT 

EVLILQLFSQIGPCKSCKM1TEH 

TSNDPYCFVEFYEHRDAAAAL 

AAMMGRK1LGKEVKVNWATTP 

SSQKKDTSNHFHVFVGDLSPE1 

TTEDIKSAFAPFGKISDARVVK 

DMATGKSKGYGFVSFYNKLDA 

ENAIVHMGGQWLGGRQIRTNW 

ATRKPPAPKSTQENNTKQLRFE 

DVVNQSSPKNCTVYCGGIASGL 

TDQLMRQTFSPFGQ1ME1RVFPE 

KGYSFVRFSTHESAAHAIVSVN 

GTTIEGHVVKCYWGKESPDMT 

KNFQQVDYSQWGQWSQVLGN 

PKPSD\RYMANGWQVPPYELY 

GQPWNQQAFGV\DQSPSAAWM 

SGFGA\QPP\QGQAPPP\VIPPPN 

QAGYGMVASYQTQ 


9451 


39819 


B 


9511 


1 


1212 




9452 


39820 


A 


9512 


1 


1032 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9453 


39821 


A 


9513 


17 


976 


SGRP/GGPGGPG MGKPRC F/RG E 
VFG I VI RG PG FPPGG RG RG R\G R 
GARGGKGPRJKGLGCPSTKLG\ 
RLVKDH*RSKFPWRRSIYSYSG 
PLKESE\IIDF\FLGGLLSKDEVFE 
RLCQVQEPEPVPGQRHQGSRHF 
VAI\GNYQWPTVGSGVLKCSQE 
/VWPTAHPVGPI1LAKLLHSSPC 
AEGYWGEQSIGKAP/HTVPCQ/ 
VWTGRCGSVLVRPHPWHPRGS 
GIVSAPVA\KKLLMMAGIDDCY 
T\SARGCTATLGYNFAKAT\FDAI 
SKTYSY LTPDLWK ETVFTKSP Y 
QEFTDHLVKTHTRVSVQQTQA 
PAVAYNIGFLYKKNKVN 


9454 


39822 


A 


9514 


1 


866 




9455 


39823 


A 


9515 


1 


1793 


MAAAAVSGALGRAGWRLLQL 

RCLPVARCRQALVPRAFHASA 

VGLRSSDEQKQQPPNSFSQQHS 

ETQG AEKPDPESSH SPPRYTDQ 

GGEEEEDYESEEQLQHRILTAA 

LEFVPAHGWTAEA1AEGAQSLG 

LSSAAASMFGKDGSELILHFVT 

QCNTRLTRVLEEEQKLVQLGQ 

AEKRKTDQFLRDA V ETRLRMLI 

PYIEHWPRALSILMLPHN 1PSSL 

SLLTSMVDDMWHYAGDQSTD 

FNWYTRRAMLAAIYNTTELVM 

MQDSSPDFEDTWRFLENRVND 

AMNMGHTAKQVKSTGEALVQ 

GLMGAAVTSPRSRRGGWWPLG 

EMPYANQPTVRITELTDENVKF 

1 IENTDL A V ANSI RR V FI AE VPII 

AIDWVQIDANSSVLHDEFIAHR 

LGLIPLISDDIVDKLQYSRDCTC 

EEFCPECSVEFTLDVRCNEDQT 

RHVTSRDLISNSPRVIPVTSRNR 

DNDPNDYVEQDDILIVKLRKGQ 

ELRLRAYAKKGFGKEHAKWNP 

T\AGVAF\EYDPDNALRHTV\YP 

KPEEVWPKSEYSELDEDESQAP 

YDPNGKPERFYYNVESCGSLRP 

ETIVLSALSGLKKKLSDLQTQLS 

HE1QSDVLTIN 


9456 


39824 


A 


9516 


3 


176 


FFFFFAETNSK.*1TYQNIH1MVEI 
FQNSIFWDLYTKDKQ1RGQEAA 
RREKRGLGRPL 


9457 


39825 


A 


9517 


1485 


1679 


RVGDAGHDDPGKPGPPGAGHR 
PEG*TGAHSLRAGLPACRAEPA 
GPGRAREGSKAPGHCAEELLQ 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9458 


39826 


A 


9518 


1 


232 


FFFFETESCSVAQAGVQWCDLG 
SLQTLPTG/SSRHSPASAFRVARI 
TGARYHVRLIFVFLVQTGLHHL 
GQADFDLLTS 


9459 


39827 


A 


9519 


1 


2408 


GTLVTKVAPVSAPPKVSSGPRL 

PA PQI V A VKA PNTTT1 QFP AN LQ 

LPPGTVLIKSNSGPLMLVSPQQT 

VTRAETTSNITSRPAVPANPQT 

VKICTVPNSSSQLIKKVAVTPV 

KKLAQIGTTVVTTVPKPSSVQS 

VAVPTSVVTVTPGKPLNTVTTL 

KPSSLGASSTPSNEPNLKAENSA 

AVQINLSPTMLENVKKCKNFLA 

MLIKLACSGSQSPEMGQNVKK 

LVEQLLDAKIEAEEFTRKLYVE 

LKSSPQPHLVPFLKKSVVALRQ 

LLPNSQSFIQQCVQQTSSDMVI 

ATCTTTVTTSPVVTTTVSSSQSE 

KSI I VSG ATAPRTVS VQTLNPLA 

GPVGAKAGVVTLHSVGPTAAT 

GGTTAGTGLLQTSKPLVTSVAN 

TVTTVSLQPEKPVVSGTAVTLS 

LPAVTFGETSGAA1CLPSVKPV 

VSFCWDHI\CKPVIGTPVQIKLA 

QPGPVLSQPAGIPTGSSS\KQLFS 

LFHVVQQPSGGNEKQVTTISHS 

STLTIQKCGQKTMPVNTI I PTSQ 

FPPASILKQITLPGNKILSLQASP 

TQKNRIKENVTSCFRDEDDIND 

VTSMAGVNLNEENACILATNSE 

LVGTLIQSCKDEPFLFIGALQKR 

ILD1GKKHDITELNSDAVNLISQ 

ATQERLRGLLEKLTAIAQHRMT 

TYKASENYILCSDTRSQLKFLE 

KLDQLEKQRKDLEEREMLLKA 

AKSRSNKEDPEQLRLKQKAKE 


9460 


39828 


A 


9520 


1 


637 


MLSNVKRGRKLPNGTWAHDL 

VTPPTASLLLLLTEPAMPSVAFC 

HSILIVTKGGVKRTRVPPPNNSS 

GARTGNPLKVKHISFKTGDELIF 

LDPHTTQTFVDTEENGTGNDQT 

FHCLQSPQR\MNILNLDPSVALG 

FFCKEEKDFDNWCSLVQKEILK 

ENLRMFELVQKHPSHWPPFVPP 

AKP\EVTTTGAEFI\DSTEQL\EEF 

DL\EEDFEILSV 


9461 


39829 


A 


9521 




176 




9462 


39830 


B 


9522 


1 


792 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9463 


39831 


A 


9523 




486 


NGHVGLGVKCSKEVATAIRGA1 
ILAKLSIVPVRRGYWGNK1GKP 
HTVPCKVTGRCGSVLVRLIPAP 
RGTGIVSAPVPKJCLLMMAGIDD 
CYTSARGCTATLGNFAKATFD 
A 1 SKTYSY\LTPDLLKE\TVFTKS 
P\* QELTDHLVK.THTRVS VQRT 
QAPAVATT 







^— 




1 


2991 






3~?8~3l 




9I2I 






K H EN WSTA RQSLH ACSR VTWQ 
NRLRLSNKWMPSHVLCLLPS/H 
MTLQPANLSSLLITPPEFGPK1A 
SPICTSCSVNFPRTLISPFSHC 


9466 


39834 


A 


9526 


1022 


1201 




9467 


39835 


C 


9527 


1 


924 




9468 


39836 


A 


9528 


2 


837 


WK.NCLEKRSMLTMHRILES*D* 
RQE/ILERHDAKYHSPKAEEKQ 
MKHKAGSQIVKKEEAK.LALAL 
EGFCRFRNHHQTGFSPAGATQR 
G PLV AILSGPGGEGQS A V ARLT 
G EKKNHPG AQY ANRLSPRVGR 
FIN A AGTTGFPTG KRA WPPFRL 
FLPHKGFADWGPTINQDFRLLG 
QPSVARFLNFSQGPAGEGQSAV 
ARLPGH PF1TQPYPI LPGYAA AG 
MQALARRRP1LMFDSLSSNFCH 
SSAYYHLFRRSNQAFKGTNNCL 
KK1TPRPATHRSTVVIH 


9469 


39837 


A 


9529 


3 


1137 


APAPSPVGSGSCCLSHMFFHPPS 
RANRAFVD\YAPMDEIQNAE1N 
SQVRRYLEGTLDEIDVRNPSVT 
TMLSQPGPPSPGHTPTHALLAS 
EPHVNGCKTVSTVHEDYSGSSE 
SSNDESDSEDTDSDDSSIPRNRL 
QSVVAVPKNSTLPMEETSPCSS 
RSSQSYRHYSDHWEDERLESRR 
HLYEEKFESIASKACPQTDKFFL 
HKGTEKNPEISFTQSSRKQIDNR 
LPELSH PQSDG VDSTSHTDVKS 
DPLGHPNSEETVKAK.I PSRQQE 
ELPIYSSDFEDVPNKSWQQTTF 
QNRPDSRLGKTELSFSSSCEIPH 
VDGLHSSEELRNLGWDFSQEKP 
STTYQQPDSSYGACGGHKYQQ 
NAEQYGGTRDYWQANGLLGS 


9470 


39838 


A 


9530 


1 


1857 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in liSSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


9471 


39839 


A 


9531 


I 


989 


MEDWKVRGHQEKTLAFEVQSF 
SCSERETTLVLLLRSPAVPQLLL 
HGLCGPDLSTKAAQCHFKAIW 
QSLGNTLGAVSDQATPGHVKS 
LPPGALISRQGRGQFCSVDAVF 
LLHDSPELPSSLPHGASLPLASS 
DKQAEQTWLGAVGSVQCTS1T 
ACPRDLEDRPHLTEHPPAGVHC 
GQNPCPCHL1FTLYSKSLPLDLA 
CRI WD VFCRDGEEFLFRTALGI 
LKLFED1LTKMDF1HMAQFLT\R 
LPEDLPAEELFGPSIATIQMQSR 
NKKWAQEPGHELEWPDRSFRP 
RVLACPMGSREHRLQPACSGST 
GQGHTKALFPETCCQSPIFQDA 


9472 


39840 


A 


9532 


2013 


2270 




9473 


39841 


A 


9533 


3 


744 




9474 


39842 


A 


9534 


190 


991 


SVLSNKQNHCSQTAPPPPPPAA 
SGSRGWVWGLFWGLAAILEGS 
TGADWSQLPHSCCPSLLVPHVL 
SVVPLRPPHRDFPVEDVFTLPV 
YFSSDWLNEFWDALDVDDYRF 
VYAGPAGSWSPFHAD1FRSFSW 
SVNVCGRKKWLLFPPGQEEAL 
RDRHGNLPYDVTSPALCDTHL 
HPRNQLAGPPLE1TQEAGEMVF 
VPSGWHHQVHNLDDT1\SINHN 
WVNG FN LAN M WRFLQQELC A 
VQEEVSEWRDSMPDWHHHCQ 
V1MRSCSGIKL 


9475 


39843 


A 


9535 




885 


MKRRAVMGPPQVQAWKALDL 

WESSQVMEGKAVVPMGRNPM 

MRKATQGQLENSPALEK.LLPPL 

QGN VG F A FTKEDLTE V RDLLL 

AN K VPAATRAGAIGPCE VTVPA 

QNTGLGPEKISFFQALGITTKIS 

RGTTEI LS DVQLI KTGDRVG A S 

EATLLNTPNISPFSFGLVIQQVF 

NNGS1YNPEVLDITEETLYSGFL 

EGVRNVAS\CLQTGYPPVASVP 

PSII/NGYKGCLALSVETDYTFPP 

AEKI K.TF L ADPS AF V A A AP V AT 

TATAAPAAAAAPTKFENEESEE 

LDEDMGFGLFD 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9476 


39844 


A 


9536 


65 


988 


RTAVMPREDRATWKSNYFLKII 
QLLDDYPKCFIVGADNVGSKQ 
MQQIRMSLRGK.AVVLMGKNT 
MMRKAIRGHLENNPALEKLLP 
HIRGNVGFVFTKEDLTEIRDML 
LANKVPAAARAGAIAPCEVTVP 
AQNTGLGPEKTSFFQALGITTKI 
SRGTIEILSDVQLIKTGDKVGAS 
EATLLNMLNISPFSFGLVIQQVF 
DNGSIYNPEV\LD\ITEETLHSRF 
LEGVRNVASVCLQIGYP\TVAS 
VPHSIINGYKRVLALSVETDYTF 
PLAEKVKAFLADPSAFVAAAPV 
AAATTAAPAAAAAPAKVEAKE 


9477 


39845 


A 


9537 


1 


993 


MREIALTQTRQCGKKIGAKVGI 

RG SE VP AP A Y WV ARED VG SG S 

GLGGGWYVPCAVLVDLEPVT 

MDSLRSGPFGLIFRPTTSSLKLIE 

NADKTFCIDNEALYDIYSRTLK 

LPTPTYGDMNHLLSATMSGVT 

MCLGFPGQLNADLQKLSVNMV 

PFPRLH FFM PG F A PLTSRG SQH 

YQALTV AELTQQM FY AKNMM 

AARDPRHGRYLTAAAIFQGRM 

PMREVDEQMFNIQDKNSSYFA 

DWFPDNVKTAVCDIPPRG\LKM 

SGSFIGNNAAIQELF\QCVSEQF 

TAMFRRKA\FLHWYTGEG\MDE 

\M EFT\E A E SN MND\L V S E Y QQ Y 

QDATAQGGGG 


9478 


39846 


A 


9538 


231 


881 


SSLSGTKVGSLPFRLLHWMPVS 
YSSVTTRYYHRAGAEEGKDRII 
FVTKKDHETPSSAELVADDPND 
PYEEHGLILPNGNINWNCPCLG 
GMASGPCGEQFKSAFSCFHYST 
EEIKGSDCVDQFRAMQECMHK 
YPDLYPQEDEDEEEEREKKPAQ 
QAEETAPIEATATKEEE\DQVNE 
GHKALSTSPFGVDLLQKALSSP 
SKKVSFCCPVHYNIQNNLF 


9479 


39847 


A 


9539 


1 


804 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9480 


39848 


A 


9540 


2 




3337 


SSLLEKMTSSDK.DFRFMATSDL 

MSELQKDSIQLDEDSERKVVK 

MLLRLLEDKNGEVQNLAVKW 

LGVPLGAFHASLLHCLLPQLSS 

PRLAVRKRAVGALGHLATACS 

TDLFVELADHLLDRLPGPRVPT 

SPTAIRTL1QCLGSVGRQAGHRL 

GAHLDRLVPLVEDFCNLDDDE 

LRESCLQAFEAFLRKCPKEMGP 

HVPNVTSLCLQYIKHDPNYNY 

DSDEDEEQMETEDSEFSEQESE 

DEYSDDDDMSWKVRRAAA 


9481 


39849 


— 


9541 




3T78 

— 




9482 


39850 


— 


9542 


— 




LNAQPGTRRLWPAEIRPPPRRL 
G KG GQQ V SHHPPI SC F YCECEE 
KRLCVNTHVWTK*T 


9483 


39851 


A 


9543 


62 


280 




9484 


39852 


A 


9544 




1452 




9485 


39853 


A 


9545 


2 


998 


ITAGATPEERV1CFVEYYLTAFH 

EGRKGALAKKPYNPIIGETFHC 

SWEVPKDRVKPKRTASR/PLLP 

AVMNTQWPMTLPKSYKLRFVA 

EQVSHHPP1SCFYCECEEKRLCV 

NTHVWTKSKFMGMSVGVSMI 

GEGVLRLLEHGEEYVFTLPSAY 

ARSILTIPWVELGGKVSINCAKT 

GYSATVIFHTKPFYGGK.VHRVT 

AEVKHNPTNTIVCKAHGEWNG 

TLEFTYNNGETKVIDTTTLPVY 

PKKIRPLEKQGPMESRNLWREV 

TRYM RLGDIDA ATEQKRH LEE 

KQRVEERKRENLRTPWKPKYF1 

QEGDGWG1LQSPLESTLMGLEV 


9486 


39854 


A 


9546 


12 


740 


H FFL YKKLIPF VLKNCMFHFSP 
VRGTVVTNDRWGAGSICKHGG 
FYTCSDRYNPGHLLPHKWENC 
MTIDK.LSWGYRREAGISDYLTI 
EEL VQPLVETVFSAGNPLM D\IG 
PHLDGTIXSVVFEERLRQMGSW 
L K VNGE A I YETYT\WRSQ\NDT 
VTPD VWYTS KPKEKL V Y A IFLK 
WPTSGQLFLGHP\KAILGAT\EV 
K\LLGHGQPLNWIFFGDKMGIM 
\VELP\QLT\IHQMPCKWG\WAL 
A\LTNVI 


9487 


39855 


B 


9547 


1 


627 




9488 


39856 


B 


9548 


47 


504 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9489 


39857 


A 


9549 


2 


379 


VDLVREFIERQ/HAKNRYYYYH 
RQYRRVPDITECKEED1MCMYE 
AEMQWKRDYKVDQEI1NIMQD 

Rl kT A FOOO^ VR A TCidn UVCi A A 
rvLrvj^vrv^/yv^/o 1 1\/\ t ^yunr^AA 

SGGGSWRPLLQIFSLAASSASV 
RPGTSWQNCRPPGPDLGKQ 


9490 


39858 


B 


9550 


49 


707 




9491 


39859 


A 


9551 


3 


1162 




9492 


39860 


C 


9552 


342 


581 




9493 


39861 


A 


9553 


3 


513 


LLPHKPLAGFFKAYLPSEPPRV 

YVSSFWPQ/EYKPDTHQELFLQ 

EE1 S/L L EDLNQ VIEN RLENKI/A 

FIRQHAIRVRIHALLLARGLDPF 

1GPRRDWLVYPAVTGAVAFGF 

VEGLDPSQEHPRFQGTQDNVSK 

DESTRKEQSVRLVGCGADDRK 

PRDLQ1LDRDRKGPELVQ 


9494 


39862 


A 


9554 


1 


1365 




9495 


39863 


A 


9555 


771 


1536 


PRPLSLWSREAGKGVQDCYIDN 
SQLCRKCDLCPTGSPQSLPPYAS 
IPPTPSPTIK/DPPSTQMV/QKET 
DKGVNN EPKSGNIPQLCRLQAV 
GGGEFGPARVRVPFSLSDLKQI 
KIDLGKFSDNPDGYIDVLQGLG 
QC FDLTWRDIMLLLNQTLTPNE 

WPVTLQPSAVPTPDSGTYDTKE 
CKIVQSVEMSMEVMIAVMSVQ 
RQQGKQTQQQPLLVVVRSAEP 
AEESVPHKSSTRGAS 


9496 


^"9864 


- — 


955(3 


— 


249 


p*N**PSTLTTGTGSTTT *QIRM 
KVN*MGN/DSPQGKNTPKMYS 
GEFSPVRVHVPFSLSDLKQIKID 
LG KFSDDPDG YIDVLQ 


9497 


39865 


A 


9557 


2 


385 




9498 


39866 


A 


9558 


84 


849 


PRPLSLWSREAGKGVQDCY1DN 
SQLCRKCDLCPTGSPQSLPPYAS 
IPPTPSPTIK/DPPSTQMV/QKET 
DKGVNN EPKSGNIPQLCRLQAV 
GGGEFGPARVRVPFSLSDLKQI 
KIDLGKFSDNPDGYIDVLQGLG 
QCFDLTWRDIMLLLNQTLTPNE 
KSAVITAAREFGNLLYLSQLRH 
WPVTLQPSAVPTPDSGTYDTKE 
CKIVQSVEMSM EVMIA VMSVQ 

Kyyurvt^ 1 yyyrLLV V VKbAbr 

AEESVPHKSSTRGAS 


9499 


39867 


A 


9559 


66 


197 


RQWKG*KFVFQKM*DLGKYLQ 
RQLFCLSSLVQPPWPVPTEIYP 


9500 


39868 


A 


9560 




2340 




9501 


39869 


B 


9561 


1 


1776 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9502 


39870 


A 


9562 


1 


1349 




9503 


39871 


B 


9563 


107 


769 




9504 


39872 


A 


9564 


329 


2042 




9505 


39873 


A 


9565 


511 


1631 


HFGNHERTSKVMGNVPRKTKT 

PLRRILENWEQFDPQTLRKKRLI 

FFCSAAW\PPEGS1NYNTILQLD 

LFCRKGKWSEVP*VQTFFSLRD 

NSQLCKKCDLCPTGSLQSLPPY 

PSIPXTPSPLNKDPPSTQMVQKEI 

DKRVNSEPKSAN1PQL*PLQAV 

GGREFGPARVHVPFSLPDLKQI 

KTDLGKFSDNPDGYIGVLQGLG 

QFFDLTWRDI\MSLLNQTLTPNE 

RSAT1TAARELGDLWYLSQVN 

DRMTTEERERFPTGQQAVPSAD 

PH*DTESEHGDWCCRHLLTCVL 

EGLRKTRKKAVNFSVMSTVTQ 

GKEENPTAFLERLREALRKHTS 

LSPDS1EGQLILKIKFITRSAADI 

RKQTSKVHLRPGAKLKTPY 


9506 


39874 


A 


9566 


15 


178 




9507 


39875 


A 


9567 


3 


826 


RQLGTRNFLNGTKAKAFELSYL 
EKVPEGKDTVHKQSLLHHVGT 
MGGENFPDSSDLYSEIGAITRSA 
KDDFDQLQDNLCQMERRCIAS 
WDHLKAIAKHEMKPLLKQRMS 
ELLK.DCAERIIILK.IVHTRIINRF 
HSFLLFMGHPPYA1REVNINKFC 
RIISEFALEYRTTRERVLQQKQK 
RANHRERNK.TRGKMITDSGKF 
SGSSPAPPSQPQGLSYAEDAAE 
HGEHEGCA EN LVPLQESPAHTF 
SIVSAVFLLIP*HPVY*FKSVTPF 
LGKEQPL 


9508 


39876 


A 


9568 


1 


670 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9509 


39877 


A 


9569 


1 


2426 


MPKPSLEAGSCPRLEFPVEDAQ 

PVIKGEEFTPPPPNSYLALGDIST 

EEWDLEVAQEYQERMPPQRAA 

LICVFSWNLGRSLPAPAMRRPC 

QNFCVALSTFAGDPEPESEAEP 

EAEAGAGQVADEAGQDIASAH 

EGAETEVEQALEQEPEERASLS 

EKERQNEGVNERDNCSASSVSS 

SSSTLEREEKEDKLSRDRTTGL 

WPAGVQDAGVNGQCGD1LTNK 

RFMLDMLYAHNRKSPDDEEKG 

DGEAGRTQQEAEAVASLATRIS 

TLQANSQTQDESVRRVDVGCL 

DNRGSVKAFAEKFNSGDLGRV 

FNAPQGLGWSQVPRGQPTFTK 

KKKTIRLFWNRN/VGLLTGH/G 

KNNRRCREFLWSKLEP1KVDTS 

RLEHLFESKSKELSVSKASKLV 

RPLFILTSACPFLSFPWKAPLHS 

STRQLHRGLSAQERWRCSGIRG 

MECLNGKGPLESRNPAYRKSE 

GTRQTGAGDMK.DGVWQGVPA 

TPDTPQGMCTVCTVSFA1MDGL 

NVNSVGPLPFHEVAEPLLDLK.E 

G1DQLDYTLGFFFLVSMLSGGG 

LLGGSASAKAFELSYLEKVPEV 

KDTVHKQSLLHHVCTMVVENF 

PDSSDLYSE1GAITRFHSFLLFM 

GHPPYA1REVNINKFCRI1SEFAL 

EYRTTRERVLQQKQKRANHRE 

RNKTRGKM1TNCVRHCVRMFS 

GSSPAPPSQPQGLSYAEDAAEH 




39878 


B 


9570 


164 


346 




9511 


39879 


c 


9571 


160 


339 




9512 


39880 


A 


9572 


54 


212 


SFPSVVLWKDLQNLKIQVPGLI 
LLGVGLISVPGGRPLLRTGSRK 
PISQVCP 


9513 


39881 


C 


9573 


48 


185 




9514 


39882 


A 


9574 


2 


551 


ADRRGAVYPRSRDGGGVRGPC 

AMATSVLCCLRSCKDRGTGHIP 

LKDMLSVHMDTQHMGTDVVI 

VK.NGRKIFGTGGCLASAPLHQN 

KS YFEFKIQSTG I WG IG VATQK 

VNLNQIPLGRDMHSLVMKNDG 

ALYHNNEEKNRLPANSLPQEG 

D/VVDDSAILDCQFSEFYHTPPP 

GFEKILFEQQIF 


9515 


39883 


A 


9575 


3 


655 





1247 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


9516 


39884 


A 


9576 


131 


1066 


SHSSSAAAHPLGLLP1AAQSLA 

VFIEPWSQASSRGQLQ/VSAPGI 

WGIGVATQKVNLNQ1PLGRDM 

HSLVMRNDGALYHKNEEKNRL 

PANSLPQEGDVVLCWSNNGHS 

LCKEESLSP1LPTSDGEERRRKR 

KKRKRKKRKQKQQQQQEAAA 

P AE A D AE ATA AE AA VEE AA AR 

KEEEEEGEEGEGNGEEEEEKAA 

AAARGDWSQQEKACKSSLQA1 

LFGHAKLEPGRLPRPTQCRVEA 

TVLVGTNSPLDNPLWSISWSLW 

QKPVGTSQQQPLGLWTREFPLE 

GHLLTRNETFTEATPLIPEIGML 

SQMMSEEH1 


9517 


39885 


A 


9577 


1 


2363 


ELQRDIEKHSTGVASVLNLCEV 

LLHDCDACATDAECDSIQQATR 

NLDRRWRNICAMSMERRLKIE 

ETWRLWQKFLDDYSRFEDWLK 

SSERTAAFPSSSGVIYTVAKEEL 

KKFEAFQRQVH ECLTQLELIN K 

QYRR LA REN RTDS ACSLKQM V 

HEGNQRWDNLQKRVTSILRRL 

KHFIGQREEFETARDS1LVWLTE 

MDLQLTNIEHFSECDVQAKIKQ 

LKAFQQEISLNHNK1 EQIIAQGE 

QLIEKSEPLDA AI IEEELDELRR 

YCQEVFGRVERYHKKL1RLPLP 

DDEHDLSDRELELEDSAALSDL 

H WH DRSADSLLSPQPSSN LSLF 

ASLQPLRSER\SGRDTPG\SVDSI 

PLVEWDHDYDLSRDLESAMSRA 

LPSEDEEGQDDKDFYLRGAVG 

LSDVMIPESPEAYVKLTENAIK 

NTSGDHSALESQIRQLGKALDD 

SRFQIQQTENIIRSKTPTGPELDT 

SYKGYMKLLGECSSSIDSVKRL 

EHKLKEEEESLPGFVNLHSTET 

QTAGVIDRWELLQAQALSKEL 

RMKQNLQKWQQFNSDLNSIW 

A WLGDTEEELEQLQRLELSTDI 

QTIELQIKKLKELPESCWDHR\K 

AIILSINLCSPEFTQADSKESRDL 

QDRLSQMNGRWDRVCSLLEE 

WRG LLQDA LMQCQGFHEMSH 

GLLLMLENIDRRKNE1VPIDSNL 

DAEILQDHHKQLMQIKHELLES 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


9518 


39886 


A 


9578 


2 


3248 


ENAVGSWTDDLTQLSLLKDTL 
SAYISADDISILNERVELLQRQW 
EELCHQLSLRRQQ1GERLNEWA 
VFSEKNK.ELCEWLTQMESKVS 
QNGDIL1EEMIEKLKKDYQEEIA 
IAQENKIQLQQMGERLAKASHE 
SKASE1 EYKLGKVNDRWQHLL 
DLIAARVKKLKETLVAVQQLD 
KNMSSLRTWLAH1ESELAKP1V 
YDSCNSEEIQRKLNEQQELQRD 
1 EKH STG V ASVLNLCE VLLHDC 
DACATDAECDSIQQA 


9519 


39887 


A 


9579 


2 


194 


CSTSLMIREMQIKTTVRYHLTS 
ARMAIIK.KSK\NSRCWHGCGEH 
GTLLHCCNLWKERNVSYVSA 








^sTF 


105 


215 




9lfl 











210 


MNSHFLKED1QMANKHMEKCS 
VTLLMIREMQIKPTVRYHLTSAR 
MPIIK.KSKYNSRCWHGCGEHGT 
LLHC 


9522 


39890 


C 


9582 


48 


182 




9523 


39891 


A 


9583 




225 




9524 


39892 


A 


9584 


1 


549 




9525 


39893 


A 


9585 


367 


971 


GVCLLGAPAGRRGSLLSLGSLR 

GQGSYLSKNVAVPSEATTVREL 

HP**TSLQRPPSDPGGWVVLGF 

P\CNQFGHQENRQ\NE\EILNSLK 

VRSGPGGGFEAQLHGSSRK.CEV 

YNG\SGAHPLFAFLR\EALP\VPS 

DDGPRAL*PTPKLI\TWFSGVFA 

Tl V A WN FFEKF L\ V GPDGVPLR 

RYSR\AFQT1DIEPD1EALLSQGP 


9526 


39894 


A 


9586 


1 


129 




9527 


39895 


A 


9587 


1 


406 


PTVCERELCVFAFQTLGVMNE 

AADEIATGAQVVDLLVSMCRS 

ALESPRKVVIFEPYPSVVDPNDP 

QMLAFNPRQLKFMHTPHQFLL 

LSSPPAKESNFRAAKKLFGSTF 

AF/HLHGAMYGSGIYLSPMSSIS 

FGYSA 


9528 


39896 


A 


9588 


2 


634 


SSNRSHIVKLPVNRRLKFMHTP 

HQFLLLSSPPAKESNFRAAKKL 

FGSTFAFHGSHIENWHSILRNGL 

VVASNTRLQLHGAMYGSGIYL 

SPMSS1SFGYSGMNKKQKVSAK 

DEPASSSKSSNTSQSQKKGQQS 

QFLQS RN LKC\I ALCE V ITSSDL 

H K\HG E I WGCPPI/SDH VCTRFFF 

VYEDGQVGDAN1NTQEGGIHK 

EILRV1GNQTATG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


9529 


39897 


A 


9589 


3 


3623 


FGVCARGCLDSAGPWTMSRAL 

RPPLPPLCFFLLLLAAAGARAG 

GYETCPTVQPNMLNVHLLPHT 

HDDVGWLKTVDQYFYGIKNDI 

QHAGVQYILDSVISALLEDPTR 

RFIYVEIAFFSRWWHQQTNATQ 

EVVRDLVRQGRLEFANGGWV 

MNDEAATHYGAIVDQMTLGLR 

FL EDTFGN DG RPR V A WH1 DPFG 

HSREQASLFAQMGFDGFFFGRL 

DYQDK.WVRMQK.LEMEQVWR 

ASTSLKPPTADLFTGVLPNGYN 


9530 


39898 


B 


9590 


1 


3839 










9591 




513 




9532 


39900 


A 


9592 


1 


233 


KQELNEPPKQSTSFLVLQEILES 
ENKG DPNKPSGF RSWKA P VTK. 
VAASIGNAQKLPMCDKCGTVL 
QQASAAAFSLSV 


9533 


39901 


A 


9593 


3 


469 


LTVARSEHKVWSPLVTGEGKR 
HPYKMNLASEPQEVLHIGSAHN 
RSAMPFNASPASSTTARV1TNQ 
YNNPAGLYSSENISNFNNVASSL 
VIDKESEVYKMLQEKQELNEHP 
KQSTSFWVLQE1LESEEKGDPN 
KPSGFRSVKAPVTKVAASIGNA 


9534 


39902 


A 


9594 


1 


1146 


MTTQQ1DLQGPGPWGFRLVGR 
KDFEQPLAISRVTPGSKAALAN 
LCIGDVITAIDGENTSNMTHLE 
AQNR1KGCTDNLTLTVARSEH/ 
KKVWSPLVTEEG KRHPYKMNL 
ASE\PQEVLH1GSAHNRSAMPFT 
ASPASSTTARVITNQYNNPAGL 
YSSEN1 SN FNNC/ALESKD WLPA 
GVEANSRPLDHA\QPP\SSLVID 
KR]LKVYKMLQEKQE\LNE\PPK 
QSTSFLG FCQEIL\ES\EEKGDPN 
KP\SGFRSV\KAPVT\KVA\ASIG 
KCSRKFAFCVDKCWHLGFLGV 
F\LKLR\DRH RHP* VFMCCTADC 
GHQT*KQKGPFLLWMDQ\IYCE 
ESMAPGSEVNTHPEG\YESGST 
VFPPSGAQQDLDPLFLPAGLLL 
KLFLLKCSGPLSLS 


9535 


39903 


A 


9595 


65 


353 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9536 


39904 


A 


9596 




1974 


MNGVPVGAQKRVDKEEVKNG 

AIAELFSEDWSDCAYKANEVSR 

IRPLEESELLYPILGQSKLFVLSG 

EWSQSSEEASEEVAVTLIYQLA 

ESPTVICAQIWQGCAKQALEKL 

EEKRTSQGDPKESPTMLPTFLL 

MNLLSLAGDV A LQQL VHLEQA 

VSGELCQRRVLREEQEHKTKDP 

KEKNTSFETTMEEELGLVGAA 

DDTEAELIRGFCKMELLDGKQT 

L A AF VPLLLK V YNN SGLY SNPD 

LS A A ASPTLGKFCM I STTFCN SQ 

PHLLFTMLEKSPLPIVRSNLIVA 

TGDLAIHFPNLVDPWTPHLYAH 

LQDPAQPVWKTVGLVMT\HLIL 

KDMVKVKGQSKAL/RKMLGNF 

DCFGDKLSDESIFSSFLSVMGKL 

QHGAKPEGKA11DEFEQKLQAC 

HARGLDGIEELEINQAGSQRAP 

TAKKPSTVCRHQPLASAASDN 

DFVTPEPRRTTHRHPNTQQRAS 

EKKPKVVFSSDESSIKTEVEGLG 

YN1KLRVATQRLSFVWVMN1A 

EGESAVLVTVAWPECEVAVMG 

SLGSAARGTGKRLQGEGNLQL 

NFVTIATKLEVSWTELGGGCVS 

ALFASVGTKREKAGFYQGCSF 

ASNIMKRGRVKEVEDVQKRLI 

KMTVEFNLAWSSLPPHMAMN 

GDQGGDRVTHESFLRCMTLMR 


9537 


39905 


A 


9597 


785 


5049 


ACRSRMA PQM YEFHLPLSPEEL 
LKSGGVNQYVVQEVLSIKHLPP 
QLRAFQAAFRAQGPLAMLQHF 
DTIYSILHHFRS1DPGLKEDTLEF 
LIKGVYGSGVVSRHSQELPAIL 
DDTTLSGSDRNAHLNALKMNC 
YALIRLLESFETMASQTNLVDL 
pvi c ' r • \/ c- \z v a d vv a a 1 1 ^ r p\ \ \ ■ r: 

NHSIIEEEFVSLVTGCCYRLLEN 
PTINHQKNRPTREAITHLLGVA 
LTRYNHMLSATVK1 













HI 




9l3l — 




j— 


9l9l 


7T7 




KIAAPQLHVFLPFLFFCMRPFAF 
WQPLPEPLELRP\RLSD 


9540 


39908 


B 


9600 


1 


732 




9541 


39909 


C 


9601 


1 


420 




9542 


39910 


B 


9602 


110 


928 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkm»vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9543 


39911 


A 


9603 


1 


868 


MKLMETLNQCINAGHEMTKAI 
AIAQFNDDSPEARKITRRWRIG 
EAADLVGVSLRLSEMPRKQGD 
YRTRIWKFEDGLSNVLVIQLNK. 
LIICVMCLDLALKGLRVLLVEG 
NDPQGTASMYHGWVPDLHIHA 
EDTLLPFYLGEKDDVTYAIYFT 
CWPGLDIIPSCLALHRIETELMG 
KFDEG KLPTDPHLMLRL A I ET V 
AHDYDV1VIDSAPNLGIGTINVV 
CAADVLIVPTPAELFDYTSALQ 
FFDMLRDLLKNVDLKGFEPDD 
PTGNRTVQLTWQPLPEPLELAC* 


9544 


39912 


A 


9604 


1036 


1119 




9545 


39913 


C 


9605 




513 




9546 


39914 


A 


9606 


1 


890 


MSKSESPK.EPEQLRKLFIGGLSF 
ETTDESLRSHFEQWGTLTDCVV 
MRDPNTKRSRGFGFVTYATVE 
EVDAAMNARPHKVDGRVVEP 
KRAVSREDSQRPDYFEQYGKIE 
VI EI MTDRGSG KKRGFAF VTFD 
DHDSVDKTVIQKYHTVNGHNC 
EVRKALSKQEMASASSSQRGRS 
GSGNFGGGRGGGFGGNDNFGR 
GGNFSGRGGFGGSHGGGGYGG 
SGDGYNGFGNDGSNFGGGGSY 
NDFGNYNNQSSNFGPMKGGNF 
GGRSSGPYGGGGQYFAK.PRNQ/ 
GGYGGSSSSSSYGSGRRF 


9547 


39915 


A 


9607 




286 




9548 


39916 


A 


9608 


1 


1674 




9549 


39917 


B 


9609 


531 


744 




9550 


39918 


A 


9610 


1 


818 


YNRAMFHPHAVNKIALSLNNK 
NP\RSKVLFLELLAAVCLVRGG 
HKLFYLAFDNFKEVCGEKQRFE 
KLMEHFRNEDNMDFMVASMQ 
FINIVVHSVEDMNFRVHLQYEF 
TKLGLDEYLDKLFCHTESDKLS\ 
VQIQAYLDNVFDVGALLEDAE 
TKNAALERVEELEENISHLSEK 
LQDTENEAMSKIVELEKQLMQ 
RNKELDVVREIYK.DANTQVHT 
LRKMVKEKEEAIQRQSTLEKKI 
HELEKQGT1KIHKKGDGDIAILP 
VVASAHCPWGQKW 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9551 


39919 


A 


9611 


1 


937 


MALLTLKQQQNEDLQDISHFTT 

TRTPRQGTPVQKEKSEETRLEW 

ARRMLRRDQHSTKG KVVKRM 

RGFLVGLVYCDKQSGALESLLC 

LWNVSGNTTLSSLVEIGSKAAL 

GLVCGEKQRFEKLMEHFRNED 

NN1DFMVASMQF1NIVVHSVED 

MNFRVHLQYEFTKLGLDEYLD 

LLDTKSTDRKQTLLH Y I SN V VK 

EQYHQVSLFYNELHYVEKAAA 

VSLENVLLDVKELQRGMDFTK 

REYTMHDHNTLLKEFILNNEGK 

LKKLQDDAKIAQDAFDDVVKY 

FGENPKTTPPSVFFPVFVRFVKA 

YKQAEEE/NMELRKrCQEQALM 

EKLLEQEALMEQQDPKSPSHKS 

KRQQQEL 1 AELRK\RQ VK\DNR 

HVYEGKDGAIED1ITVSLENVLL 

DVKELQRGMDFTKREYTMHD 

rfNTLLKEFILNNEGKLKKLQDD 

AK1AQDAFDDVVKYFGENPKT 

TPPSVFFPVFVRFVKAYKQAEE 


9552 


39920 


C 


9612 


47 


286 




9553 


39921 


A 


9613 


1 


423 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9554 


39922 


A 


9614 


1 


2015 


MPSVSKAAAAALSGSPPQTEKP 
THYRYLKEFRTEQCPLFSQH KC 
AQHRPFTCFHWH/FPQTRRRRR\ 
PLGRRDGTFNYSPDVYCSKYNE 
ATGVCPDGDECPYLHRTTGDT 
ERKYHV\RYYKTGTC[HETDAR 
GHCVKNRLHCAFAHGPLDLRP 
PVCDVRELQAQEALQNGQLGG 
GEGVPDLQPGVLASQAMIEKIL 
SEDPRWQALLPVALLRHRVAH 
FSDANFVLGSYK.TEQCPKPPRL 
CRQG Y ACPI I YHN S RDRRRNPR 
RFQYRSTPCPSVKHGDEWGEPS 
RCDGGDGCQYCHSRTEQQFHP 
EGPVRESGVRGVFCVQSRRPW 
LQTPVSGTQLKWSWHHVGHSR 
T1NPEGDKPSRLGPAPENIKRGN 
DFACDGRADAAGMAPHVCVFP 
IYKSTKCNDMRQTGYCPRGPFC 
AFAHVEKSLGMVNEWGCHDL 
HLTSPSSTGSGQPGNAKRRDSP 
AEGGPRGSEQDSKQGVRAHGV 
YVFEQNHLAVFAAVHPPAPSVS 
SSVASSLASSAGSGSSSPTALPA 
PPARALPLGPASSTVEAVLALE 
PTPSSPTSSAVQGVAGELGMGS 
GGQGCWSHVVGALAAVPAWT 
HSGDLEWDPSTIRTRVNVGGGP 
A A RPAMTLAR EPQLLVVGGCP 
TRNCSGPAASPQQLLDDAGQG 
GRGERDSSQRPLRPQTTHRQDT 


9555 


39923 


A 


9615 


2 


609 


IHSLCVSPCLSPCHCLSLSPASLL 

VSFFCCLFLMTLFPSLCVCGSLP 

VHLLPSL/HFLSQVLNEYFHNV 

CELDLVFNFYKVECFPLKSPVV 

PESKEIGSQVDGQSRMEQRSPA 

HTNRENDIAREGGSEETHSKPG 

KGNLEFRFRCSHLQLGECP1PP 

WQKERTIAQGPEPEARAAVPA 

GRHDTRHAVNAGCALIGSLRRP 

WGGA 


9556 


39924 


A 


9616 


60 


277 




9557 


39925 


B 


9617 


43 


354 






39926 




9618 


3 


309 


GGGQGRPGAGGQGRSDGGGQ 
GSPGGGSQGSPGGSGGVGQGS 
RGGQGK.PGGGGGQGSPDGGGR 
PLAGGASGRRGSRGQAQ/CPISV 
SATHLAF 


9559 


39927 


A 


9619 


36 


363 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9560 


39928 


A 


9620 


1 


512 


MLMPGLSACVRDCVAFLQAVV 
LGDPSPAAQCQDTWTLAASAD 
GTCKAVGTEDGSVYFISVYDK.E 
SPQVVHKAFLSESSVQHVVYD 
QQGIFLLVGTAEGKVFIINANSS 
SSFQ1 IGFT/DGGQRH FTD1HSVS 
FRNRHSGSDGAFLASRSREKQV 
GDVHTAYITATSFHNLC 


9561 


39929 


A 


9621 


1 


822 


MKLGV/QVVITDHEKLDQIRQR 

ESDMTKERIQKl L ATG AN VI LTT 

GGIDDMCLKYFVEAGAMAVRR 

VLK/R1AKASGAT1LSTLANS\KA 

HTSASIILRGANDIMCGEMERSL 

HDALCVVKRVLESKSMVPGGG 

AVEAALSIYLENYATSMGSQKE 

LA1AEFARSLLV1PNTLAVNAA 

QDSTDLVTKFRAFHNEAQVNP 

EHICNLKWIGLDLSNGERGDNK 

QAGMFEPTIVKVKSLKFATEAA 

ITILRIDDLTKLHPESKDDKHGG 

YEDAVHSGALND 


9562 


39930 


B 


9622 


625 


1162 




9563 


39931 


A 


9623 


202 


402 




9564 


39932 


A 


9624 


350 


652 


SAGGYPDGQGVHPGPPELFAAL 

GRLGHTLREHGHHLLRYHRPG 

HMGRRPLPCRMGHREPGSLH* 

QDCPRAWQWCWPHRPGHLQD 

VPPPG1HLQRLSQPGP 


9565 


39933 


A 


9625 


83 


1503 


SWNTPYNHWATKQ/LSSHYSR 
GGAKYEGEAVKQSLVESYTHP 
NSNETERSANIDTVMNWFTKE 
DFDFVTLCYREPDNVGHRFRPE 
AENRKLMIQQIDRTIRPWDDHR 
EEETQCQQDPLSNYIKFMDLVK 
FDIVGYGGFGMPLP1CLGQEEAL 
YQALKNAYPHLHIYKKEGFPEH 
FHLAKHDRVLP1VMYANFGYSI 
NGISLLYFYTHLCDKYFNVHFF 
HEPLSLWRAQTTPSLSHRYISLV 
RHMDATNLDASEAQLPGSPYP 
DSAPGPANLDSTQDLPQRRLSW 
PYPRPRPPNAHPGPALQPAPRTL 
LLTLPPGPAPSLPPRTALGPPPL 
QSRPGFRPVSRQRCGPAHFMAP 
EENAGTELLLQSFERRFLAART 
LRSFPWQGGGGRAERPAGLAG 
VQGQTGWVSVLKPPALLPREFL 
GSPRSGPRDPVPVPGAWPKSLA 
PLLPRELAAEDEGVSTALGGQT 
RARCGVQFTIIFTTF 


9566 


39934 


B 


9626 


1 


1177 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9567 


39935 


A 


9627 




283 




9568 


39936 


A 


9628 


1 


708 


MPKGKEAKGKKLALAPAFVKK 

QEAKKVVNPLFEKRPKNFGIGQ 

DIQPKRDLTCFVKWPRY1RLQW 

QRSILYKQLK\PETKQEKKWRL 

LAQAE/SVGKGDLPMKRLPVFR 

AGVNTVTTFVDNKKAPLVVTT 

HDMDPIELTVFLPVLCHKMGA 

TCCIIKGKARJLGCL VH R KT YTT 

VDFTQVNSEDKGALAKLVEAI 

GTNYNARYDETHCHWDGNVL 

GPKSVAH1AKLEKAKAKELAT 


9569 


39937 


A 


9629 


1 


836 


GTRPKMPKGKKAKGKKVAPAP 
AVVKKQEAKKVVNPLFEKR\PK 
NFGIGQD1QPKRDLTRFVKWPR 
YIRL\QRQRAILYKRLKEPPAIN\ 
QFTQAL\DRQTATQLLKLAHK\ 
YRP\ETKQEKAKQRL\LARAEKK 
AA\GKGDVPTKRPPV/LFRAGV 
KQPSPPLVE\NKESFSLVVISH\D 
VDPIELVVFLP\ALCRKMGVPY 
CIIKGKARLGRLS\HKKTCTTVA 
FTQVMSEDKGALAKLVEAIRTN 
YNDRYDEIRR H WGGNVLGPKS 
VARIAKLEKAKAKELA I'KLG 


9570 


39938 


A 


9630 


3 


119 




9571 


39939 


B 


9631 


1 


71 1 




9572 


39940 


B 


9632 


97 


942 




9573 


39941 


A 


9633 




588 




9574 


39942 


A 


9634 


1 


1029 




9575 


39943 


A 


9635 


1 


1031 


MADQKEARHSASQWKCFVGFL 
SFRGHMQVAWEADRCKGPGRP 
LLAEALQDLWPSPRRSQRDPVP 
ERPCRRPQQSPLPRFGSLSAPLH 
RENNF1 K.DFPQL ADG L L VI PLP V 
EEQCRGVLSEPLPDLQLLTGDIR 
YDEAMGYPMVQQWRVRSNLY 
RVKLST1TLAAGFTNVLKILTKE 
SSREELLSFIQHYGSHYIAEALY 
G SELTCI I HFPSKK VQQQL WLQ 
YQKGFLG EPKKILG SSLPRRTQF 

LRKGQQ1SFSSDSQLLSELEFLR 
PGAGDQSLPTHLVKVIPFPPQFS 
L/LCEMGTFILFCNINCAWGRG 
RGERYSQSC 
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SEQ ID 

NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9576 


39944 


A 


9636 




4091 


FASASAVSAAASSSSFATAATA 
AAARSTAAPPAMAAAGARLSP 
GPGSGLRGRPRLCFHPGPPPLLP 
LLLLFLLLLPPPPLLAGATAAAS 
REPDSPCRLKTVTVSTLPALRES 
DIGWSGARAGAGAGTGAGAA 
AAAASPGSPGSAGTAAESRLLL 
FVRNELPGRJAVQDDLDNTELP 
FFTLEMSGTAADISLVHWRQQ 
WLENGTLYFHVSMSSSGQLAQ 
ATAPTLQEPSEIVEEQMHILHIS 
VMGGLIALLLLLLV 


9577 


39945 


A 


9637 


2 


398 


SDARVDALNKIKIWERIKKHLE 
GHSTNLSLD1AKLKEQIFEASQA 
HLTLMPGTGVLEGAADRLSAS 
NPLKWIKTLGSSVISMM1VLLIC 
VVCLCVVCRCRS*LLREVAHRD 
KAAFAF1ALQIKEGEHVGNST 


9578 


39946 


A 


9638 


201 


495 


WKKTLMPGTGVLEGAAN/GLA 
AINPLKWIKTLGDSVISMMIVLL 
IC/VCLC1VCRCRSRLLREVAHC 
DKATFAFIISEKMWYFGFCFCN 
NSLRVIASSCIH 


9579 


39947 


A 


9639 




409 


GIYILHQKKTWEKALLLAACAIV 
AIENPADVSV1SSRKTGQKATPL 
FAAVTGATLVAGCFTPRTFSNQ 
ISAAFREPQLLVVTDPRADHQP 
LTEASYINLPTIALC\TDSPLHYV 
GLAIQCNNKGAHSGGLTCNLS 


9580 


39948 


A 


9640 


3 


438 




9581 


39949 


A 


9641 


288 


489 


SFRPLSVLGDCVVRGPTKPSGK 
CSPASRSLFVRRHILLLHPQGLH 
NLDQNKATPPPQPL\GHQTCAC 
















9583 


39951 


A 


9643 




209 


SPSTTAVCCPPRPSIDFHSSGSSR 
VSAALLIQ/QRFPLPLWIGLKAR 
HCSCGLRQRQVSWQETEEDGK 
AG 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide iocation of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9584 


39952 


A 


9644 


28 


925 


PEAGTRSWREPDPEDLRRFLLS 
AACRSFPQWLPGGGGGQVSSC 
SDTDVPYLLLAVKSEPGRFAER 
QAVRETRRKPTS\G1RLLFLLGS 
P VG E AG PDLNSL V A WESRRYS 
DLLLWDFLDVPFNQTLKEP/VL 
WLPGWAGPCPTGSFVLRAQDD 
AFVHTPALLAHLRALPPASARS 
LYLGEVFTQAMPLRKPGGPFY 
VPESFFEGGYPAYASGGGYV1A 
GRLAPWLLRAAARVAPFPFED 
VYTGLC1RALGLVPQAHPGFLT 
AWPADRTADHCAFRNLLLVRP 
LGPQASIRLWKQLQDPRLQC 


9585 


39953 


A 


9645 


1 


1612 


M1FVVIILMVVLSPEGGSGLDSS 

PFLSEANAERIVQTLCTVRGAA 

LKPYPPTGPNFRYSHGVPPHLF 

AYFPPGSTVSQDNSF1SPQLQHI 

FERVRQSADFMPRWQMLRVLE 

EELGRDWQAKVASLEEVPFAA 

ASIGQVHQGLLRDGTEVAVKIQ 

YPGIAQSIQSDVQNLLAVLKMS 

AALPAGLFAEQSLQALQQELA 

WECDY RREAAC AQN FRQLLAN 

DPFFRVPAVVKELCTTRVLGME 

LAGGVPLDQCQGLSQDLRNQIC 

FQLLTLC LRELFEFRF M QTD PN 

WAN FLY DASSHQVTLLDFGAS 

REFGTEFTDHYIEVVKAAADGD 

RDCVLQKSRDLKFLTGFETKAF 

SDAHVEAVMILGEPFATQGPYD 

fgsgetarraqdlipvllrhrl 
vsp\pegdlwpwhrk:l\agafl 
acahlrdh1acrdhkpghlppl 

LGQSPARRSHCRQPPHQRGTPG 
W1PHDSLHGGFSPQSRPYPAVV 
PLIPSPSALGQRSPLGLPSLAWL 
SSLAQELRIPGAGELPTSCPRSC 


9586 


39954 


A 


9646 


930 


1123 


GVRRDGSSASVTVGQPCRDTSL 
AFETVAGPYLA*KT*TSGKPGS 
D*RASKVAGGVQNGTRTTAT 


9587 


39955 


A 


9647 


719 


1346 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9588 


39956 


A 


9648 


1 


823 


MKKVLIAALIAGFSLSATAAETI 
RFATEASYPPFESIDANNQIVGF 
DVDLAQALCKEIDATCTFSNQA 
FDSLIPSLK.FRRVEAVMAGMDI 
TPEREKQVLFTTPYYDNFALFV 
GQQGKYTSVDQLEGKKVGVQ 
NGPTHQKFIMDKHPEITYVSDE 
SYQN AK LADLQNGC A A RA A PG 
SRRYGGWTIQASTARPSDVLLT 
ADSVSFAVRSRGAAATAYHRC 
CLSGVMVNAATACEHSTASQG 
RA S RT V TD S A DPH PRS VRRRA S 
FRRSGRGFCGTVR 


9589 


39957 


A 


9649 


583 


730 




9590 


39958 


C 


9650 


333 


439 




9591 


39959 


A 


9651 


2 


171 




9592 


39960 


A 


9652 


1 


826 


MGGLFWRSALRGLRCGPRAPG 
PSLLVRHGSGTIMGVFVAVGTI 
PVPSRVPC1EADTLKPGGPSWT 
RERTLVAVKPDGVQRRLVGDV 
1QRFERRGFTLWGMKMLQAPE 
SVLAEHYQYDLRRKPFPPCPSSR 
YMSSGPVVAMVWEGYNVVRA 
SRAMIGHTDS\AEAAPG\TIKGV 

Ur b V rt 1 oKJN V In /\MJiV\EuA^K 

E1\QLWF\QSSELVSWA\D\GGQH 
SS1HPGLRLRAALTTPSPTQDPT 
YPPLARTPSPTSKPALSPNPLTS 
PVSPLAPPQAQREF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9593 


39961 


A 


9653 


144 


1650 


NCETTTKGSAILRNVDPSTLLPL 

RRAGSSPGLM\PVEEEME1DEEK 

QMKGFLDDSERMAFLVSLHLG 

AAERWFILQMEVGEPLSHENKS 

FLRRSQGIYDSLSEIDILSAVLC 

HPKQGQK.SVRQYATDFLLLAR 

HLSWSDAILRTRFLEGLSEAVT 

TKMGRIFLKVAGSLKELIDRSL 

YTECQLAEEKDSPGNSSQVLPT 

ACKRNNEEAMGNELSSQQQTE 

EHQHVSKRCYYLKEHGDPQEG 

LHDHLGQSTGHHQKAHTNNVA 

ATKKVVQQLQLEAGLNSVKVS 

QAATEPQTIISPPNALQEPSGIE 

WEQFPKAQIPSEPQENLCPFVST 

MNS1KGLHEDYQGNAGKVLST 

VPGRRYALQNLGTAIVQGEER 

KQSSLCPGEEGKRHELRSGSHS 

LVMKHAMVLFNVGFETKDQIH 

LPTRLGMAEVETLCIYAKQLPH 

KLIAKLRLLKGTRPLSLNNEH1L 

THPGLEGWLHTEFFRILSINNKY 

HLSAYLVQSIVLHVMGFHRKT 


9594 


39962 


A 


9654 


8 


440 


VFERSTPPTLETVRSKQEWETR 

LNGVRIMKKNVRDQFNSHIQL 

VRNGAK.LSSLPQ1PTPTLPPPPSE 

TSCFRCFNPVPLWLLGCPSPLG 

RQTGEDPGEAADPVPTVQ*GPD 

DQHSSADQDSTYHHGRPDHGG 

TYPVGCCTTGRT 


9595 


39963 


C 


9655 


89 


389 




9596 


39964 


A 


9656 


1 


184 




9597 


j9965 


B 


9657 


I ..... 


942 _ 




9598 


39966 










NDGPDWGGRRRETDVNRKRGF 
KISKTLYLYSDIYSCHVHFYYIG 
NVCIESLYSNVRK*NYVYY 


9599 


39967 


A 


9659 


1 


717 




9600 


39968 


A 


9660 


103 


374 




9601 


39969 


A 


9661 


1590 


2051 


SYPVSEERSQAEQPSSNPYSHFT 
STPIRDRLHASGVSTQSLSGSSD 

V FPNPEPCPFPAQPAFLTPS WLP 
WQK* P WLGFPCQPPRSTHAPCR 
LHPTSP\GLGGVKASAETPRPQP 
VD/ETGEDPGEAADPVPTVQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9602 


39970 


A 


9662 


] 


2912 


MAQALPWLLLWMGAGVLPAH 
GTQHGIRLPLRSGLGGAPLGLR 
LPRETDEEPEEPGRRGSFVEMV 
DNLRGKSGQGYYVEMTVGSPP 
QTLNILVDTGSSNFAVGAAPHP 
FLHRYYQRQLSSTYRDLRKGV 
YVPYTQGKWEGELGTDLVSIPH 
GPNVTYRAN1AAITESDKFFING 
SNWEG1LGLAYAEIARPDDSLE 
PFFDSLVKQTHVPNLFSLQLCG 
AGFPLNQSEVLASVGGSMIIGGI 
DHSLYTGSLWYYTPl 


9603 


39971 


A 


9663 


1 


902 


MSAKEKGKFENMAKADKVHY 

VREMKTYIPPK.QETKKKFKDPN 

APKRPPFS/SEYCPK1KG\EHPGQ 

STGDVAKKLGEMRTNSAADDK 

WPYEK KAAKLKEKY RKDTA V 

YRAKGKPDAAKKGDVICAEKS 

KKRKNEKDEEDEEEDEEEDEE 

DDDNEYADNECTGFSGFVYK.T 

FNSPVHNSLFLNVEIHALGFDEL 

LES1FCILLVVEVFSLQKGVAML 

EEVVVNGERSGRSLPWLPAAPS 

LPVPVPLGLRHPPSQSDNHSLQ 

LTFLTALRLLRPRLGAVLEETV 

EDGRTKTNLPDENSVPFSPET 


9604 


39972 


A 


9664 


146 


733 


LNMGKGDPKKPRGKMSSYAFF 
VQTCREEHKKKHPDASV1MFSEF 
SKKCSERWKTMSAKEK.GKFED 
M A KADKA RYEREM KTY I PPKG 
ED/TKKKFKDPN\APKRPPSAFF 
LF\CSEY/RAPK1KGEHPG\LSIG\ 
DVAEETGEEMW\NNTAADDKQ 
PYE KKA AKLKE K Y EKDI A A YR 
AKGKPDAAKKGVVKAEKRSTR 
PRIPDL 




39973 


— 


9665 


— 


— 




9606 


39974 


C 


9666 


418 


555 




9607 


39975 


B 


9667 


550 


1717 




9608 


39976 


B 


9668 


1 


1705 




9609 


39977 


B 


9669 


328 


484 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


9610 


39978 


A 


9670 


5 


1215 


1IVLPKMSMPVVSAQLTITSIPP 

WAVE/WGNVTLSVQGIPQNLIS 

YNWLRGATTNQVTR1LNFNFFS 

HGYTLGPAHTGRETGRADGSLI 

1IDVRASDNGIYTLHLISSGE\KV 

AIM LCYLSLL V APWHFHKTPR 

WRFPWGPRAASQRASCSQPQS 

WSSGCSK/VSQAALYIQK1PEQP 

QKNQDLLLSVQGVPDTFQDFN 

WYLGEETYGGTRLFTYIPGIQR 

PQRDGSAMGQRDIVGFPNGSM 

LLRRAQPTDSGTYQVA1TINSE 

WTMKAKTEVQVAEKNKELPST 

HLPTN AG IL A ATIIG SLA AG ALL 

ISCIAYLLVTRNWRGQSHRMAT 

TEKPELGPAHDAGDNNIYEVM 

PSPVLLVSPISDTRSINPARPLPT 

PPHLQAEPENHQYQQDLLNPDP 

APYCQLVPTS 


9611 


39979 


A 


9671 


1 


558 


EGGLRTPSNPYHVDISQTKPCH 
♦TNHCIQKEYSKNYGKYEEGNE 
MFFKEFNQYLTSALNITLESSIL 
LQIKH11RNCLLSVEPAISTKHLP 
\YQSFQLFGFDFMVDEELKVWL 
IEVNGAPACAQ*ACTSLCFYKW 
EVGSAVG1VCGYKCSHFDCCEG 
GCHSDRRPLGGLYLAGGFAESL 
PFLFPRV 


9612 


39980 


A 


9672 


1 


534 


MVGVDVTFKV1SREERQTQRL 

GSSSPKRCPLEQEFEHEYSSFFG 

RNCLLSVEPA 1STKHLPYQSFQL 

FGFDFMVDEELKVWL1EVNGA 

PACAQSPAKSL/CATSSSLFLSPP 

PWTCQQHSRQPTALAELLSCH 

GWTRGAGQACLWAFVLSVTC 

V WNPH H H YHH HHQ P Y RG WL L 

LYQNIL 


9613 


39981 


A 


9673 


624 


805 


SGGHPGHWLPPNPMASPGATT 
PVGEG/ELQYASLSFQMVKPWD 
SRGQEATDTECSEIKIHR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
deletion, \=possible nucleotide insertion) 


9614 


39982 


A 


9674 


1 


1005 


MENRRKVKGEWIAVPQPVKEL 
RGVLNAATTLSKTRE1LRGKCF 
QLTSPTGNEPSHLSWTPRKRSR 
DGHPGCPDPLAASGARPLRSSS 
AFAAAAADSGSTVQVWDK.GV 
LRVADVWSTIEPVTHVNLGWA 
AKVGPIISHGSAVISAFSKEGMF 
RIFSERKTLLA K.LRDFQNTQLR 
KLFSEMEKAAGRSQSGVSFGQ 
KGLGDRACEEMSENPQKGRKK 
PKAPQEVSFRENGNWKTPVSIFF 
SPKTPRKKKSFS\KEELMS\SD\L 
EETRWQAPS1PKRKKSTPKEET 
VNDPLE\AGHK\SGSKKKRKFS 
K\EEPV\SSGPEEAAGKSSSKKK 
KKFHKASQED 


9615 


39983 


A 


9675 


[ 


2742 




9616 


39984 


A 


9676 




405 


MADI PQEARQYRH K.QAYAYSI 
QGEGVEDDDERIVRFHTRWPL 
QNADG TVAEYNGYHVVFALA 
GSPKDADDTSIYMFYQKVGDN 
SIDSWKNAGR/VLKDSDKFDAN 
DPILKDQTQEWSGSATFTGSVF 
LAFGCYSK 


9617 


39985 


A 


9677 


3 


642 


GKGLFDDEDEESDLFMEAPQD 
RQAGASVKEESSSSKPGKKIPA 
GAVSVFLGDTDVFGAASVPSLK 
EPQK.PEQPTPRKSPYGPPPTGLF 
FFSAPHSKPSKTRKVQSTADIFG 
DEEG DLFKEKA V A SPE ATV SQT 
DENKA RAEKK VTLS Y S KNLKP 
SSETK\TQKGLFSDEEDSEDLFS 
SQSASNLKGASLLPGKLPTSVS 
WFDDEDEEDNLLGVQ 


9618 


39986 


B 


9678 


175 


1422 




9619 


39987 


A 


9679 


1 


3096 


MVTHQQPAARKPNMTSKKPKP 
MGPKAHGIFSGTRKNNLEIYMD 
QTRTGIAKTKLSKNNKSGGMT 
LPDFKLYYKAIVAKIACGGSMY 
NSDTDEDEETEPSSSGQQIIENSI 
TMNKMKLLKAKMKNMNLSKK 
H1TQVSDEEEDDDGCDLFADSE 
KEEKDIEDIEENTRPKRSRPTSF 
ADELAARIKGDAVGRVDEEPTT 
VSYEDDRRGKNQDAYTEGGLS 
TIKTVNCSSSL\PSGEAKLRKTL/ 
KEKKERRTPSDDE 


9620 


39988 


A 


9680 


1 


2925 




9621 


39989 


A 


9681 


2 


688 J 




9622 


39990 


A 


9682 


1 


1005 




9623 


39991 


B 


9683 


1 


588 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


9624 


39992 


A 


9684 


1 


2763 




9625 


39993 


A 


9685 


2 


1075 


NSDEELLFSHKLQKDNDPDVDL 

FAGTKKTKLLEPSVGSLFGDDE 

DDDLFSSAKSQPLVQEK.KRVV 

KKDHSVDSFKNQKHPES1QGSK 

EKGIWKPETPQ\AHQVSLHLKP 

NEPSTR1GKIQANLAINPAALLP 

T\AASQIS\EVKPVLP\ELAF\PSS 

EHRRSHGL\ESVPVLPGSGEAG 

VSFDLPAQ ADTLH SANKSRVK 

M RG KRRPQTRA ARRLAAQESS 

EAEDMSVPRGPIAQWADGAISP 

NGH\* PQLRA ASG EDSTEE ALA 

AAAAPWEGGPVPGVDTSPFAK 

SLGHSRGEADLYDSGDIFSRAP 

G SQ/S VERPN PRQRSRDLPPPG W 

KQRPRSGKQPRKRPSP*QPKHP 

LPKGRTSSPW 


9626 


39994 


A 


9686 




4086 


VTPRAAWLGLGFRGSAVLGLC 

WQPRSPPSRAAGMMNRTTPDQ 

ELVPASEPVWERPWSVEEIRRS 

SQSWSLAADAGLLQFLQEFSQQ 

T1SRTHEIKKQVDGLIRETKATD 

CRLFTNVFNDFLMLSNTQFIENR 

VYDEEVEEPVLKAEAEKTEQE 

KTREQKEVDL1PK.VQEAVNYG 

LQVLDSAFEQLD1KAGNSDSEE 

DDANGRVELILEPKDLYIDRPLP 

YLIGSKLFMEQEDVGLGELSSE 

EGSVGSDRGSIVDTE 


9627 


39995 


A 


9687 


1930 


5781 


RAKSPANUMTGS1MSH1TILTLN 
VNGLNSP1KRHRLASWIKSQDP 
SVCCIQETHLMCRDTHRLKIKG 
WRKIYQANGKQKKAGVA1LVS 
DKTDFKPTKIKRDKEGHYMMV 
KGSIQQEELTILNMYAPNTGAP 
RFIKQVLSDLQRDLDSHTLIMG 
DFNTPLSTLDRSTRQKVNKDTQ 
ELNSALHQADLIDIYRTLHPKST 
EYTFFSAPHHSYSKIDHILGSEA 
LLSKCKRTEIITNYLSDHSAIKL 
ELRJKNLTQSR 


9628 


39996 


A 


9688 


1 


3654 




9629 


39997 


A 


9689 


1 


5127 




9630 


39998 


A 


9690 


1 


3663 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ III NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 


9631 


39999 


A 


9691 


1 


3210 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHT1IM 

GDFHTPLSTLDRSTRQKVNKD1 

QELNSALHQEDLID1YRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSK.CKRTEIITNCLSDHSAIK 

LELR 1 K.NLTQN RSTTWK LNNLL 

LNDYWVHNEMKAEIK.MFFETN 

ENKDTTYQNLWDTFKAVCRGK 

F1ALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

AELKE1ETQ 


9632 


40000 


A 


9692 


1 


3489 


MGDFN TPLSTLDRS TRQK VNK 
DTQELNSALHQADLTDIYRTLH 
PKSTEYTFFSAPHHTYSK1DHIV 
GSKALLSKWKRTEIITNYLSDH 
SAIKLF.LRIKNPTQSRSTTWKLN 
NLLLNDYWVHNKMKAE1KMFF 
ETNENKDTTYQNLWDAFKAVC 
RGKF1PLNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKEIETQK.TLQKINESR 
SWPFER1NKTDRPLARLIKKKR 
EKNQIDTIKNDK 


9633 


40001 


A 


9693 


1 


3235 




9634 


40002 


B 


9694 


1 


3300 
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SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9635 


40003 


A 


9695 




2563 


MKA E1KMFF ETN EN K DTTNQN 

LWDAFKAEEVESLNRPITGAEI 

GAI1NSLPTKK.SPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEEI 

LPN SF YE A S 1 1 LI PKPG RDTTK K.E 

NFRPISLMNIDAK1LNK.1LANRI 

QQHIKKLIHHDQVGFFPGMQG 

WFNIRKSINVIQHINRAKDKNH 

MIISIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNILLEVLARAIRQEKEIK 

G I Q LG KEEV K.LS LF A DDMI V Y L 

ENPIVSAQNLLKLISNFSKVSGY 

KIN VQKSQAFL YTSN RQTESQI 

MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKE1KEDTNK 

WKNIPCSWVGRJNIVKMAILPK 

VIYRFNAIP1KJLPMTFFTELEKTT 

LKFIWNQKRAHITKSILSQKNK 

AGGJTLPDFK.LYYKATVTKTA 

WYCYQNRDIDQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAIWRKLKLD 

PFLTPYTKINSR W 1 KDLN VRPKT 

IKTLEENLG1TIQDIGMGKDFMS 

RTPKAMATKAKIDK.WDLIKLK 

or\s 1 AN.C. 1 J li\ V IN Kl^r i 1 Wc-ISJr 

All ooL/KOL/loixl I IN fcLKyl I PvK 

KTNNPIKKWEKDMNRHFSKED 
IYAAKKHMKKCSSSLAIREMQI 
KTTMRYHLTPVRMAIIKKSGNN 


9636 


40004 


B 


9696 


1 


3420 




9637 


40005 


A 


9697 


1 


3579 


MPGHNLKWKLNRGTVLIETGI 

QLSTSTILGSASEPPSAPIPKAQV 

SSTEKLRNCIDDLKPFPALASEL 

SRRAKALQIAGFPPMKVPRDTI 

SKVCLDKTVGKLCHSGEESRK 

CTLICNNKHYPIQDNLQGYKTQ 

NKFLNK.EILELSALRRNAERRE 

RDLMAKYSSLEAKLCQIESKYL 

ILLQEMKTPVCSEDQGPTREVI 

AQLLEDALQVESQEQPEQAFV 

KPHLVSEYDIYGFRTVPEDDEE 

EKLVAKVRALDLK 


9638 


40006 


A 


9698 


1 


4371 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9639 


40007 


A 


9699 




1825 


MVKGS1QQEELTILNTYAAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTD1YRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTE1ITNYLSDHSA1K 

LELW1KNLTQNHSTTWELNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTT YHNL WDTFKA VC RGK 

FIPLNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

AELKEIETQKTLQKINESRSWFF 

ERINKIDRLLARLIKKKREKNQI 

DAIKNDKGD1TTDPTE1QTTIRE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPITGAE 

IVAIINSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSIEKE 

GILPNSFYEASIILIPKPGRDTTK 

KENFRPI SLMN I DAKILNKKL A 

KRIQQHIKKLIHHDQVGFIPGM 

QGWFN 1 RKSIN V1QH INRAKDK 

NHM1ISIDAEKAFDK1QQPFMLK 

TLNKL\G1KYLGIHLTRDVKDLF 

KEN YKPLLKEI K EDRN K WKNIP 

CSWVGRINIVKMA1LPKNIL1TL 

QLLLVLPELSTLIPLWLPALAGQ 


9640 


40008 


A 


9700 


] 


4449 




9641 


40009 


A 


9701 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NS ALHQADL1 DI YRTLHPKSTE 

YT/FFSAPHHTYSK1DHIVGSKA 

LLSKCKRTE11TNYLSDHSAIKL 

ELRIKN FTQSRSTTWKLNNLLL 

NDYWVHNEMN AEI KM FFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITK1R 

AELKEIETQKTLQKINESRSWFF 

ERITKSDRPLARLIKKKREKNQI 

DTIKNDKGDIT 


9642 


40010 


B 


9702 




2858 




9643 


40011 


A 


9703 




3354 




9644 


40012 


B 


9704 


288 


3301 




9645 


40013 


A 


9705 




3457 




9646 


40014 


A 


9706 




4794 




9647 


40015 


B 


9707 




3384 




9648 


40016 


A 


9708 




3345 




9649 


40017 


A 


9709 




3780 




9650 


40018 


A 


9710 




3720 




9651 


40019 


A 


9711 




3894 
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SEQ II) 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9652 


40020 


A 


9712 


1 


3335 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTL1 

MG DFNTPLSTLDRSTRQK V T\l K 

DTQELNSALHQADL1DIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSK.CKRTEI1TNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAE1KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNVYKRKQERSK1DTL 

1 bt^LlVGLC-rvl^cl^ 1 riorvA^KKl^fc, 

ITK1RAELKEIETQ 


9653 


40021 


A 


9713 


1 


3780 




9654 


40022 


B 


9714 


1 


3855 




9655 


40023 


A 


9715 


1 


3345 




9656 


40024 


A 


9716 


965 


4362 


TWKGTTSTSRCK1MPKYRSTRQ 
KVNKDTQELNSALHQADL1DIY 
RTLHTKSTEYTFFSAPH HTYSKI 
DHIVGSKALLSKCERTEIITNYL 
SDHSAMKLELRIKNLTQNCSTT 
WKLNNLLLNDY WVHNEM KAE 
IKMFFETNENKDTTNQNLWDA 
FKAVCRGKFIALNAHKRKQERS 
KJDTLTSQLKELEKQEQTHSKA 
SRRQEITKIRAEEK EIETQKTLQ 
KINESRSWFFERJNK.1DRPLARL1 
KKKREKNQ1DT 


9657 


40025 


A 


9717 


1 


3921 




9658 


40026 


A 


9718 


1 


3988 


MTGSNSH1T1LTLN1NGLNSAIK 
RHRLASW1KSQDPSVCC1QETH 
LMCRDTHRLKIKGWRKIYQAN 
GKQKKAGVAILVSDKTDFKPT 
KIKRDKEGHYIMVKGSIQQEEL 
TILN1YAPNTGAPRFIKQVLSDL 
QRDLDSHTLIMGDFNTPLSILDR 
STRQKVN KDTQELNS A LHQ A D 
L1DIYRTLHPKSTEYTFFSAPHH 
TYSKIDHIVGSKALLSKCKRTEI 
ITNYLSDHSAIKLELRIKNLTQS 
RSTTWKLNNL 


9659 


40027 


A 


9719 


32 


583 


GPHGAFTHGRR7RFGRDPYEGP 
RRTGKRKQKS ARGC1 VDANLS 1 
LNL VIVKKGEKDI PGLTDTMVP 
CHLGPKRASRICKLFSLSEDDD 
VHQCVVRKALNKEGKKPRTKA 
PTTKYLVTPHVLQHEWWHIAL 
KKQRIKENKEVAAEYAKLLAK 
RMKEAKEKHQEQIAKRRRLSSL 
RASTSKSESSQK 


9660 


40028 


A 


9720 


318 


605 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9661 


40029 


A 


9721 


1 


649 


MGLKGQGVEGGLLRQSGSVSL 
QPLSREDLGRSQSESLGPEFQGL 
WEWLPVERVERENLSDYCVLG 
QRPMHLPNMNQLASLGKTNEQ 
SPHSQIHHSTPIRNQVPALQP1M 
SPGLLSPQLSPQLVRQQIAMAH 
L1NQQIA/S*PAPGSPASSSHQPA 
VPEPS/IPSPEQLSQSQPTLPWKS 
LQISTSKSEMS*RGPVCPKLSLQ 
EWHSTAHRNLKTWKK.D 


9662 


40030 


A 


9722 


15 


272 


KPQWPGIPSGPPPPGSCFKC*KS 
GHWAKECLQPRIPPKPCP1CAGP 
HWKSDCSTHLAATPRAPGTLA 
QGSLTDSFPDLLGLAAEG 


9663 


40031 


A 


9723 


96 


531 


VQPADLLRPLHTDTCMWCQRP 
GTEGLLRETGPLSS/PLTP/MRRS 
TYDLRSSDQPKEHLTDFKSGSC 
FKCRKSGHWTKECQQPRIPPKP 
CPICAGPHWKSDCPSCPAATPR 
APGTLAQDSLTDSFPTDPKGSL1 
DYFPDLLCLVAED 


9664 


40032 


A 


9724 


3 


567 


GRLQTG ADPAWRV1 1GTWRSTS 
AADAIDQMWP\PVMRTWRLNE 
RHYGGLTDLGKAETAAKHGEA 
QVKIWSNISK.DRRYADLTDDQL 
SSCESLKDTIASALPFWNKE1VP 
QIKEGKWVL1AAHGNSLRGIVK 
HLEGLSEEAIMELNLLTGIPIVC 
KLDKSSKPIRCMEFLGDEGTLC 
KAMEAVAAQGKAKK 


9665 


40033 


A 


9725 


2 


801 


GGVPHPQPAAMAAYKLVLIRH 

GESAWNLENRFSGWYDADLSP 

AGHEEAKRGGQALRDAGYEFD 

ICFTSVHLY\AIRTLWTVLEMPL\ 

SEMWLPVVRTWRLNERHYGG 

LTGLNKAETAAKNGEAQVKIW 

RRS YD VPPPPMEPDH PFYSNISK 

DRRYADLTEDQLPSCDRLKDTI 

ATALPFWNEEIVPQIKEGKRVLI 

AAHGNSLRGIVK.HLEGLSEEAI 

MEL\NLPTGIPIVYELDKNLKPI 

K.PMQFLGDEETVRKAMEAVAA 

QGKAKK 
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SEQID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9666 


40034 


A 


9726 


3 


573 


VAPVVQVWK.EMHKLLPFSPDS 
VYVTHGDISIDSGIFDQDK.LIGR1 
DVGRVGIACGCQDVAIVWNYL 
AACSVDRNTCRIMRPNCRPEVE 
ETPGLKEEKELSQPKEGEATDL 
K.KEVEKISSSEEEETVNLKEEVE 
KIPPPEEETMDLKEEKEEIPPPEL 
RDQKLMHVLKDLEPVSAVPHK 
DSLFHGQLTTVPV 


9667 


40035 


A 


9727 


2 


685 


TLYCRVFLLDGTEVSVDLPKHA 

KGQDLFDQIVYHLDLVETDYF 

GLQFLDSAQVAHWLDHAKPIK 

KQMKIGPAYALHFRVKYYSSEP 

NNLREEF TRPKITKMDFKKSKL 

TLVVVEDDDQGREQEHTFVFR 

LDSARTCKHLWKCAVEHHAFF 

RLRTPGNSKSNRSDFIRLGSRFR 

F SC FS/ERJENAH STGN SP ALRER 

PGDGSVSREGRWVDEGWPQRP 

GGRGQNALCSVP 


9668 


40036 


A 


9728 


1 


419 


MSKFGRATRGLRKPEVGDVIRT 

IVRAGLAMPGPPLGPVLGQRRA 

SINQFCKEFNERTKDIKEGIPLL 

TKIFLKPDGTFEIKIGQPTVSYF 

VKAAAGIEKGARPT/DLSSEEFA 

AFQKEQA1FLAAQKKADLATQ 

EEAAKK 


9669 


40037 


A 


9729 


97 


826 


SQLPR1MSKLGRAARGLRKPEV 
GGV1RA1VRAGLAMPGPPLG\N 
VLGQRGVSINQFCKEFNERTKD 
IKE\G1PLPTKIL\VKPD\RTFEIKI 
GQPTVSYFLKAAAGIEKG\ARQ 
TGKEVAGLVTLKHVYEIARIKA 
SGLRAFALQDVPLSSVWRSIIGS 
ARSLGTSRGERTSSSEELAAFQ 
KERAIFL\AAQK\EADFGLPKKE 
AAKE1DPLPHQLPDFQKEVSLQ 
KLCPRGGRRSHQYDDGFHDFE 


9670 


40038 


B 


9730 


273 


418 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9671 


40039 


A 


9731 


69 


1565 


RRRRFQASGAAAMLSSRAEAA 

MTAADRA1QRFLRTGAAVRYK 

VMKNWGVIGGIAAALAAGIYV 

IWGPITERKXRRKGLVPGLVNL 

GNTCFMNSLLQGLSACPAFIRW 

LEEFTSQ Y SRDQK.EPPSHQ YLS 

LTLLHLLKALSCQEVTDDEVLD 

ASCLLDVLRMYRWQISSFEEQP 

HFQDGLVQLRVGVVCRHYPEK 

WEAASWTSQNCGADDAHELF 

HVITSSLEDERDRQPRVTHLFD 

VHSLEGHPLTLDHCLHHF\TQSE 

SVRDVVCDNCTK.1EAKGTLNG 

EKVEHQRTTFVK.QL1CLGKLPQ 

CLCIHLQRLSMVQPVGTPLKRHE 

HVQFNEFLMMD1YKYHLLGHK 

PSQKTNPK.LNKNPGPTLE/HAGW 

AGSPHTSSESARGPQNTDFYEW 

RLLPIFIANAVSADALPSPSCSR 

LQLLHIPLPADGQLSSTMGDMA 

LWDTLFIYRRSPPSARNPLSTSN 

QWLWVSDDTVRKASLQEVLSS 

SAYLLFYERVLSRMQHQSQEC 


9672 


40040 


A 


9732 


1 


1393 


PLQLQPRHIGAQIQLGPLLQRV 

QAIRLGSFHMVLSLW/VMQSAR 

VEILEPPPRLQRMYGKAWR1SL 

CPQG EST VM RSELTA SSTPQVQ 

EILPPQSPEYLGPKG1TER1HKIM 

HVKGLAK.LPANRNQPSPGVSG 

KRLVNCVSASAVDSEPAAVPEP 

DVCAGIV1KKQCFPVIARCNKT 

KQVDSIPHRAYAKPSPFFPAVV 

VVTSESKDPRV1CQNPTHPLLAE 

GSNAAHFHKTKISQSLKWLPVG 

YLNSTTYEYRDLTKGLSLLCSL 

LLGVEADIPSMAGLHVRHLMQ 

VPQQPCIAFAVSSPLHQGGKET 

EDAWSFHIPST1HRWPTSPSVQL 

SSLRASTQLLCLHINLAKCFIWG 

ILAQVLSCHHHRITQFVGMLTF 

VCAGDSSKLSPDIRTLVRRLTS 

YLVSASVLLKSKQMALCSASRI 

LDVSVSPGDHVASEARARCAP 

DLVAPRPMPHQNQGSLEWTEE 


9673 


40041 


A 


9733 


44 


282 


FSCL1LHDAFPCLILHDAFPCSL 
CSVTGSLVLSRVPLRGTHQKSA 
IATSTK.IALSNM/K1LKHHTDAY 
FKKQQLFFDVSKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9674 


40042 


A 


9734 


3 


381 


EQQGQR/SQWWRGAARVSRTV 
KRVLCE/VVECPLKSACPDVDM 
YWAALQRLASLLKADGNLVT 
MAALHSHYMVGSKKFFGLHPE 
KETVEK.AMQEAGCQVQRCA/SI 
SCSETCSINDGlCFVAACKGPSV 


9675 


40043 


A 


9735 




209 


CRHSTQHCVS/HHGHSQYK/DS 
HQHYSHYHHHNHPHHHHQSPY 
LHHHH YDCHLHHHHHN DH YH 
RHISVYDI 


9676 


40044 


A 


9736 


197 


3348 


RVVQTDMIKGMLETSLLKISLD 

QAFIRJCLNSTCFRPKGKLVIK/C 

EKS1NSASLVSTSQR1SCRPKTHI 

SKNYGNNFLNSSLLTQKQEVH 

MREKSFQCNESGKAFNYSSVLR 

KHQIIHLGAKQYKCDVCGKVF 

NQKRYLACHRRCHTGKKPYKC 

NDCGKTFSQELTLTCHHRLHTG 

EKHYKCSECGKTFSRNSALVIH 

KAIHTGEKSYKCNECGKTFSQT 

SYLVYHRRLHTGEKPYKCEEC 

DKAFSFKSNLERH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


9677 


40045 


A 


9737 




1665 


MAGACWLMAFQYWVLKLLVV 

KSA/SWPRQSSLKWNWNFKGC 

QDLETWGKKETRKFYGYRRNE 

EAQKYSCRIPRICPD*WCHCWQ 

W**WLMAFQYWVLKLLVVKS 

AYGLVKALSNGIGISKVAKTW 

KPGGKKRLENFMAIEEMKKHR 

STHVGFPENLTNGATAGNGDD 

GLIPPRKSRTPESQQFPDTENEE 

YHRDFSKLCLGSAANGVVHVE 

VKMCVYNGKGERQEEKMKGLI 

SMNLVVEEEMKKHESNNVGLL 

ENLTNGVTAGNGDNGLIPQRKS 

RTPENQQFPDNESEEYHSLGDK 

SKTSFQNSNNNNNKQQEQQQQ 

NPTFSNTRKLTKLYKAP1PPSIIL 

SGCPNINDSNWQEIEHGMQTA 

GLPTRPLSHGLQQKGAAFRCLG 

CK.CSEPFTGSLILQKAKTOTQK 

WQAT YPKSQN EQLVPSVGKSY 

RCSTPAQPMKTAVGHKPCKAT 

GAELPKALGAQPLHPCALDVG 

QGFK.KGNFGAVGLNGLLGLEF 

HGVSGVLLVGPGDGGLISEGVV 

REDLMCGVWSAGTWSVGTAE 

RCLEK.PGALHVIEGPLDSWDGP 

VMPNGPVKSRQSSCLDGPGRC 

CSEILTGQSHGNKKPARASSKS 

SQS1NDRPLAVLTNQYQCEQLA 

SERQPSSNSCS1R1DSA 


9678 


40046 


A 


9738 


1 


115 


RRTARGPQQTSTDGLGTSPCRN 
ASEHTADILELSTLIV*RRQ*ICL 
CLDFLYY/LIPEGRCFCRACDLV 
HNFVDTIILQQHRTLTSQGVDDF 
LKAKATFKASDFIDALVLSKVA 
SPRILIQGGRMGA*DQVSDQAS 
VYGRCSSSGAEAAKRPKSAWL\ 
LLGYDSRASGLY*ILYNLTKHP 
D/YRECCQP VMQES* S * RRTAR 
GPQQTSTDGLGTSPCRNASEHT 
AD1LELSTLIV 


9679 


40047 


A 


9739 




506 


MVIVGLAAGVLLVGPGDGGL1S 
EGVVREDLMCGVWSAGTWSV 
GTAERCLEKPGALHVIEGPLDS 
WDGPVMPNGPVKNHKGEQQE 
VPSKHPQMALEICLCLDFLYY/L 
I PEG RCFCRACDL VHNFVDTI ILQ 
QHRTLTSQGVDDFLKAKATFK. 
ASDFIDALVLSKVASPGS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9680 


40048 


A 


9740 


1 


380 


KFSRPSVNMLR1VKPCITRG/YP 
NLKSVNKLIYKHGRGKINKKRI 
ALTDNTLIDQSHGQYGIICIEDLI 
HE L Y\L WPF KL S S PQ SG M K.KKT 
THFVENGAAANREGQIHRLLIR 
MNCGVYRDYFSNLVS 


9681 


40049 


A 


9741 


3 


279 




9682 


40050 


B 


9742 


23 


197 




9683 


40051 


A 


9743 


2 


402 


CGDRGALRPPSCAGRSGPGPPR 
PPRPPRPLPWHPAPPAHGAPLA 
RPGARARRSEK.PPSEKPRLRRSS 
PRAQEEGPGEPPPPELALLPPPP 
PPPPTPA\PRRPRRP\PGPGRAAG 
ALGDVPEAAEAYLERVPPSSC 


9684 


40052 


A 


9744 


1 


660 




9685 


40053 


A 


9745 


1 


1035 




9686 


40054 


A 


9746 


1 


2575 


MRAAGGAMLCGKQGRWDPEG 

EGAHPGFIPKLACSSQGVFRQL 

HLRTAVTAAVSRHFPQPSWRY 

DPGPQFLGEKSGFKPRCPGVAV 

CQFQSMNAFIHWFRNKAWASS 

CDRIKIPVPPEATFVEPNCLPGEI 

GQLLRQLQSGRN LKEWLREQF 

CDHPLEHCEDTRLHDAAYVGD 

LQTLRSLLQEESYRSRINEKSV 

WCCGWLPCTPLRIAATAGHGS 

CVDFLIRKGAEVDLVDVKGQT 

ALYVAVVNGHLESTQILLEAGA 

DPNGSRHHRSTPVYHASRVGR 

AD1LKALIRPAACDRSVSITADT 

HFRYLIKVVPAMFRSRKA1PFLS 

SCTAWRCADELQFIQPVPLVDT 

SGSGKTVSN VITESFTN SDNEED 

DQFVVEAAPQLSEMSEIEMVTA 

VELEEEEKHGGLVKKILETKKD 

YEKLQQSPKPGEKPSATGWHG 

ECLGTRNRAQGALVGWGWLY 

SERHSGMLRAITLKYKGGGRQ 

G IQ A/A WKSETFRSRA APENPL 

GRWGFALLSKIIS*RQVL\1CLHF 

SLSPQARVNSRFPGSGKAGLGL 

WMEGARPSGHVPKERVVAGK 

RPQVPTKAHHTCVRETAGNQE 

GNGEGALQQEQRLGVAEAGSN 

GEGALQQEHRITDCAVEPLKAE 

LAELEQLIKDQQDKICAVKANI 

LKNEEKIQKMERSLFESAWKKE 

KDIVSKE1EKLRTSIQTLCKSAL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9687 


40055 


A 


9747 


2 


1739 


MKGLYTDAEMKSDNVKDKDA 
KISFLQK.AIDVVVMVSGEPLLA 
KPARIVAGHEPERTNELLQHGK 
CCLNKLSSDDAVRRVLAGEKG 
EVK.GRASLTSRSQELDNK.NVRE 
EESRVHKNTEDRGDAEIKERST 
SRDRKQKEELKEDRKPREKDK 
DKEKAKENGGNRHREGERERA 
KA RARPDNERQKDRGNRERDR 
DSERKKETERKSEGGKEKERLR 
DRDRERDRDKGKDRDRRRVKN 
GEHSWDLDREKNREHDKPEKK 
SASSGEMSKKLSDGTFKDSKAE 
TETEISTRASKSLTTKTSK.RRSK 
NSVEGDSTSDAEGDAGPAGQD 
KSEWPETPEIPNELSSNIRRIPRP 
GSARPAPPRVKRQDSMEALQM 
DRSGSGKTVSNVITESHNSDNE 
EDDQFVVEAAPQLSEMSEIEMV 
TAVELEEEEKHGGLVKKILETK 
KDYEKLQQSPKPGEKERSLFES 
AWKKEKD1VSKEIEKLRTSIQTL 
CKSALPLGK1MDYIQEDVDAM 
QN ELQMYY H SENRQH AE ALQQ 
EQRITDCAVEP\LKAELA\ELEQ 
L1KD\Q\QDK1CAVKANILKMEE 
KIQK.MVYSINLTSRR 


9688 


40056 


A 


9748 


93 


800 


RANLPTQPYCHCGLAPAALTRI 

VGGSAAGRGEWPWQVDLWLR 

RREHRCGAVLVAERWLLSAAH 

CFDVYGDPK/QWAAFLGT/HVP 

ERRGGAVERVARIYKHPFYNL 

YT/FDYDVALLELAGPVRRT/SL 

VRPICLPEPA/HATPDGTRCVIT 

n \\/r* /vr c /~rr a rn r\v aavdi i c 
uWU/Yu!)/ 1 UAyLl^KJVA.VKLLS 

EQTCRA/LYPVQISSRMLCAGF/ 
LQGGVDSCSGDAGGPLACREPS 
GAPVPGQPRTCTAPARWPRRSA 
LSPAPL 


9689 


40057 


A 


9749 


107 


378 


NLVP*LRSGD/SPLGDQSPVLLIF 
TP*ERSTYNLKSSD*PAQETS/PP 
ISNPDPTEN/PDCSTHLAATPRA 
PGTLAQGSLTDSFPDLLSLAAE 
D 


9690 


40058 


A 


9750 


2 


286 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9691 


40059 


A 


9751 


215 


631 


GTQSCNQKVLNSANNLQELG1G 
PKFQMRLKPQLAPMQPNRGTS 
LGRSIPCPPVLCSMRKIHLRPQV 
LRPTSPRNISP1LNRVSEVSDHA 
GTPALVLHP*RQVPLFWGRGK 
YPNPFSLCLYPFSAFLGGKKHP 
TPSPSP 


9692 


40060 


B 


9752 


1 


933 




9693 


40061 


A 


9753 


1 


2283 


MLPNRLGSSET1TDAELRVTLT 

VEELNGLRAVQDMFVKQILKA 

ARSLRVITIPNLKYPGTQTLRKA 

AAPDPNTTGLIFLEKLCE1AAAI 

ASYVAVPSLEINHRKKANPNLL 

LRRSGSGSVSLQLLAEKIWEGV 

REPWARVLVLWEWLPDQNPLS 

GLTKSNSTSRHELPHGRAIQLH 

LSGWELWSEPSNLLDLVVTGDI 

ENTSLAPEDPTFLTMPSGSHCPE 

SPSDGPGLSSLVALVWFLVED 

WLSRKRLESEPAELPLGKAGEV 

VFDTLPLPSRRTHFSGFLGHFCY 

SFSDGYSTNRAAPDGSSTKAEK 

HGSCRKQPPYTLQCRDKAGLR 

VHGNSPVSAYGWLFSEERPGKP 

TRTPFSWEGDPPGLLTADETSL 

VVHLELPVFPSFLKRAGNSRHS 

GMGSPLEAEEAYSTVVMADVS 

QYPVNEPLVAAVVCQEPERAQ 

PDVHFFQ/CLRLGGHAGGVAAR 

PLPAAETPPLQRRPSVRA*SAP* 

SGARAADDPRRTHS\QAEEAQR 

PEPD1LNHVFDDVESFAVSRLQK 

SAEAARVLEHR/KRGRRSRRRA 

AGEGLLTLR/AKPPSEAEYTDV 

LQKIK/HAFSLLARLRGNIADPS/ 

SSELLH FLFGPLQMIV/QPSGG P 

EFASSVRRPHLT/RDAVALLRD 

NVTPRE/RRLWTSLGDSWTRPG 

LELSPEEGPPY/1PEFFSGWEPPV 

TDPQSAPGRTQLRNSYSTSGGA 


9694 


40062 


B 


9754 


1 


930 




9695 


40063 


A 


9755 


76 


247 


QLK.TDTAQLPRKLFVESHNYH 
CSWPGLQSGLPHYSGYHTSSS* 
LYLSDPADIHPISP 


9696 


40064 


C 


9756 


95 


301 




9697 


40065 


A 


9757 


352 


545 


DILNHVFDDVESFVSRLQKSAE 
RPGCWRRRTRPQKPAPGVAG* 
RGTWRGPTPPDLFQMSPLSP 


9698 


40066 


B 


9758 


406 


602 




9699 


40067 


A 


9759 


1 


543 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
l>y/540,2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


9700 


40068 


A 


9760 


2 


138 


LDDFVGRMLTLMGCP1PEC/PR 
VPSPLREGRKTQAALSVRRGRS 
HRR 


9701 


40069 


A 


9761 


1 


417 




9702 


40070 


A 


9762 


830 


1029 


YLPHLSLRLLPCPPPLPLSKPNS 
LP*LRPSLLQRDYLSIFILILNMP 
SISSTTMLLYGQK.EISSLH 


9703 


40071 


B 


9763 


40 


980 




9704 


40072 


C 


9764 


419 


700 




9705 


40073 


A 


9765 


271 


1185 




9706 


40074 


A 


9766 




1655 


RGRRSRRRAAGEGLLTLRAKPP 

SE AEYTDVLQKIKYAFSLLA RL 

RGNIADPSSPELLHFLFGPLQMI 

VNTSGGPEFASSVRRP\LVTSD\ 

AVALL\GNNVTPRENELWTSLG 

DSWTR/LRA/EELSPEEGPPYRP 

EFFSGWEPPVTDPQSRAWEDPV 

EKQLQHERRRRQQSAPSGRCQ 

WVTGDLEPESEPQLESETAGK 

WVLCNYDFQA\RNSSEAVRSSS 

GDVL\EVL\DDSR\KWWKVRDP 

AGQEGYVPYN1LTPYPGPRLHH 

SQSPARSH\DSTPPPPPAPAP/VP/ 

LPPALARPRWDRPRWDSCDSL 

NGLDPSEKEK.FSQMLIVNEELQ 

ARLAQGRSGPSRAVPGPRAPEP 

QLSPGSDASEVRAWLQAKGFSS 

GTVDALGVLTGAQLFSLQKEEL 

RAVSPEGG\ARVYSPVTVQRSL 

LEDKRES\SELEAVMEKQKEEG 

GRRGGNGGHLTCQAPFAKSDE 

APWENGPPQTLPNSGSRSSEGW 

P1CSGPGLPPLPVDRLNDPCCSP 

SGEDLDWLGVGRAWRQSTESA 

SRPPRGCSGALSIVILRPSPINMP 

PCLAK.K.KKK 


9707 


40075 


C 


9767 


565 


762 




9708 


40076 


A 


9768 


1 


401 


SPLRPLLLALALASEPCAQGAC 
PASADLKHSDGTRTCAKLYD\C 
SDPYYENCCGGAELSLESGADL 
PYLPSNWANTASSLVVAPRCEL 
TVWSRQGK.AGK.THKFSAGTYP 
RLEEYRRGILGDWSNAISALYC 
RCS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9709 


40077 


A 


9769 




1489 


MPQLLQNING 1 1 EAFRRYA R.TEG 
NCTALTRGELKRLLEQEFADV1 
VKPHDPATVDEVLRLLDEDHT 
GTVEFKEFLVLVFKVAQACFKT 
LSESAEGACGSQESGSLHSGAS 
QELGEGQRSGTEVGRAGKGQH 
YEGSSHRQSQQGSRGQNRPGV 
QTQGQATGSAWVSSYDRQAES 
QSQER1SPQIQLSGQTEQTQKAG 
EGKRNQTTEMRPERQPQTREQ 
DRAHQTGETVTGSGTQTQAGA 
TQTVEQDSSHQTGRTSKQTQEA 
TNDQNRGTETHGQGRSQTSQA 
VTGGHAQIQAGTHTQTPTQTVE 
QDSSHQTGSTSTQTQESTNGQN 
RGTEIHGQGRSQTSQAVTGGHT 
QIQAGSHTETVEQDRSQTVSHG 
GAREQGQTQTQPGSGQRWMQ 
VSNPEAGETVPGGQAQTGASTE 
SGRQEWSSTHPRRCVTEGQGD 
RQPTVVGEEWVDDHSRETVI LR 
LDQGNLHTASVSSAQGQDAAQS 
EEKRGITARELYSYLRSTKP 


9710 


40078 


A 


9770 


2 


3031 




9711 


40079 


A 


9771 


6288 


6584 


TAVSLPAPLFSDLQI PPRKRSLK 
ETVMAPENLTN*RAPPQSSARV 
FQ*EALYVPGP*ALDPPEVCSSY 
SSVCGLHQLSHSSSESSSTLGSL 
LGSFQML 


9712 


40080 


A 


9772 


884 


1032 


ESRPNTTTRLRKTSSWSFQS*TA 
TQTKGPRDPGASM TKPG A TS E R 
SASG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution oflasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pnssible nucleotide insertion) 


9713 


40081 


A 


9773 


1 


1457 


RSAQKEKTAAKEQQGEKTEVL 

SSDDDAPDSPVILEIPSLPPSTPP 

STPTYKKSLRLSSDQIRRLNLQE 

GANDVVFSVTTQYQGTCRCKA 

TIYLWKWDDKVVISDIDGTlTK 

S\DALGHILPQLGKDWTHQGITS 

LYHK1QLGQLVMPLDARPERP 

MDGMKVRAFMERLLFVRRGT 

DKRWSVRMYVTCSQSSNLNEE 

1Y1NQVVIQANMKLQLWAMRT 

DDARGLSSLGDTEPSPCPSVVP 

G LQP1CPAP VCAGDA LLQAQIPG 

VLLGTLFSGAAFYSGLYGGSEQ 

FLDHLLHPARAAPPPPLVGPGP 

APRVPGSPSAPELAGPAVWRFA 

AAASRGVVVAASGWGRGGEA 

SQTFQTGKEPGGTRHPTRMPLG 

STGC1FPGTLEKSQGYERYNAM 

RADPALCFLEKVGMPDEKSLSA 

EQGVTDGTSDIPERARQNEEQL 

TSFGLLWPTPQGSTDHIDNHPR 

ERYPEMRWELDVPLPDIDYMEI 

PVDWWDA 


9714 


40082 


A 


9774 


3 


4804 


KRLENIQKTLEVAFSEAVWMQ 

PSVVLLDDLDLIAGLPAVPEHE 

HSPDAVQSQRLAHALNDMIKE 

F1SMGSLVAL1ATSQSQQSLHPL 

LVSAQGVH1FQCVQH1QPPNQE 

QRCEILCNVIK.NKLDCDINKFT 

DLDLQHVAKETGGFVARDFTV 

LVDRAIHSRLSRQS1STREKLVL 

TTLDFQKALRGFLPASLRSVNL 

HKPRDLGWDKIGGLHEVRQIL 

MDTIQLPAKYPELFANLPIRQRT 

G1LLYGPPGTGKTL 


9715 


40083 


A 


9775 


1 


897 




9716 


40084 


A 


9776 


486 


800 


CLQLSWLSLGQAQVHWLGRA 
VHTAFCMD*VLLFGESFGFLVR 
LTPGILLGLL*P*KQGHCHSVSL 
GEVRI/CGIIS*TFITSWAFSVLQ 
GKASAQPVKVSTQNSRY 


9717 


40085 


C 


9777 


332 


497 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9718 


40086 


A 


9778 




6504 


MWGSDRLAGAGGGGAAVTVA 

FTNARDCFLHLPRRLVAQLHLL 

QNQAIEVVWSHQPAFLSWVEG 

RHFSDQGENVAEINRQVGQKL 

GLSNGGQELHAVSLEQHLLDQI 

RrVFPKAIFPVWVDQQTYIFIQI 

VALIPAASYGRLETDTKLLIQPK 

TRRAK.ENTFSKADAEYK.KLHS 

YGRDQKGMMKELQTKQLQSN 

TVG1TESNENESE1PVDSSSVAS 

LWTMIGSIFSFQSEKKQETSWG 

LTE1NAFK1MMQSKVVPL 


9719 


40087 


A 


9779 




5421 




9720 


40088 


B 


9780 


124 


273 




9721 


40089 


A 


9781 


84 


493 


1HANNCS*L*KAALNFVLLLLQ 
KRL*GEKHLTLSETGREGNKVG 
GVGS*VTGTGQETELGSLGRCH 
SPLSVLHLLPFFS/ILLGRTHLNA 
LLIRDYFASSCKYL*EVLLSLSD 
GSG*NLMSVWMAGNSSAEYVR 


9722 


40090 


A 


9782 


1 


5954 


MDGMTEACIKGGIEACYAAVS 

CVCTLLGALDELSQGKGLSEGQ 

VQLLLLRLEELK.DGAEWSRDS 

MEINEADFRWQRRVLSSEHTP 

WESGNERSLDISISVTTDTGQTT 

LEGELGQTTPEDHSGNHKNSLK 

SPA I PEGKETLSKVLETEAVDQP 

DVVQRSHTWPYPD1TNFLSVDC 

RTRSYGSRYSESNFSVDDQDLS 

RTEFVDSCDQYSMVAAEKDSGRS 

DVSDIGSDNCSLADEEQTPRDC 

LGHRSLRTAALS 


9723 


40091 


A 


9783 


1 


2217 




9724 


40092 


A 


9784 


1 


1360 




9725 


40093 


A 


9785 


1 


777 


MN1KNPIAAQHLDNLPIVKASSI 

GMTWGLVRNGVSAPTQKSCIRI 

HILARCTGAVAFEKLYFKSPAN 

Q A H ARK VG KQ VQDC YIG REM V 

AKAGAIIHLNVGK.GTPVCCPLL 

EEGINSEVWTTEGQYGRAKANA 

RPVQVKLKDSTSFPYQRQYPLR 

PKA/LTKGFQKIVKDLKAQGLV 

KPCSNPCSTPILGVQKPNRQ WRI 

EALKLQ1VLQMEPQMQSMTK1 

YHGPLGRPASPCSDVNDIEGNP 

TKEISTAPPLLCPNSAGSS 


9726 


40094 


A 


9786 


1 


415 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9727 


40095 


A 


9787 


1 


451 


MVHFISRLLYSDGLDVPGDP1Q 
DSDDAALSVSPHCSPDSRVSTT 
KHLWVSPRLLRVAVRVKNID1T 
NFSSSWYNDGLAFCALLHTYLP 
AH1PYQELNSQDKRRNFMLAFQ 
A A ES VG 1 KSTLD1NEM VRTERP 
DWQNVMLFVIVAIYKYFET 


9728 


40096 


A 


9788 


3 


605 


DEWPPERI1QYNEPTTWH/EDGL 
WGYRTRFYM INQI I W/LQA 1LEII 
TN KTDRALTI LAQQETQM RN A I 
NQNRLALDYLPAAEGGICGKF 
NLTNCCLHVDDQGQVVEDIVR 
DM IKLS H V PMQ V WHG FDPG A 
MFG K WFP V LG G FK.TL I1G VILVI 
GTCLLLPCLLPVLLQMIKSFIAT 
L V HQN ASEQL Y Y MN H YRS VLQ 
EYMGS 


9729 


40097 


A 


9789 


3 


876 


GAGGGFGSPMDIFDMFFVGGGG 
RMHRERRGKNVVHQLSVTLED 
LYNSATRKLALQKNAICDKCE 
DRGGKKGGVEYCPNCRGTGM 
QIRIHQIGPGKVQQIQSVCVECQ 
GHGEQISPKDRCESCNGRKILR 
EKKILEFHIDKGMKYGQKITFH 
GEGYQEPGLEGED1IIVLDQKD 
DAVFTRQGEDLFMCQ1VKHGD1 
KCV1NEGMPIYPRPYEKGRLI1E 
FKVNLPENDFLSPDKLSLLEKL 
LPKRKEVEETDEMDQVELVDF 
DPNQERWHHYNGEAYEDDEH 


9730 


40098 


A 


9790 


199 


410 




9731 


40099 


A 


9791 


134 


1369 


KMVKETTYYDVLGVKPNATQE 
ELKKAYRKLAL\KY\HPDKNPN 
EGEKFKQISQAYEVLSDAKKRE 
LYDKGGEQAIKEGGAGGGFGS 
PMDRFDMFFGGGGRMQRERRG 
KNVVHQLSVTLEDLYNGATRK 
LALQKNVICDKCEGR/SGRFKE 
QGAVRSACPNCRGTGMQIRIHQ 
IGPGMWQQIQSVCMECQGHGE 
R1RPKDRCKSCNGRKIVREKKIL 
EVHIDKGMKDGQK1TFHGEGD 
QEPGLEPGDIIIVLDQKDHAVFT 
RRGEDLFMCMD1QLVEALCGF 
QKP1STLDNRT1\VITSHPG\QIVK 
HGDIKCVLNEGMP\IYRRPYE\K 
GRL\IIEFKVNFPENGFLSPDKLS 
LLEK.LLPE\RKEVEETDEMDQV 
EL\VDFDPN\QERRRHYNGEAY 
EDDEHHPRGGVQCSDLLMGPV 
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SEQ IB 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9732 


40100 


A 


9792 


3 


337 


GYSQAPRKR/GGECSSLSQPFSK 
AQPDAASLEPPSLETPAGRTPA 
TLTQGSPPAAVREPLSPGHNAK. 
ARLRSRPARPPWIPDPDPPGHFV 
TDFC APE S LQG ETRTSRSFQ LL 


9733 


40101 


A 


9793 


1 


346 


SGS*QLQMCSGLPAHTQDETHI 
SSCGQLDLALPPLLPPLPPSPLN 
TLPPQGLCTC 


9734 


40102 


A 


9794 


1 


1110 


MEG EE A A G A AG PDP VGHRKK.C 

GFHPVCEREAPSTFAAVMIHLV 

VQYIGEICRYLLKQPVREAERR 

HRVRLAVGNGLRPAIWEEFTER 

FGVRQIGEFYGATECNCSIANM 

DGKVGSCGFNSRILPHVYPIRL 

VKVNEDTMELLRDAQGLCIPC 

QAGEPGLLVGQINQQDPLRRR 

NGYVSESATSTKIAHSVFSKGD 

SAYLSRDALMMDELGYMYYR 

DRSGDTFRWRGENVSTTDVEG 

ELSRL\LGQTDVAVYGVAVPGK 

LGLQGVVLRMGVEGKAGMAA 

VADPHSLLDPNAIYQELQKVLA 

PYARPIFLRLLPQVDTTGTFKIQ 

KTRLQREGFDPRQTSDRLFFLD 

LKQGHYLPLNEAVYTRICSGAF 


9735 


40103 


B 


9795 


28 


376 




9736 


40104 


A 


9796 


3 


461 


VRQCRG1RDPYRFKKRTELF1A 

AEG1HTGQFVYCGKKAQLNIGN 

VLPVGTMPEGTIVCCLEEKPGD 

RGKLARASGNYATVISHNPETK 

KTRVKLPSGSKKVISSANRAVV 

G/VVSGSS*MLRAVGEHAVSAG 

GQPVARLGPWNSITCCSKTWV 


9737 


40105 


A 


9797 


1 


701 


MQEVPGM FERN YPHPAITFKPS 

VPVSRSLDYAPLPGGVFRDPYW 

FKKRTELF1AAEGIHTGQFVYC 

GKKAQLNIGSVLPVGTMPEGMI 

VCCLEEKPGGRSKLSWASGNY 

ATAISHNPETKKTRVKLPSGSK 

KVVSSANRAVVGVVAGGGRT 

DKP1LKACQAYHKYKAKRNW 

WPRVWDVAMNPMEHPFGGGN 

HQHIGIPSAI/SRDDPAGCKMGL 

1AARQTGRLWGTKTVQEKEN 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9738 


40106 


A 


9798 




910 


QCGG 1RRTG PVAMGRVIRGQR 

KGAFSVFRAHVKHRRGAARLR 

AVDFAERHGY1KGIVK/DAERW 

PGREG KG RPAGTPH S RRLC PQD 

1IHDRGR\GAPLA\RVVFRDPYRF 

KKRTELF\IAAEG\IHTGQF\VYC 

GKK\AQ\LNIGNVLPVGT\MP*\G 

TIVCCLEEKPGD\RGKALARASG 

NYATVIS\HNPETKKT\RVKLPS 

GSKKVISSANRAVVGVVAGG\G 

\RIDKPIFEGWPGRYHKYKAKR 

NC*PR1RGV\AMNPVEHPF\GGG 

NHQH I G K\PST\1 RRD AP\AG RK V 

G L I A\A R RTG RL RG TKTV QEKE 


9739 


40107 


A 


9799 


1 


405 


LEISIMAAS1SGYTFSAVCFHSA 
NSNADHEGFLLGEVRQEETFSIS 
DSQISNTEFLQVI\KVIGWYRFR 
RNTQQQMSYREQVLHKQLTR1 
LGVPDLVFLLFSF1STANNSTHA 
LEYVLFRPNRRYNQRISLAIPN 


9740 


40108 


A 


9800 


1 


232 




9741 


40109 


A 


9801 


1 


420 




9742 


40110 


A 


9802 




1272 


EISIMAASISGYTFSAVCFHSAN 

SNADHEGFLLGEVRQEETFSISD 

SQ\I SNTEFLQV I El HM HQPC SKL 

FSFYDYASKVNEESLDRILKDR 

RKKVIG\WYRFRRNTQQQ\MSY 

K\EQVLHKQLT\RILGVPDLVFL 

LFSF1STANNSTHALEYVLFRPN 

RRYNQRISLAIPNLGNTSQQEY 

KVSSVPNTSQSYAKVIKEHGTD 

FFDKDGVMKDIRAIYQVYNAL 

QEKVQAVCADVEKSERVVESC 

QAEVNKLRRQITQRKNEK.EQE 

RRLQQAVLSRQMPSESLDPAFS 

PRMPSSGFAAEGRSTLGDAEAS 

DPPPPYSDFHPNNQESTLSHSR 

M\ERSVFMPRPQAVG\SSNY\AS 

TSAGFEVFLGSGADLPPPQRAA 

GDSGEDSDDSDYENL1DPTEPS 

NSEYSHSK.DSRPMAHPDEDPRN 


9743 


40111 


A 


9803 




513 


GAYGGGYGACDNYNGYGYGF 
GSDRFGRDLNYCFSGMSDHKY 
G DGGSTFQSTTGHCI YWH IE1GP 
DGRVTGEADVEFATHEDAVAA 
MSKDKANMQHSYVEPFLNCAA 
GASGTAYGSQMMGGMGLSIQS 
SYGGPASPQLSGGYGGGYGGH 
SSMSGFDQVLQENSCDFQSDIA 


9744 


40112 


B 


9804 


73 


1127 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9745 


401 13 


A 


9805 


1 


3647 


MRVRHVGQAALELLTSVRESR 
ATSAFQVSPYEDEPCRPCNCDP 
VGSLSSVCIKDDLHSDLHTMGKQ 
PGQCPCKEGYTGEKCDRCQLG 
YKD YPTC VSCGCNP VG SASDEP 
CTGPCVCKENVEGKACDRCKP 
GFYNLKEKNPRGCSECFCFGVS 
DVCSSLSWPVGQVNSMSGWLV 
TDL1SPRKIPSQQDALGGRHQVS 
INNTAVMQRLAPKYYWAAPEA 
YLGNKLTAFGGFLKYTVSYDIP 
VETVDSNLMSHADVliK 


9746 


401 14 


B 


9806 


141 


236 




9747 


40115 


B 


9807 


66 


266 




9748 


40116 


A 


9808 


1 


330 




9749 


40117 


A 


9809 


1 


792 




9750 


40118 


A 


9810 


129 


311 




9751 


40119 


A 


981! 




538 




9752 


40120 


B 


9812 


96 


536 




9753 


40121 


A 


9813 


1 


2090 


MSSNQK.SPTKTSKSPGTANVLD 
VNNSTLMFVGGLGGQIKKSPA 
VKVTHFKGCLGEAFLNGKSIGL 
WNYIEREGK.CRGCFGSSQNEDP 
SFHFDGSGYSVVEKSLPATVTQ 
IIMLFNTFSPNGLLVLYLGSYGT 
KDFLSI ELFRGRVKVMTDLG SG 
PITLLTDRRYNNGTWYKIAFQR 
NRKQGVLAVIDAYNTSNKETK 
QGETPGASSDLNRLDKDP1YVG 
GLPRSRVVRRGVTTKSFVGC1K 
NLEISRSTFDLLRNSYGVRKGC 
LLEPIRSVSFLKGGY1ELPPKSLS 
PESE WL VTFATTNSSG 1 ILA ALG 
GDVEKRGDREEAHVPFFSVMLI 
GGNIEVHVNPGDGTGLRKALL 
HAPTGTCSDGQAHSISLVRNRR 
I1TVQLDENNPVEMKLGALVES 
RTINVSNLYVGG1PEGEGTSLLT 
MRRSFHGCIKNLIFNLDHGFVD 
SVEQKRFCGVPSCARESARGRA 
Q AQDTAQELQS ES AC DKRS PQP 
PGKGKHMYGGVLQPQSLFQKN 
LLLFYDEVLDLQPNGKEKEFSV 
GANHNAFMVVHWGVCGFCLF 
PSGEWLASPFCVHPQITIHPPDR 
FQASVTDEGYLFLAKPTQPAPA 
CPLDPIRPLLLGHAQQPLLTDQ 
HTDAAVTPSSAVTARAANYCA 
GGRNERKKTGREKRHLTGGPC 
VALRTFTVLHISSHHQVDG1RA 
GYVQRDGLQPTNRQIVM 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9754 


40122 


A 


9814 


1 


8705 


MRGGVLLVLLLCVAAQCRQRG 
LFPAILNLASNAHISTNATCGEK 
GPEM FC K LV EH VPGRP VRNPQ 
CRICDGNSANPRERHPISHAIDG 
TNNWWQSPSIQNGREYHWVTI 
TLDLRQVFQVAYVIIKAANAPR 
PGNWILERSLDGTTFSPWQYYA 
VSDSECLSRYNITPRRGPPTYRA 
DDEVICTSYYSRLVPLEHGEIHT 
SLINGRPSADDLSPKLLEFTSAR 
Y 1 RLRFERJRTLN ADLMTLSHRE 
PKELDPMLPR 


9755 


40123 


A 


9815 




564 


MGDLEDKLVPF1GELPRHLDQN 

SEQLKQVVQRELKELHETCQQ 

HQLCQASTSGEPKERDKEEGK 

DSKPRSLRFTWSMKTTSSMDPN 

DMMREIRKVLDANNCDYEQKE 

RFLLFCVHGDARQDS/LPCQWG 

DGKSCQVGPRLS\LNGV\RFKRI 

S\GTSYCPLKN1A\SKIA\NELKP 

VKKSQIYQVQGRYIHI 


9756 


40124 


A 


9816 


2 


451 


ANAHGFIMELQDGYSTETGEK 
GAQLSGGQKQRVAMARALVR 
NPPVLILDEATSALDAESEYL1Q 
QAIHGNL\QKHTVL1IAHRLSTV 
EHAHL1VVLDKGRVVQQGTHQ 
QLACPRAGFYGKLVQRQMLGL 
QPAADFTAGHNEPVANGSHKA 


9757 


40125 


A 


9817 


1 


498 


MVKY/YLGQGVLRSSW/DQVV 
P A/F WQR YRN P VQRYLTEDI V H 
RENQTMTTFTWN1NHARPMVV 
EERCVYCVNSDNSGWTEIRREA 
WVSSSLCGVSRAVWEFGLAQF 
KSNVTKTLKGFEYILAKLQGEA 
ASKTLIKTAREAKEKAKETALA 
ATEKAKDLA SKA ATKKQQQ 


9758 


40126 


A 


9818 


3 


231 




9759 


40127 


B 


9820 


94 


375 




9760 


40128 


A 


9821 


45 


439 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9761 


40129 


A 


9822 


304 


1557 


DRQNVMEQFNPGLRNLINLGK 

NYEKAVNAMILAGKAYYDGV 

AKIGEIATGSPVSTNELGHVLIEI 

SSTHKKLQRESLMENF\KKFHK 

EI 1 HELEKK.I EL\DVKYMN ATLK 

RYQTEHKNKLESLEKSQAELK 

K I RRK.SQG SRN A LK YEHKEI E Y 

VETVTSRQSEIAQKSIADGCKEA 

LLERERGASCFPGLNKHCGFA/ 

NTHIHYYHLQSAELLNS\KLPR 

WQETCVDAIKVPVEKIMNMIEEI 

KTPASTPVSGTPQASPMIERSNV 

VRKDYDTLSKCSPKMPPAPSGR 

AYTSPLIDMFNNPATAAPNSQR 

VNNSTGTSEDPSLQRSVSVATG 

LNMMKKQKVKTIFPHTAGSNK 

TLLSFAQGDV1TLLIPEEKDGWL 

YGEHDVSKARGWFPSSYTKLL 

EENETEAVTVPTPSPTPVRSFSG 


9762 


40130 


B 


9823 


■j 


1128 




9763 


40131 


A 


9824 


1 


4j4 




9764 


40132 


A 


9825 


92 


319 


SIPPYPIPPPVDRKEID*LEGMQT 
SGLFQQTSG*EEGVGS1MASGR 
PPHPEPLKADFICKREVRLAFS1 
ACIWMR 


9765 


40133 


A 


9826 


1 


851 




9766 


40134 


A 


9827 


227 


305 


LVIFSIFNLVG*NISDCIILICQLK 


9767 


40135 


A 


9828 


66 


808 


YC WQSQGA KPRDLLGPDLIPLN 
HSPRVSHLLCHRHIRKAGGVFV 
ADEIQVGFGRVGKHFWAFQLQ 
GKDFVPDIVTMGKSIGNGHPVA 
CVAATQPVARAFEATGVEYFN 
TFGG\SPVSCAVGLAVLNVLEK 
EQLQDHATSVGSFLMQLLGQQ 
K. 1 KHPI VG D VRG VGLFIG VDLI K. 

N Y VL LSTDGPG RN I LKFKPPMC 
FSLDNARQVVAKLDAILTDME 
EKVRSCENR 


9768 


40136 


A 


9829 


3 


597 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9769 


40137 


A 


9830 




3281 


MGFHHVGQAGLKLLTSGTPQL 

LALVQHWVPGARLVEELPHEL 

VLVLPYTGAHDGSFATLFRELD 

TRLAELRLTGYGISDTSLEEIFL 

KVVEECAADTDMEDG/TLRAA 

PMHRHCWPRRNPTAQDAATGD 

SAG\DGEPAGSAPETDQGSGPD 

A VG RVQGWALTRQQLQ ALLL 

KRFLLARRSRRGLFAQIVLPALF 

VGLALVFSL1VPPFGHYPALRLS 

PTMYGAQVSFFSEDAPGDPGR 

ARLLEALLQEAGLEEPP 


9770 


40138 


A 


9831 


1 


684 


RTRGPPPQSRSGGRRRRIPLYLP 

TSCIKELVAGGVAVESWPGRD 

AAQLLLCSCLLSPPPVMTETRE 

PAETGGYASLEEDDEDLSPGPE 

HSSDSEYTLSEPDSEEEEDEEEE 

EEETTDDPEYDPGYK VK* RLGG 

GRGGPSRRAPR\AAQPPAQPCQ 

LCGRSPLGEAPPGTPRCTGTSCC 

MPGVRCRQSPHTGSLAEGVGW 

EEGAEEJGVVTVVMGDGVLPV 

CVVLEVDV 


977 '1 


40139 


A 


9832 




670 


MESD1GRKGGK.DPEAGPEHSSD 
SEYTLSEPDSEEEEDEEEEEEET 
TDDPEYDPGYKVKQRLGGGRG 
GPSRRAPRAAQPPAQPCQLCGR 
SPLGEAPPGTPPCRLCCPATAPQ 
EAPA PEG RALGEEEEEPPRAGE 
G RPAGR EKEEEEEEEGT YHCTE 
CEDSFDNLGEL\TGTSCCMPGV 
RCRQSPHTGSLAEGVGWEEGA 
EEIGVVTVVMGDGVLPVCVVL 


9772 


40140 


A 


9833 


3 


512 




9773 


40141 


A 


9834 


3 


815 


MLYSRGPQPMGHGPVLVCGLL 
GTGCTAGAQELREAYTSISSQID 
QAEERISEIEDKLNEIKREDKITE 
KRMKRNEQSLQEIWDYVKRPN 
LRL1GVPKSDVENGTKLENTLQ 
DIIQENFPNLARQANVQIQEIQR 
TPQRYSSRRATPRHIIVRFTKVE 
MREKVMLRAAREKGRVTHKGK 

FNILKGKNFQPRISYPAKLSFISE 
G EI KYFTDKQM LKDF VTT/RPA 
LKELLKEALNMERNNWYQPLQ 
KHAKL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


9774 


40142 


A 


9835 


1 


561 


MVNGRJPQAPSQFSHLARLHPA 
PSPNSDPSPFLAELLLMPSVIGL 
TPSYPSRFSSESTFLQEAFPDLC 
QAEDPVYANGGLNYSYRGYGA 
LSSNLQPPASLQTGNHSNGPTD 
LASMKGGAFTTSTTPTPTPSSTST 
SRPVPTAQLSPTEISAVRQLIAG 
YRESAAFLLRSADELENLILQQ 
NRPRRHL 


9775 


40143 


A 


9836 


2 


226 


KGVQFQFSSYG*PVFPTPFIK*G 
VLSPLFVFLRFLKDQMVVDV*H 
YF*GLCSVPLVYISVLVLVPCCF 
FFTVAL 


9776 


40144 


A 


9837 


2 


350 


YKVSKPKAQLCSQQVKYLWLK 
LSKGTRALSEERJQPILAYPHPK 
TLKQLRGILG I TG FCRI WIP\R* S 
SPTGQE/FSLYVTEETGIALGILT 
QVQGTSLQPMEYLNKEIDELDQ 
GRTH 


9777 


40145 


C 


9838 


213 


365 




9778 


40146 


A 


9839 


1 


1923 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


9779 


40147 


A 


9840 


1 


2091 


MVLVVVAVVVVVLVVAV1VV 

VVVVVAAVVVGAVVVVVVVV 

MVVVVVVVWEEDNQHKTGA 

MNNNTAKNPQQSPFHSPATST 

GAEATQMRRNQKTNPHNMTK 

QVSLTPPKITLAHQQWIQTK.KK 

YLIYLKKHSGVNKIPRNPTYEG 

CEGPFQGELQTTAQQNKGGHK 

QTEDHSMLMDRKNQYCENGH 

TAQAVPNPYTLLSQ1PEDAEWF 

TVLDPKHAVFCIPVHPDSQFLF 

AFEDPSNPMSQLIWTVLPQGFR 

NSPHLFGQALAQDLSQFSYLDT 

LVLRYMDDLLLATHSETLCHQ 

ATQALLNFLATCGYKVSKPKA 

QLCSQQVKYLGLKLSKGTRTLS 

EERJQPILGYPHPKTLKQLTAFL 

G 1 TG FCQI Wl PRY S K 1 A RPLN TRI 

KETQKANTHLVRWTPEAEVAF 

QALKKALTHAPVLSLPVGQNFS 

LYVTEKATGIALGVLT/PGTSAQ 

LAELIALTRAPELGEGKRVNIY 

ANSIGREREFLTSKGTLVKHQE 

AI KRLLLA VQKPKE V A VLHC W 

GHQKGKERE1EENRQADIEARR 

A ARQDPPLEMLTEG PL AFELA 

MATARAELSLA1HHCCLPPPPQ 

TRCWLPSLRIRQGVCCIPDPAR 

A I TLTAWPK1PFLG 1 RKAKNPQ V 

REHEACHHLGSGLPPFWKWPT 

TILGALGARTPGNTGSTYTF1GY 

TYTSPV1FILSWQYVYFHGLYY 


9780 


40148 


A 


9841 


1 


1284 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=pnssible nucleotide insertion) 


9781 


40149 


A 


9842 


1 


1522 


MVAPGSVTSRLGSVFPFLLVLV 

DLQYEG AECG VNADVEK H L EL 

GKKLLAAGQLADALSQFHAAV 

DGDPDNY1AYYRRATVFLAMG 

KSKAALPDLTKVIQLKMDFTA 

ARLQRGHLLLKQGKLDEAEDD 

FKKVLKSNPSENEEKEAQSQLI 

KSDEMQRLRSQALNAFGSGDY 

TAAIAFLDKILEVCVWDAELRE 

LRAECFIKEGEPRKAISDLKAAS 

KLKNDNTEAFYKISTLYYQLGD 

HDCSFSEFRDVLNLDQDHKRVC 

FAHYKQVKKLN K.LIESAEEL1 R 

DGRYTDATSKYESVMKTEPSIA 

EYTVRSKERIC\IICF\SKDEK\PV 

EA 1\RVCSEVLQMEPDN VN ALK 

DRAEAYLIEEMYDEAIQDYETA 

QEHN\ENDQQIREGLEKAQRLL\ 

KQSQKRDYYVKILGVKRNAKK 

QEIIRAYRKLA LQWHPDNFQNE 

EEKKKAEKKFIDJAAAKEVLSD 

PEMRKKFDDGEDPLDAESQQG 

GGGNPFHRSWNSWQGFNPFSS 

GGPFRFKFHFN 


9782 


40150 


A 


9843 


5 


519 


LTCQEEHK.K.KHPDSSVNFVEFS 
KKCLERWKTTSAKErC/SKFEEK 
AKSDKARCDREIK.N YI PPKCKK 
GRPPSAFFLFCSEHRPK1KSGHP 
GLFVVETAKKLGEMWSGQSAK 
DKQPYEQKAVKLQERYEKGIA 
AYRAKGKSEAGKKGSKKNKPE 
DEEEEEEKEDEDEEEEGEDEE 


9783 


40151 


A 


9844 


1 


3140 


YSIATVLAAEEKLDPRRDEAKR 
LRPQRNFNITFTHGTVFRPLTLE 
STFFNSALLFTTIKQDLPPLPKTI 
ITNAFHRFRNHHQTGFKLSAAN 
QRGPLAATLSGPGGEGQSAVA 
RLTGEKKNHPGAQYANRLSPR 
VGRFINAAGTTGFPTGKRARSD 
SSLAKENNQKAYKETYGVSH1T 
RHDMLQIPKQQQNEKYQVPQF 
DQSTIK.NIESAKGLDVWDSWPL 
QNADGTVAEYNGYHVVFALA 
GSPKDADDTSIYMFY 
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SEQ ID 
NO: 


SEQ Il> NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9784 


40152 


A 


9845 


2 


604 


FLELPPAAAAAVLSASPGALER 
EARSPRSPQTADTSPRPRAPAC 
APSRARAMPSDRPFKQRRSFAD 
\RCKEVQQIR\DQHPSKIPV\IIER 
YKGEK.QLPVLDKTKFLVPDHV 
NMSEL VK I IRRRLQLN PTQAFFL 
LVNQHSMVSV\STPTADIYEQEK 
DEDGFLYMVYASQETFGF*ASS 
PCLSAHLPLTHPRLCPPPGPAHP 


9785 


40153 


A 


9846 


3 


303 


RDQHPSKIPVIIERYKGEKQLPV 
LDKTKFLVPDHVNMSELVKIIR 
RRLQLNPTQAFFLLVNQHSMVS 
V STPI AD I Y EQE K DYEDGFLYYM 
VYGLPGKPFGF 


9786 


40154 


A 


9847 


254 


2110 




9787 


40155 


A 


9848 


234 


1904 




9788 


40156 


A 


9849 


5 


189 




9789 


40157 


A 


9850 


1 


1546 


MASASSQPSLAVGFSSFDPGAP 

SCTASSASGILSPTASEVPYASG 

MPIKKTGHRGVDSSGETTYKKT 

TSTALKGAIQLG1TYTVGSLSTK 

PERDVLMQDFYVVESIFFPSEGS 

NLTPAHHYNAFRFKTYAPVAF 

RYFRELFG1PPDDYLCSLCSEPLI 

ELCSSGASGSLFYVSSDDELIIK 

TLQHKEAEFLQKLLPGYYLNLS 

QNPRTLLPKFFGLYCVQTGGKN 

IRJVVMNNLLPRSVKMH1KYDL 

KG STYK RRASQKEREKPLPTFK 

DLDFLQDIPDGLFLDADTYNAL 

CKTLQRDCLVLQSFKIMDYSL 

WLS1HNIDHAQREPLSSDTLQV 

SIDTQRLAPQKALYSTAMEFIQ 

GEARLGDTMEADDHMGGIPAQ 

NSKGERLLLYIGIIDILQSYTFLK 

KLEHSWKAVVHDGDAVSVHR 

PGFYAERFQHFMCNAVFKKIPL 

KPSPSKKFRSGLSFSLHTGSSGN 

SCITYQPLVSEEHK.SQVIKVQVE 

PGVHLGRSDVLPQTSE\PPLEEIT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9790 


40158 


A 


9851 


233 


2051 


AGPGAGSTCLREARRGRGGGP 

QNAGSVKRRWEDSIPRRGRTGL 

KESQAAEGEGAAK.MASASSGP 

SSSVGFSSFDPAVPSCTLSSASGI 

KRPMASEVPYASGMPIKKJGHR 

SVDSSGETTYKKTTSSALKGAI 

QLGITHTVGSLSTKPERDVLMQ 

DFYVVESIFFPSEGSNLTPAHHY 

NDFRFKTYAPVAFRYFRELFGI 

RPDDYLYSLCSEPLIELCSSGAS 

GSLFYVSSDDEFIIKTVQHKEAE 

FLQKLLPGYYMNLNQNPRTLLP 

KFYGLYCVQAGGKN1RIVVMN 

N LLPRS VKMHIKYDLKGSTYK 

RRA SQKEREKPLPTFKDLDFLQ 

DIPDGLFLDADMYNALCKTLQ 

RDCLVLQSFKIMDYSLLMSIHNI 

DHAQREPLSSETQYSVDTRRPA 

PQK\ALYSTAMESIQGEARRGG 

TMETDDHMGGIPARNSKGERL 

LLYIGIIDILQSYRFVKKLEHSW 

KALVHDGDTVSVHRPGFYAER 

FQRFMCNTVFKKIPLKPSPSKKF 

RSGSSFSRRAGSSGNSCITYQPS 

VSGEHKAQVTTKAEVEPGVHL 

GRPDVLPQTPPLEEISEGSPIPDP 

SFSPLVGETLQMLTTSTTLEKLE 


9791 


40159 


A 


9852 


30 


298 


EPFIFLFIYLF1YLFFETESRPV1Q 
AGVQWCNLSSLQPLPTGFKQFS 
\CLSPLTSWDYRHPPPCPANFCS 
FSRDGVSPCWPGWSQTPDLR 


9792 


40160 


A 


9853 


3 


938 




9793 


40161 


A 


9854 


208 


870 


LGMAGRLFTVNLQSPLNPSTLL 
AEVCVEQCTLMDSKMKPLWIM 
YSNEEAGSGGRVSVSLKRDDD 
LWQDMLTMQTIRLMDVPDTIA 
N IQLNNRN M DGGNEEFTLSC A 
GYCVATYVLG1GDRHSDNIMIR 
A SGQLFHIDFCH FRQR VPFI LTY 
DFVHVIEQGKTNN/SEKFERFRG 
YCERA\YTILRRHGLLFLHLFAL 
MQAAGLPELSCSKDIRYLKDSL 
VHPL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9794 


40162 


A 


9855 




790 


VEELSKKLADSDQASKVQQQK 

LKVGQLGEWVWPLDKGGKLFS 

KLWGRGGLVYKWFLL1YKISY 

ATGIVGYMAVMFTLFGLNLLF 

KIKPEDAMDFG1SLLFYGLYYG 

VLERDFAEMCADYMASTIGFY 

SESGMPTKHLSDSVCAVCGQQI 

FVDVSEE/EDH*EHRCS/CFHEF 

CIRGWCIVGKKQTCPYCKEKV 

DLKRMFSNPYPLLGSLLGVGCG 

KKVLASVTCIWVLLGPSLLPPT 

RTCQTMNNKKIMKVMMRIKR 

MMTDTMAS 


9795 


40163 


A 


9856 


1 


1005 


FRGRAVKMAAVVEVEVVGGA 
AGERELDEVDMSDLSPEEQWR 
VEHARMHAKHRGHEAMHAEM 
VLILIATLVVAQLLLVQWKQRH 
PRSYNMVTLFQMWVVPLYFTV 
KLHWWRFLVIW1LFSAVTAFVT 
FRATRKPLVQTTPRLVYKWFLL 
IYKISYATG1VGYMAVMFTLFG 
LNLLFKIKPEDAMDFGISLLFYG 
LYYGVLERDFAEMCADYMAST 
IGFYSESGMPTKHLSDSVCAVC 
G QQIF VD V SEEG DH\ETT YRLSC 
NHVSHEFCIRGWCIVGKKQTCP 
YCKEKVDLKRMFSNPWERPHV 
MYGQLLDWLRYLVAWQPVIIG 
VVQGrNYILGLE 


9796 


40164 


A 


9857 


28 


267 


LN1GKGDSKKPRGKMSSYAFFV 
QTCREEHKKQHPDASVNFSEFS 
YKKDIAAY*AKGKPDAAKKGFI 
KAEKSKK KK.EEEED 


9797 


40165 


A 


9858 




194 


MGKGDPKKLRGKMSSYAFFVQ 
TCQEEHKKQQPDASVNFSEF/S 
KKCSERWKTMSAKEKSEDMA 
KL 


9798 


40166 


A 


9859 


241 


958 


HQIF1LFFRKITKHGQRRSLRSPR 

GKMSS\FAFF\VQTCREEHKKRH 

PDASVN\FSEFSKKC/SQRGWKT 

MS\SKEKGKF*RYGQKRDKAR 

YER\EMKTYYPS\KGGDQKRSF 

KDPNAPQGGPPFGPSFLF\CSEY 

DP(t / ii ( 'DPnupr;i c ir:r*\/ avi/i n 
Krts.1 KKc.L'ri ru LolOL/ V AJvivLU 

EMWELTLLQ/SDKQPYEKKAA 

KLKEK.YE1CD1AAYRAKGKPDA 

AKKGVVKAEKSKKKKEEEEDE 

EDEEDEEEEEDEEDEEDEEEDD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9799 


40167 


A 


9860 


2536 


2909 


KSGVPGSRFSSSDKSDTGVTGL 
FSTYFLK.SDFQLQLID1SASTAS 
KSLFSAVLFQEYILSFGLSE1ISTL 
SSAVCWREAPKLSMVGCLAAG 
GKLTGC*AAGCLATDGRTETL 
DAAPAAAALSAV 


9800 


40168 


A 


9861 


5 


1752 


KCTICLRNS/IAVCCGCGQGLSG 

YLNGEGADGAERGGGGSGVEC 

LRAPVCGQAASSI -AASQLA AG 

GQAANHAQLRCLSPADCALML 

FIQVEVLTNSIAMVSVHLEKQP 

LKLVLGELGFRSPAGEEQATPV 

VGGEGLGCIEDSAAVAEGGIAI 

GGIVG1NTALQEVLKPHTIKMQ 

RNNAQLSRRKEPKEGLCGERG 

QDRMSRAKGSSSKGKELPPGCR 

RVTMKPLLVRETQEGQAAERG 

AEEQLQTLGPFAVYRDSPSKNF 

YKRDKMLKGLEEAKVNFVWR 

TNEGFLEEDAGQEFG1QKAVTP 

ALCPSRKAEVPLSCLTLKLSED 

GKAKKAPYNTGPLGLLHLSMC 

SHSRKGFEQLWQLNSGK.LLQG 

PRDSVEGSARRAETAVHCPAVL 

HFAPALLLAALRCQRDLESAAA 

PSHTRSCQHPRLLSGAVQTAGF 

SNPPKVVIQIKWNFLVMLLNFP 

GSTK.L1ARLKQQMNYKEMASQ 

RLTQSMLPHRSRL1GAGPCNRC 

VHPEP V I VTLFG QK VF ARI I K.KN 

QTCLLCSQIWCAHYQQGWICA 

WLAGFGKIYIFSTIGVIDTLSSG 

H1HLQPNCTARDSASWESPA 


9801 


40169 


A 


9862 


1 


668 


MWRLVIQDAKDENGVLVGNR 
VLAHSSLAVLSCLALNNRR1SG 
WTP/CG PSG S PPGFMGRRGTST/ 
RLPTG**CPEGQPPRCPCG*ASG 
CASSPAECRMPATHLPGNSGRV 
PFPPGPVNYSPLRLQAPEQVTG 

o/orWrr o/lvVL.UrLrLcui\rrr 

F/RLPPRPRPAGVAAGSSWGHS 
AASVRRSPGRRPEGESIHPRPPA 
SRLPWLRATREEEAGAPKLGED 
SYPNF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9802 


40170 


A 


9863 


2 


624 


FMG RRGTSTPFPL A DNAPRGSP 
PGAHVVGGWDPDLRRAPVTGF 
SCSGSCSQRGAADWESFPRSPP 
CRASGCASSPAECRMPATHLPG 
NSGRVPFPPGPVNYSPLRLQAP 
EQVTGS/SPWPFS/RPVLGPLPLE 
GS\PPPF/RLPPRPRPAGVAAGSS 
WGHSAASVRRSPGRRPEGESIH 
PRPPASRLPWLRATREEEAGAP 
KLGEDSYPNF 


9803 


40171 


A 


9864 


51 


225 




9804 


40172 


A 


9865 




276 


AFAAIPTNTLLLEQK.ALDEPAE 
TESVSKDNTL*PPVETPTTLPRA 
AGRETKYANLSSPTSTVSESQ/P 
D*AWSNSPSTCKIQNITEKRGGS 
L 


9805 


40173 


A 


9866 


3 


441 


QTNFKGCSKVTSSKLNMSLLW 
TPTGR*GCDRKVEQGPPGDLGT 
AAVRPKSLA1SSSLVS/ACSASK 
TQGTDLKTSSHPEMLHGMAPQ 
QKHGQQYKTKSSYKAFASIPYK 
HIAFGTEDS/STTLPRAAGRETK 
YANLSSPTSTVSESQAD 


9806 


40174 


A 


9867 


123 


417 


SLDLDLFTVSGLLSLDSSG1LTR 
NLEVSAN*VWVGSLLTVGTNV 
KIRGLASEPPAETVSFSSKFLFN 
K.LLFSRFSSSILKENEKERKNER 
HRGSNSV 


9807 


40175 


A 


9868 


153 


1624 


TTRRKSMNPTLSGKYLEDNSDL 

FSEQALDEPAKTESVSKDNTLE 

PPV EL YFPAQLRQQTEELCATI D 

KVLQDSLSMAPSLSPTKQASSS 

LAYMNVERTPSPTLKSNTMLSL 

LQTSTSSSVGLPPVPPSSSLSSLK 

SKQDGDLRG PENPRNIHTYPST 

LASSALSSLSPP1NQRATFSSSEK 

CFHPSPALSSLINRSKRASSQLS 

GQELNPSALPSLPVSSADFASLP 

NLRSSS/APSCQSAHPGAPAQSL 

SSAPT\CGSGTLPSRLGKSESTTP 

NHRSPVSTPSLSISLTRTEELISP 

CALSMSTGPKNKKSKTPTTLPR 

AAGRETKYSKSNDYLTLNAGS 

QQERJDQAKLTCPSEVSGTILQE 

REFEANKLQGMQQSDLFKAEY 

VLIVDSEGEDEAASRKVEQGPP 

GG1GTAAVRPKSLAISSSLVSDV 

VRPKTQGTDLKTSSHPEMLHG 

MAPQQKHGQASAYKGEESNEE 

DWTILKSSRMTNPRKLSDNK1 


9808 


40176 


A 


9869 


1 


762 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9809 


40177 


A 


9870 


1 


537 




9810 


40178 


A 


9871 


490 


681 


MGLVLLHVGKLGSSWLRNGSQ 
ETAGQIISPLSSWHDTGAGAAL 
DFSPGLSCLPVR*GSRRAAPH 


9811 


40179 


C 


9872 


258 


527 




9812 


40180 


A 


9873 


1 


2865 


MLPAFEHQTPSSSAFGLLNLQQ 
WFVRGSRAFGHRLKAALSGSL 
LLKFSDSDWLPCSSACRGPIVG 
LHLVIVYVKSHQNAYRHKNIQL 
KQTLLSCNTTKVRSFIIEVSETR 
NPPAGTNSG HILGTCPG YRY AK 
GKETGKEIIKGPQNPPGYRLCPL 
QAVGGGEFGPTQVHVPFSLSDL 
KQ I R VDLG KFSDDPDRQ YPLRP 
EAHEGLQDILRYLKVQGLVRK 
CSSPCNTRILGVQKPKGQWRLV 
QDLRFINEAVIPL 


9813 


40181 


A 


9874 


3 


177 




9814 


40182 


A 


9875 


255 


1299 


AAVFPLWCWRTRGKCHSLEWR 

PCTVCSWPDSPPKVSAGQALCG 

SETLPLTQTPDIQVPATLESGHP 

ANLLWSAAWKSRKSLIFSWTW 

GTVISLGPRTPHFSEITIIPLPWS 

HGSS1TFQVTFPRFHVTTEMTIQ 

LNVSSPVALENATSLSVLKNQS 

LRFVYVTDSNPPARLSWTWEG 

QALNLSQSSESAVLELPPVESC 

DGGEFVCQAQHPLGSQHVS1 SL 

SVQSDSVISIEEGVLQTLGFTL1R 

G1LMGTSCTFICGFTWICCTSPV1 

PKPGTQSCFSTRDSATLPDACG 

SPGPKRVWMCSESHQPLCAVP 

DEDEQELHYAVLHFHKVQPQE 

PKVTDTEYSEIKIH1C 


9815 


40183 


A 


9876 


27 


385 


ASTTTGSGTSTAAARCTAWSPG 
PL VTA V EKFEAEA AALGQRI ST 

t rw/^CDnDi r*\/t?iv4i Mr*r\r \ai i 
LkJ KAjbr Ur L\J VKMLIN Ul^LlVl LL 

E RTFLNPRA FPEERY YSH VL WA 
/PSHGLRSHIPG\LSNACSRARDT 
ASGSEAWAEG 


9816 


40184 


A 


9877 


160 


480 




9817 


40185 


A 


9878 


19 


433 


GLDHGWAGDRWRTRPVVGAG 
EGRAPRLNSPSGQIRSPGPGDLS 

IVnWWIRVFNBQQPVVf;! ywnp 
1 1 U1N Wlrv i r rNrvoor V I OLVr\ur 

SSHQAVARTAGSVILRLSDSFFL 
PLKVSDYSETLRSFLQAAQQDL 
GALLEQHSISLGPLVTAVEKFE 
AKAAAL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9818 


40186 


A 


9879 


1 


996 


MALSKERSTVTRTQWARKTML 

QGETIQISESVSTYLRPYSVSGT 

VLGTNMSKTSAR1YPTYHTAFD 

TFDYVDKFLDPGFSSHQAVART 

AGSVILRLSDSFFLPLKVSDYSE 

TLRSFLQAAQQDLGALLEQHSI 

SLGPLVTAVEKFEAEAAALGQR 

ISTLQKGSPDHVLWA/PSHGLRS 

H1PG\LSNACSRARDTASGSEA 

WAEVQRQLSIVVTALEGSVEAL 

HEVLQLPAALRACPPLRKALAV 

DAAFREGNAARLFRLLQTLPYL 

PSCAVQCHVGHARREALARFA 

R A FSTPKGQTLPLGFM VNLLA 

WMDSGKHGTCARPTGCPWTER 

RELCS 


9819 


40187 


A 


9880 


66 


744 


RAHEDRERSGVQ1RTQSWNGG 

KREKDFLHQSG\LETLLMKGC 

WRKSKTSARIYPTYHTAFDTFD 

Y VDKFLDPG FSSHQA VARTAG 

SVILRLSDSFFLPLKVSDYSETL 

RSFLQAAQQDLGALLEQHSISL 

GMHSPDPEVRMLNDQLMLLER 

TFLNPRAFPEERYYSHVLWA/PS 

HGLRSHIPG\LSNACSRARDTAS 

GSEAWAEVQRQLS1VVTALEG 

AAATLRPVADL 



1297 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9820 


40188 


A 


9881 


2 


2241 


PRVRRMQWTKVLGLGLGAAA 

LLGLGI1LG H FA 1 PKKANSLAPQ 

DLDLEILETVMGQLDAHR1REN 

LRELSREPHLASSPRDEDLVQL 

LLQRWK.DPESGLDSA EASTYE 

VLLSFPSQEQPNVVD1VGPTGG1 

IH SCHRTEEN VTGEQGGPD V VQ 

PYAAYAPSGTPQGLLVYANRG 

AEEDFKELQTQGIKLEGTIALTR 

YGGVGRGAKAVNAAKHGVAG 

VLVYTDPADINDGLSSPDETFP 

NSWYLPPSGVERGSYYEYFGDP 

LTPYLPAVPSSFRVDLANVSGF 

PPIPTQPIGFQDARDLLCNLNGT 

LAPATWQGALGCHYRLGPGFR 

PDGDFPADSQVNVSVYNRLEL 

RNSSNVLGIIRGAVEPDRYVLY 

GNHRDSWVHGAVDPSSGTAVL 

LELSRVLGTLLKKGTWRPRRSI 

VFASWGAEEFGL1GSTEFTEEFF 

NK.LQERTVAYINVDISVFANAT 

LRVQGTPPVQSVVFSATKEIRSP 

GPGDLSJYDNWIRYFNRSSPVY 

GLVPSLGSLGAGSDYAPFVHFL 

GISSMDIAYTYDRSKTSARIYPT 

YHTAFDTFDYVDKFLDPGFSSH 

QAVARTAGSV1LRLSDSFFLPLK 

v^riVQPXi i?w:t"i ha Annni p,a i 

V oU i i>o 1 LK&r LyAAyyULuAL 

LEQHSISLGPLVTAVEKFEAEA 
AALGQRISTLQKGSPDPLQVRM 
LNDQLMLLERTFLNPRAFPEER 
YYSHVLWAPSHGLRSH1PG\LS 


9821 


40189 


A 


98 . 82 


1 


1962 
















MEYYAALKKDEFMSFVGTWM 
KLETIILSKV\CQGQKVKHHMFS 
LTGALLVRGPWA 


9823 


40191 


A 


9884 


1 


378 




9824 


40192 


A 


9885 


1 


681 




9825 


40193 


A 


9886 


1 


3174 


MEYYAAIKNDEFMSFVGTWM 

KLETI1LSKLLQGQKTKHRMFSL 

IGSIIVKVPSSLQAHLQLSGKEV 

DVNSEVHVQEMAEARKDDVV 

TVTDAEKALDK1QHLFMVKTLS 

KIGIQGTYLNVIKAIYDKPTANII 

LNGEKLKAFPLRNETRQGCPLS 

PLLFNTVLKVLARAVRQEKEIK 

GIQIGKEEVILSLFADDMIVHLE 

NPIVSAQNLLKLIDNFSKVSGY 

K1NVQKSQAFLYTNNRQTESQI 

MSELPFTIASER 


9826 


40194 


B 


9887 


1 


352 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9827 


40195 


A 


9888 




430 


FFFPLPVAGLRRPRPRLGPVPPR 
PRVPPPQDRAATMKK.FFQEFKA 
DIKFKSAGPGQKLKES VGEKAH 
KEKPNQPAPRPPRQGPTNEGTD 
GSRCCPQP/WLEQKQSRAWGPH 
IAGHHPKPGEKGTSSRSHRQRE 
PRGPRDQRG1 


9828 


40196 


A 


9889 


1 


1062 


MKKFFQEFKADIKFKSAGPGQK 
LKESVGVWGRPNGLMSVKGN 
CECGNLWLLYPEVAALAAEAE 
GPEVGSVEDQRRQQGYFVRLG 
SLSARIRHLAYEHSVGKLRQSK 
HRAQDTLAQLQETLELVDHMP 
CGVTPTAPARPGKVHELWGEW 
RQRPP/REPPPE\QAELETLVLAR 
SLTHELQGTVEALEFSVWGLPA 
GAQEKVAEVRRSVDALQTAFA 
DARCFRDVPAAALAEGRGRVA 
HAHACVDELLELVVQAVPLPW 
LVGPFAPILVERPEPLPDLADLV 
DEVIGGPDPRWAHLDWPAQQR 
AWEAEHRDGSGNGDGDRMGV 
AGD1CEQEPETPSCPVKHNPDA 
RAGLLTHGPVEAG 


9829 


40197 


A 


9890 




285 




9830 


40198 


A 


9891 


2 


138 


FFFLGFHVFYSIPLIPRDNSF*GV 
FSSLDL1TAVFVTLAELRSVT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9831 


40199 


A 


9892 


121 


2320 


EM AFQKA VKGTl LVGGGALAT 

VLGLSQFAHYRRKQMNLAYVK 

AADCISEPVNREPPSREAQLLTL 

QNTSEFDILVIGGGATGSGCAL 

DAVTRGLKTALVERDDFSSGTS 

SRSTKLIHGGVRYLQKAIMKLD 

IEQYRMVKEALHERANLLEIAP 

HLSAPLPIMLPVYKWWQLPYY 

WVGIKL\YDLVARKANCLKSSY 

VLSKSRALEHFPMLQKDKLVG 

AIVYYDGQHNDAXRMNLAIALT 

AA\RYGAATANYMEVVSL\LKK 

TDP\QTGK\VHVSGARCKGCPST 

GQEFDVRAKCV1NATGPFTDSV 

RKMDDKDAAAIACQPSAGVHIV 

MPGYYSPESMGLLDPATSDGR 

VIFFLPWQKMT1AGTTDTPTDV 

THHP1PSEEDINFILNEV\RNYLS 

CDVEVRRGDVLAAWSGIRPLV 

TDPKSADTQSISRNHVVD1SESG 

LITIAGGKWTTYRSMAEDT1NA 

AVKTHNLKAGPSRTVGLFLQG 

GKDWSPTLYIRLVQDYGLESEV 

AQHLAATYGDKAFEVAKMAS 

VTGKRWPIVGVHLVSEFPY1EA 

EVKYGIKEYACTAVDM1SRRTR 

LAFLNVQAAEEALPRJ VELMG R 

ELNWDDYKKQEQLETARK\FL 

YYEMGYKSRSEQLTDRSEISLL 

PSD1DRYKKRFHKFDADQKGFI 

TIVDVQRVLESIMVQMDENTLH 

EILNEVDLNKNGQVELNEFLQL 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9832 


40200 


A 


9893 


1 


2020 


MLKPLMGGGAHRRAAAGARK 

WDGTA1IASTSGLEVLWVTTSR 

SKTVESVGLAKPGQHNDARMN 

LA1ALTAARYGAATANYMEVV 

SLLKKTDPQTGKVRVSGARCK 

DVLTGQEFDVRAKCVINATGPF 

TDSVRKMDDKDAAAI\CQA\SA 

GVHIVMPGYYSPESMGLLDPAT 

SDGRVIFFLPWQKMTIAGTTDT 

PTDVTHHPIPSEEDINFILNEVR 

NYLSCDVEVRRGDVLAAWSGI 

RPLVTDPKSADTQSISRNHVVDI 

SESGL1TIAGGKWTTYRSMAED 

TINAAVKTHNLKAGPSRTVGLF 

LQGGKDWSPTLYIRLVQDYGL 

ESEVAQH LAATYGDKAFEVAK 

MASVTGKRV/WPIVGVRLVSDF 

PYIEAEVKYG1KEYACTAVDMT 

SRRTRLAFLNLQAAEEALPRLL 

ELMGRELNWDDYKKQEQLET 

ARKFLYYEMGYKSRSEQLTDR 

SEI SLLPSD1DRYKRRCHKFDAD 

QRGFMTVVEVQRVLESINVQM 

DENTLHEILNEVDLNKNGQVEL 

NEFLQLMSAIQKGRVSGSRLAI 

LMKTAEENLDRRVPIPVDRSCG 

GLYFCVRNWWVLGLTDFKNE 

AADPSGVKLQTFTVSVTALKV 

ARLELFVSPGGLVVLLGSGVKL 

QIFAPNMAMHNKAAPPQIPDTR 

RELAELVKRKQELAATLAKFG 


9833 


40201 


A 


9894 


2 


593 


ISSAVEFETSQLSGLWTEQSAA 
RSRGEN1VCGPQGPRG/GPWVP 
AEPTGSPVVSEEPLDLLPTLDLR 
QEMPPPRVFKSFLSLLFQGLSVL 
LSLAGDVLVSMYREVCSIRFLF 
TVVSLL\NLFLSAFWLGLLYLVS 
PLENEPKEMLTLSEYHERVRSQ 
GQQLQQLQAELDKLHKEVSTV 
RAANSERGAKLVFQRLNEGFV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9834 


40202 


A 


9895 


1 


1105 


MRRSSRPGSASSSRKHTPNFFSE 
NSSMSITSEDSKGLRSAEPGPGE 
PEGRRARGPSCGLLFQGLSVLL 
SLAGDVLVSMYREVCSIRFLFT 
AVSLLSLFLSAFWLGLLYLVSP 
LEN EPKEMLTLSEYHERVRSQG 
QQLQQLQAELDKLHKEVSTVR 
AANSERVAKLVFQRLNEDFVR 
KPDYALSSVGAS1DLQKTSHDY 
A DRNTA YFWNRFSFWN YARPP 
TVILEPHYFPGNCWAFEGVQGQ 
VVIQLPG/HECTLSDITLQHPPPS 
VEHTGGANSAPRDFAVFFLLSF 
FTHQGLQVYDETEVSLGKFTFD 
VEKSE1QTFHLQNDPPAAFPKV 
K.1QILSNWGHPRFTCLYRVRAH 
GVRTSEGAEGSAQGPH 


9835 


40203 


A 


9896 


10 


395 


VEPGKRLIDR1VET1CSCFQGPQ 
TDEGVQLQIIKALLTAVTSPHIEI 
H EG Tl LQT VRTC YN I Y L A S KNL1 
NQTTAKATLTQML/NHARSDSG 
KVSTENGDAPRERGSSLSGTN\ 
DGAQEVVKDILEDVVT 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9836 


40204 


A 


9897 


1 


1698 


MLGTSVEDIAQFLHQEERLDST 

QVGDFLGDSARFNKEVMYAYV 

DQLDFCEKEFVSALRTFLEGFR 

LPGEAQKIDRLMEKFAARYIEC 

NQGQTLFASADTAYVLA YSI 1 M 

LTTDLHSP/PDLEMHQPAGARS 

ADRNRCEDALPVWIWA*KRRE 

PEGPH1GRRRVHGPWPR*FGEW 

RSG*KTDGQLPRJGW*DQLAEC 

GCSCGQDFYWVYQTGWKCNS* 

LCPLAVCCVHG*TGFPPPSSHV 

QLA EDCGDII LQH ESDPTTV VS 

NMACDWRSLQ*DKL*MLGTSV 

EDIAQFLHQEERLDSTQVGDFL 

GDSARFNKEVMYAYVDQLDFC 

FKEFVSALRTFLEGFRLPGEAQ 

KI DRLMEKFAARYI ECNQGQTL 

FASADTAYVLAYS1IMLTTDLH 

SPQ1LKCISQLELAQLIGTGVKT 

RYLSGSGREREGSLKGHTLAGE 

EFMGLGLGNLVSGGVDKRQM 

ASFQESVGETSSQSVVVAVDRI 

FTGSTRLDGNAIVDFVRWLCA 

VSMDELASPHHPRMFSLQK1VE 

ISYYNMNR1RLQWSRIWHVIGD 

HFNKTSCDRLRELHVSEVFTVI 

TETRETKGPRDTP1 FIETLVKVK 

Lbt>r KrbbKr IMiVlb 1 rKVLLMj 

a \/i cd \v\ a r.nrni nupiuvc cw\ 
A V L^KJUAU^t^LUivKJn I t>vIN 

DLVEYSPVTEKHLTDGMTVRE 
LCSAAITMSDNTAANLLLTTIG 


9837 


40205 


A 


9898 


1 


492 




9838 


40206 


A 


9899 


1 


3555 




9839 


40207 


A 


9900 


1 


4145 


MFVLKVGCPSLLLRDPRRSLLH 

YTCFTSVPVLVQVGCNPNEDV 

A1FAVDSLRQLSMKFLEKGELA 

NFRFQKDFLRPFEHIMKKNRSP 

TIRDM AIRC I AQM VNSQ A AN 1 R 

SATIFQHHFPAAIDSFQDAVKCL 

SEFACN A AFPVDTSM EA I RL1RF 

ULifN I L\icKrK.VLLD I lolJIJMfM 

VAPGDRVWVRGWFPILFELSC1I 
N RCKLD V RTRG LT VMFEIM KS 
YGHTFEKHWWQDLFRIVFRIFD 
NMKLPEQLSEKS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


9840 


40208 


A 


9901 


1 


5477 


MQESQTKSMFVSRALEK1LADK 
EVKRPQHSQLRRACQVALAWK 
LLLIAPLAVGKATPVKMWSNK 
VEQLTVMNMHSAEQETDEIKA 
EIEK.QRLGTAAPPKANFIEADK 
YFLPFELACQSKSPRVVSTSLDC 
LQKLIAYGHITGNAPDSGAPGK 
RL1DRIVETICSCFQGPQTDEGV 
QLQIIKALLTA VTSPH IE1HEGT1 
LQTVRTCYNIYLASKNL1NQTT 
AK.ATLTQMLNVIFTRMENQVL 
QEARELEKPIQSK 


9841 


40209 


A 


9902 


2 


740 


TGWEGRAEAEVPQDDRREPRH 
S/IEVEEEDQK.LVSASLEP1GG/P 
PDCPQKPQ\PQCPLSPSKKWGC 
DLCL*QHKLAQKWRREISTSVP 
SQPGLGPGRTADTGPSLPIATPA 
GQEAGRTPAPPAWSAFDLDST 
VVKMEKGWICS*KYTRSQASC 
SELPRRLGRAGPTEELGMPTQE 
VAPLPARG*GPESLPL/ASRQEF 
LSGRTVRVKLGLPLPLTEGKIV 
LPGGEGGSPHVCPSPWIIERRTA 
DQGVVAE 


9842 


40210 


A 


9903 


1 


1376 


MPSSSVGPARPSLRGSSEQLAW 

LRGIFSYRSSPPPSPQQSSPNQTR 

SRQHYAPSVFEKYTASVTVGSK 

EVTLNLYDTAALAGPWPALHS 

WRPLRGAGCGALEAK.PYTKQ 

WAALGPPMVPGLLRYLLWSLQ 

TLATPGQRPREGPH A HTPRAEA 

TAGQEPARDPKGSARNPEPQRP 

RGKGVRAAPKQGVRGMSIPAQ 

PHASTRAGSERRSE\QRRLLSSF 

TGSCDSDLLKFNQLKFRKKKLK 

FCK.SHIHDWGLFAMEPSGDPLE 

SAWIHARNAPTTTPSQTPHPPPR 

EAGNPNPPPRAPEARGPGHDKA 

AQKACVHGGPNTQHPRPQPEP 

AVPPAALAPPPKHQLSSQASSPS 

RLGRAAERPHKTQQRQTPTHT 

GPFIAAATAEHAPQALPPPAPAP 

HYNRTRPAQLRNPPTPKKGSEE 

PAQPTKHTPATPAKRDPKGGG 

ARRRPARPLQPHSGGEEDEKES 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9843 


40211 


A 


9904 


724 


2076 


KLCPCLYHFFHTNVQRHAPFVA 

NPFLLTHIQISTKHPA1VGTTELL 

LCVGGVQRVLQLAPQRLQLLA 

QVPALLLRLGPGHTLRLQVLLG 

LGQGCLSLPQGFQQLGPGPTLV 

FCPLPELLEEDAVGEALATDAD 

ALQDPVAAKLVQHQPWLQLPG 

LGKQPPPLPVSQLEVGRAVPLH 

HPQGALLLLALLEGLQSLLPRV 

HSPFLHDTFRRHRPVPASLQLN 

SFEQLCITTPQKLQQLFNHTMF 

VSPPAVNVQANPAGLLALLDEE 

CWFPK.ATDKSFVEKVAQEQGG 

HPKFQ\RPRHLRDQADFSVLHY 

AGKVDYKANEWLMKNMDPLN 

DNVAALLHQSTDRLTAEIWKD 

VEGIVGLEQVSSLGDGPPGGRP 

RRGMFRTVGQLYKESLSRLMA 

TLSNTNPSFVRCIVPNHEKRAG 

KLEPRLVLDQLRCNGVLEG1RI 

CRQGFPNRILFQEFRQ 


9844 


40212 


A 


9905 


2 


480 


VGCMGCSKGPWRQAFQVDVH 
VSDLALPQCRLQTGMRGAFGK. 
PQGTVARVH1GQVIMSIRTKLQ 
NKEHVIEALRRAK.FKFPGRQKV 
CSAAAPFSHLCPRPPDSVLSIAP 
*IHISKKWGFTKFNADEFEDMV 
AEKRLIPDGCGVKYIPSRGPLD 
KWRALHS 


9845 


40213 


A 


9906 


1 


485 


SDEYDQLCSEALVGAQICAKK 
YIVKCCGKNGFHIRVRLHPFHV 
ICrNRMLACAGTDRLQTGMGG 
AIGKP\QGTVARILIGQVIMSIRT 
KLQNKEHVIEALRRAKF1CFPGR 
QKIHISKKWGFTKFNADEFEDM 
VAEKRLIPDGCGVKY1PSRGPL 
DKWRALHS 


9846 


40214 


A 


9907 


198 


452 


DYYLEGL1NHIVHHDHFLNLQN 
HSSNLPVAE1CYR*RYRKKVQQ 
RIIIAKDYTTELFSNR*LFN 
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SEQID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9847 


40215 


A 


9908 


2 


1968 


SYLHCK.WATMEELEKDPRIAQ 

KIKRFRN KQAQMKHIFTEPDED 

LFNPDYVEVDRJLEVAHTKDAE 

TGEEVTHYLVKWCSLPYEEST 

WELEEDVDPAKVKEFESLQVLP 

EIKHVERPASDSWQKLEK.SREY 

KNSNQLREYQLEGMNWLLFN 

WYNRKNCILADEMGLGKTIQSI 

TFLSEIFLRGIHGPFLIIAPLST1T 

NWEREFRTWTEMNAIVYHGSQ 

ISRQMIQQYEMVYRDAQGNPL 

SGVFKFHVV1TTFEMILADCPEL 

KK1HWSCVIIDEAHRLKNRNCK 

LLEGLKLMALEHKVLLTGTPLQ 

NSVEELFSLLNFLEPSQFPSETA 

FLEEFG DLKTEEQVKKLQSI L K.P 

MMLRRLK DDVEKNL APKQETI 1 

EVELTNIQKKYYRAILEKNFSFL 

TKGANQHNMPNLINTMMELRK 

CCNHPYLFNGAEEKILEDFRKT 

H SPDAPDFQLQG\M1QA\AGKL 

VL1DKLLPKLIAGGHKVLIFSQM 

VRCLDILEDYLIQRRYTYERIDG 

RVRGNLRQAAIDRFCKPDSDRF 

VFLLCTRAGGLGINLTAADTC1I 

FDSDWNPQNDLQVPEGRIQKV 

u/cnMC\t/Dij a rtonn\i a a a \ n 
WrJ,l^IVIi> W rKAv^rt^UJN A A A ALL 

QDFGSQLGVQSEETGPFHNRQK 
QDSGNSHTAPRGRESFIKPPSSR 
DLLPLKIQKEGPATNYNS 


9848 


40216 


C 


9909 


223 


402 
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SEQ ID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


.Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9849 


40217 


A 


9910 


1 


1710 


MFEKAARQEWIQVAKSVTRVA 

MSSYTFQK.NPDLISVGEDVEKK 

LELSYAAVTMAWGQYGDYGY 

PYQQYHDYSDDGWVNLNRQG 

FSYQCPQGQVIVAVRS1FSKKE 

ADSVSRASATGPDSGQFFLLER 

VGTCKTTAEAQPQRDDPYLVT 

RTVEGLSRTVEGVGRGLTQAA 

AGEGAGAVEAAW/NSLCGPFSS 

TPMASDEETEA1RGHETRPDDT 

AKNSGA1QQHSQCSWPLYY/RA 

PHSVKRYQTCSNNGLVAGFQS 

RYFESVLDREWQFYCCRYSKR 

CPYSCW/LSLAADQTLMTPGVG 

EAPRKCSSFRKGNRTIEPALTGP 

KSPTYSVGMPSLKLRPNDSHPS 

A VLLLPNF WLTTE YPG H YG EE 

MDMISYNYDYYIRGATTTFSAV 

ERKEERRERKGIGDKKHTEPTV 

LVWAAIPHYLRLGNLRTIEIYFH 

SSGSWKVQDQVDPEEEPARQN 

HRDRVPCHTPPLGGQEGDSQPV 

VMRAKDHYELEKQKALGQVE 

DEEDLCQQQRLPEQTYGSEEAP 

QEAKKNLGSPEPNSQAGAQKPI 

SMATNRAVFDVTCNFSPHWLQ 

CLQSRSLSPEDPGL 


9850 


40218 


B 


9911 


101 


1237 




9851 


40219 


A 


9912 


1 


622 


NLSDRH RGSHLESQHFQRLKQE 
DLLSPR1QDQPGQHWETLSHINI 
VVIGHVDSGKSTTTGHLIYKCG 
G 1 DKRTIEKFEKEAAEMGKGSF 
KYAWVLDKLKAERVERGITIDIS 
LWK.FETSKYYVTIIDAPGHRDFI 
KNMITG\TSQADCAVL1VAAGV 
GEF\EAGISK\NGQT\REHALPG/ 
YSQKRYEEIVKEVSTYIKKIGYT 
PDTVACVP 


9852 


40220 


A 


9913 




762 


VVQTQISKTADELISYWGTSFPP 
PFAASLTLYELEYCITIDISLWK 
FETSKYYATVIDAPGHRDFIKN 
MITGTSQADCAVLIFAAGVGEF 
EAVTFAPVNVTTEVKSVEMHH 
EVLSEALPGDNVDFDVKNVSV 
KEVHHGNVAGQISAGCAPVLD 
CHMAHIACKFAKLKKKTGSTS 
GKKLEDGPTFLKSGDAAIVDM 
VPGKPMCVESFSVYPPLSRFAV 
CDMRQTVAVGVIEAMDKMAAV 
GAGKVTMSAQKAHNAK 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


9853 


40221 


A 


9914 


1 


618 


MVQARPGAHPTLLPGPTAAWV 
SGFSGGGSDLTGAREAQERGR 
WSPTESSSASVSPVAKVSKFTLS 
SELEGGDYPKERERTGGGPGRP 
PDWTPHGTGA\LQSPHPRTAPA 
PHPTPCPGRPRDAGQRSPGAPA 
WSPRVHRPTPSLLPPRRWTAAA 
LWAAWQRPLPASQPGRGTSPG 
NPGPGRTPPSPQEVGSPGH1HIS 
LRTGFPPTL 


9854 


40222 


C 


9915 




406 




9855 


40223 


A 


9916 


1379 


2096 


NGGGCGAARGGAAPGEGTRRG 
ACWATRGLPGTGRSAAAPARR 
GERQQLAMDVFLMIRRHKTTIF 
TDAKESSTVFR/ELKRIRRGQSS 
KRPPDEQRL\YK\DDQLLD\DG\ 
KTLGECGFVTSQNRHRPQAPAT 
VGSGLPASSAASSTDDTFEALCI 
EPFSS\PPEL\PDVDGRPQGFGEG 
SAQLNKAVQVETPQEGP1FPQL 
KGDLGSLPGCCLFFPPLPGMGP 
TPCGLLLGLVLGSSCAVLSPRS 


9856 


40224 


A 


9917 


1 


695 


MAHAGRTGYDNREIVMKYIHY 

KLSQRGYEWDAGDVGAAPPG 

AAPAPGIFSSQPGHTPHPAASRD 

PVARTSPLQTPAAPGAAAGPAL 

SPVPPVVHLALRQAGDDFSRRY 

RGDFAEMSSQLHLTPFTARGRF 

ATVVEELFRDGSVNREMSPLW 

DNIALWMTEYLNRDLHTWIQD 

NGGWPWDFLIGATTPVTIPYLP 

YHSTEECQL1NVKGTAEFKIPFA 

KPDEM1QAKIIDGC 


9857 


40225 


A 


9918 


3 


422 


C S L K.NWRE VL ALL LT Y SGTEKF 
PELCXDLMEKVMVLNRSLEQLR 
GPH/GGSAVLGQQSPPFPFPRIV 
VGATLHSKETSSYRLGSQPSHQ 
VPTPSPRPRVFTPQSSPAMPLAP 
SHPSPYQGPRTQNISDYRAPGP 
QA1QPLPL 


9858 


40226 


A 


9919 




849 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9859 


40227 


A 


9920 


3 


868 


NSSPPFPFPRIVVGATLHSKETS 

SYRLGSQPSHQVPTPSPRPRVFT 

PQSSPAMPLAPSHPSPYQGPRT 

QN1SDYRAPGPQAIQPLPLSPGV 

RPGPQDSWKEAPAPRGNLQRN 

KLPETFMPPAPITGPS/IM/RPHP* 

ATRDSSLTAPLSPV*VMLPQEF 

QENS\PAGDKDNVFPSLGKPPSP 

PCVQVMVDGPHSSR/PCAEGD 

WVQVPGVLTAEKGRLLISPTLL 

*WEQCDCESLGTSP*GSHEKDS 

LPLWPFSLLLYQQLQHLPPEKM 

ERK.ELPPEHQSLKSSFEALLQRC 


9860 


40228 


A 


9921 


1 


307 


MKLKELERPAVQAWSPASQYP 

LYLATGTSAQQLDSSFSTNGTL 

E1FEVDFRDPSLDLKHRGVLSA 

LSRFHKLVWGSFGSGLLESSGV 

1VGGGDNGMLILYNVTHILSSG 

KEPVIAQKQKHTGAVRALDLN 

PFQPPEDIKALSWNRQAQH1LSS 

AHPSGKAVVWDLRKNEPIIKVS 

DHSNRMHCSGLAWHPDIATQL 

VLCSEDDRLPVIQLWDLRFASS 

PLKVLESHSRGILSVSWSQADA 

ELLLTSAKDSQILCRNLGSSEPC 

PRLVF1SQVTTESEFLMRSAELQ 

EALGSGNLLNYCQNKSQQALL 

QSEKMLWQFLKVTLEQDSRMK 

FLKLLGYSKDELQKKVATWLK 

SDVGLGESPQPKGNDLNSDRQ 

QAFCSQASKHTTK.EASASSAFF 

DELVPQNMTPWE1P1TICDIDGLL 

SQALLLGELGPAVELCLKEERF 

ADA1ILAQAGGTDLLKQTQERY 

LAKKKTK1SSLLACVVQKNWK 

DVVCTCSLKNWREALALLLTY 

SGTEKFPELCDMLGTRMEQEGS 

RALTSEARLCYVCSGSVERLVE 

CWAKCHQALSPMALQDLMEK 

VMVLNRSLEQLRGPHGVSPGP 

ATTYRVTQYANLLAAQGSLAT 

AMSFLPRDCA/PAARD1YAPSTN 

YCSSYEPHP*ATRDSSLTAPCLQ 

SASAPAT*EDGKEGAAPRASVL 

EEQL*GASPTLLPVCN*LKDKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9861 


40229 


A 


9922 


3 


2751 


SVSWSQADAELLLTSAKDSQIL 
CRNLGSSEVVYKLPTQSSWCFD 
VQWCPRDPSVFSAASFNGW1SL 
YSVMGRSWEVQHMRQADK1SS 
SFSKGQPLPPLQVPEQVAQAPLI 
PPLKKPPKWIRRPTGVSFAFGG 
KLVTFGLPSTPAHLVPQPCPRL 
VFISQVTTESEFLMRSAELQEAL 
GSGNLLNYCQNKSQQALLQSE 
KMLWQFLKVTLEQDSRMKFLK 
LLGYSKDELQKKVATWLKSDV 
GLGESPQPKGNDLNS 


9862 


40230 


A 


9923 


363 


543 




9863 


40231 


A 


9924 


2 


737 


EAETEYFVRCIKHMFTNH1VFQ 

LFHLLTFQFDCTNTLNDQLLEK 

VTVQMEPSESYEVLSCIPAPSLP 

YNQPGICYTLVRLPDDDPTAVA 

GSFSCTMKFTVRDCDPNTGVPD 

EDGNDDEYVLEDLEVTVSDHIQ 

KVLKPNF\AAAWEE\VGDT\FEK 

EETFALSSTKTLEEAVN\NIITFL 

GMQPCERS\DKVPENQD\SHSL 

YLAGIFRGGYDLALVRARLALA 

DGVTMQVTVRCKHRTPVDI1LA 


9864 


40232 


A 


9925 


327 


464 


GSPTTRPAKPLTLSSGHLRSRPR 

WAEGPQYHLP*ISAPRAKLGV 

MM 


9865 


40233 


A 


9926 


2 


1179 


WQPDIGPYGGLLNVVVDGLF11 

GWMYLPPHDPHVDDPMRFKPL 

FR1HLMERKAATVECMYGHKG 

PHHGHIQIVKKDEFSTKCNQTD 

HHRMSGGRQEEFRTWLREEWG 

RTLEDIFHEHMQEL1LMKFIYTS 

QYDNCLTYRRIYLPPSRPDDLIK 

PGLFKGTYGSHGLEIVMLSFHG 

RRARGTK1TGDPNIPAGQQTVEI 

DLRHRIQLPDLENQRNFNELSRI 

VLEVRERVRQEQQEGGHEAGE 

GRGRQGPRESQPSPAQPRAEAP 

SKGPDGTPGEDGGEPGDAVAA 

AEQPAQCGQGQPFVLPVGVSSR 

NEDYPRTCRMCFYGTGLIAGH 

GFTSPERTPGVFILFDEDRFGFV 

WLELKSFSLYSRVQATFRNAD 

APSPQAFDEMLKNI\QSLTS 














TG K.FPSC/CLLSFYGTGLIAGHG 
FTSPERTPGVFILFDEDRFGFVW 
LELKSFSLYSRVQATFRNADAP 
SPQAFDEMLKNIQSLTS 


9867 


40235 


A 


9928 


1 


3651 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9868 


40236 


A 


9929 


1 


3720 


MEEMFGGGAADDYGKAGPPE 
DEGDPKAGAGPPPGPPAYDPY 
GPYCPGRASGAGPETPGLGLDP 
NKPPELPSTVNAEPLGLIQSGPH 
Q A APPPPPPPPPPPAPA SEPKGG 
LTSPI FCSTK.PKKLLK.TSSFH LL 
RRRDPPFQTPKK.LYAQEYEFEA 
DEDKADVPADIRLNPRRLPDLV 
SSCRSRPALSPLGDIDFCPPNPG 
PDGPRRRGRKPTKAKRDGPPRP 
RGRPRJRPLEVPTTAGPASASTP 
TDGAKKPRGRG 


9869 


40237 


A 


9930 


503 


739 


QGWRRRRPISKISESRNMQNFL 
HALSNCLPEGGA*DRCSSRLEE 
GRQLPPLLLGSLQVAKKSGGTG 
WMVRCSQCLFLG 


9870 


40238 


A 


9931 


1 


1148 


MGGKGDDSWVISATPLGKCCA 
AVPLGGNPTLRVDQLWRKQRP 
PLQQCTASAPGGWVTSLMGAG 
THAANTGFQLVWSSKRPMYKV 
LQAFFGVQRSDRSAMNGQGFS 
KCVGMP1THTRQQADLGRGPE 
ETEDK.KQQSRGSDELRSEGEEP 
EPYLLRTSKWKDKER1LKAARE 
MKQ1 1YNGA P1HLA ADFS VETL 
QAKKEWCD1FKVLKKKTFYPK 
MVLTAGPSHPQSV1SVSFTGLA 
NAASLTMSPDLHGQPGFAGLSS 
VAAVDWQWALLRPSPPQGRM 
G LLP1CQATQGPQLC VASPSDK 
EGFLLLFGKEIARLTNKGGARL 
YKCD1VQGVCCEDPLATLDWE 
LRPDLEQGERPTPERHKPFLLG 
KSFSAPLIKICRYEWQMF 


9871 


40239 


A 


9932 


333 


689 


NSFLTCILPPVSPTDLLQPSAQ 

WKQLSLARRNVHSTRLAGARR 

CAASGPSPVAAHCYHPVSGHSR 

LLHGCQHGHWGSWQVPEVPPG 

SPFSLAPVWKRRQTALPAILHL 

PVEHYYPEL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9872 


40240 


A 


9933 


84 


933 


PLTSPEAFSNRCGLRGPPVPCVP 
VGRLQFYNDVSSLGICLPDSSCC 
SSWHGPHSLHH/HVQACKASIR 
ASGTAASANCAFSRYHVHCSIA 
FQIKVLHNLIVLTVIIPAAEHMA 
WGPGIAQPNPPHRASGHSSWGP 
EVGPKLSTTA1LVGTYPQVPPV 
GLETGPPSLFQPLP1STHTAWNT 
ENCPANATV1AHPTLAAQGTKN 
PPTLLVHHCHYQHLSLKDDGT 
RRENSLKLGEGKVILQTEGIQK 
GMDPTMEYATNYWKKLQLWK 
RRQTALPA1LHLPVEHYYPEL 


9873 


40241 


A 


9934 


1 


627 


MESLDTETSTWGECHRKIRGM 
VPQVKELAEEEEAPPDGAVAE 
YRREKQKYEALRKQQSKKGTS 
REDQQI1IKNLPCTNHCIWQSTH 
EHIPALSDLSGKRAKQVIPVKG 
GEHYERTLALLNQFKSK.LTQAI 
AETPEND1P\ETEV\EDDEGWMS 
HVL\QFEGKSRKSGKVPSMQDS 
DTFEIYDPRNP/LVNKRREGKK. 
AKSLMREKKERRLK 


9874 


40242 


A 


9935 


1 


371 


PMR.PAFTRVEMARVLMERNQY 
KER.LMELQEAVRWTEMIRASR 
EHPSVQEKKKSTI WQFFSRLFSS 
SSSPLRPKRPYPSVNIHYKSPTE 
GCSV\AAGFSPPPCHLHCDVCPL 
PRLFPQDLEVTPG 


9875 


40243 


A 


9936 


2 


186 




9876 


40244 


C 










9877 


40245 


c 


9938 


161 


341 




9878 


40246 


c 


9939 


303 


439 




9879 


40247 


c 


9940 




, 419 




9880 


40248 


c 


9941 




307 




9881 


40249 


A 


9942 


3 


80 


YNPAPYKEKTITL/PCPRKLGPP 
QGS/S*NGPPSSSSSSQCSVSFND 
PHLPEGQ VQAAR* WAPPGI L 


9882 


40250 


c 


9943 


249 


427 




9883 


40251 


A 


9944 


90 


244 


TVVPHDPCGTDAHVCETHMD 

MCPSHSVMLCGWLTFAEFRGA 

MGEGG RESFLLNQASFCY*CSQ 

AGFSSNLWRCSRAGRGNTADE 

LWCHMTLVAQMPTYVKHTWT 

CVPATVLCSVAGSPLLSSGVQW 

GREGGKASS 


9884 


40252 


C 


9945 


4 


204 




9885 


40253 


c 


9946 


340 


497 




9886 


40254 


c 


9947 


158 


184 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 


9887 


40255 


A 


9948 


200 


386 


LFYTME*IMAFLLSSSSSPGRPF* 
R1LGGAKVYAGMQRYSFFLIGS 
R1ITYLGIFGRELYFC 


9888 


40256 


B 


9949 


47 


622 




9889 


40257 


A 


9950 




630 




9890 


40258 


A 


9951 


1 


782 




9891 


40259 


A 


9952 




677 


MHGLGRWDACPQDEMSESGQ 
SSAAATPSTTGTKSNTPTSSVPS 
AAVTPLNESLQPLGDYGVGSK 
NSKRAREKRDSRNMEVQVTQE 
MRNVSIGMGSSDEWSDVQD1ID 
STPELDMCPETRLDRTGSSPTQ 
GIVNKAFGINTDSLYHELSTAG\ 
S*VIGDVDEGADLLGNNDRKK 
VYTSVQTRPPQACTFSVRLVES 
THAELVG1EGRLYHKIHPLRVH 
GAVGYSVLT 


9892 


40260 


C 


9953 


202 


366 




9893 


40261 


A 


9954 




2429 


MKEGGWGCDPVGRGVTSGHV 
LQMKLLPFRQKKAHIME1QLNG 
GTVAEKVAWAQARLEKQVPV 
HSVFSQSEVIDVIAVTKGRGVK 
GVTSRWHTKKLPRKTHKGLRK 
VACIGAWHPARVGCSIARAGQ 
KGYHHRTELNKK1FRIGRGPHM 
EDGKLVKNNASTSYDVTAKS1T 
PLGGFPHYGEVNNDFVMLKGC 
IAGTKKRV1TLRKSLLVHHSRQ 
AVENIELKFIDTTSKFGHGRFQT 
AQEKRAFMADGLSLSPAASDS 
DYPPGEMFLDSDVNPEDPGAD 
GVLAGITLVGCATRCNVPRSNC 
SSRGDTPVLDKGQGEVATIANG 
KVNPSQSTEEATEATEVPDPGP 
SEPETATLRPG PLTEH V FTDPA P 
TPSSGPQPGSENGPEPDSSSTRP 
EPEPSGDPTGAG SSA APTM WLG 
AQNGWLYVHSAVANWKKCLH 
SIKLKDSVLSLVHVKGRVLVAL 
ADGTLAIFHRGEDGQWDLSNY 
HLMDLGHPHHSIRCMAVVYDR 
VWCGYKNKVHVIQPKTMQ1EA 
SAGQGPGEGKRLLLASSSPASSI 
RKSTRPTHDST\KSFDAHPRRES 
QVRQLAWIGDGVWVSIRLDST 
LRLYHAHTHQHLQDVD1EPYVS 
KMLGTGKLGFSFVRITALLVAG 
SRLWVGTGNGVVISIPLTETVV 
LHRGQLLGLRANKTSPTSGEGA 
RPGGIIHVYGDDSSDRAASSFIP 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihlc nucleotide insertion) 


9894 


40262 


A 


9955 


9 


452 


K1KVLSKNSQVTDFPVPTLLND 
GQCLGYNSTPYKEKA1TL/PCPR 
KLGPPQGSFKTA/APSSSSPSFNF 
FNGSQNSVTNFWSSCFH*KVLI 
LKTNNLKLPHAKKKTKVV/LQ 
NILLSF*RFYDALLSLTSLLLLN 
LNGQLKQTVMRPFFHH 


9895 


40263 


A 


9956 


1 


3223 


ATATPSTTGTKSNTPTSSVPSAA 

VTPLNESLQPLGDYGVVSKNSK 

RAREKRDSR\NMEVQVTQEMR 

NVSIGMGSSDEWSDVQDIIDST 

PEL DMCPETRLDRTG SSPTQG I 

VNKAFGINTDSLY\HELSTAGS\ 

EV1GDVDEGADLLGEFSGMGK 

EVGNLLLENSQLLETKNALNV 

VKNDLIAKVDQLSGEQEVLRG 

ELEAAKQAKVKLENRIKELEEE 

LKRVKSEAIIARREPKEEAEDVS 

SYLCTESDKIPMAQ 


9896 


40264 


B 


9957 


176 


658 




9897 


40265 


A 


9958 


2 


5671 


AGGPCVRSSRELWT1LLGRSAL 

RELSQ1EAELNKHWRRLLEGLS 

YYKPPSPSSAEKVKANKDVASP 

LKELGLRISKFLGLDEEQSVQLL 

QCYLQEDYRGTRDSVKTVLQD 

ERQSQAL1LKIADYYYEERTCIL 

RCVLHLLTYFQDERHPYRVEY 

ADCVDK.LEKELVSKYRQQFEE 

LYKTEAPTWETHGNLMTERQV 

SR WF VQCLREQS M LLE1 1 F L Y Y 

AYFEMAPSDLLVLTKMFKEQG 

FGSRQTNRHLVDETMD 


9898 


40266 


A 


9959 




404 


MVDQEAIFGCKNRNNCSHLEPP 
VSRLEGGAFVRDLLSPTQYLLA 
SCPYQYDGSFVIQQIPSSNLFMV 
VVDSSCLCESVAP1TMAPIEIRYI 
LLC\EVHSLPRKPENARECGGA 
PSL\QAQTVLLLLPLLLMLFSR 


9899 


40267 


A 


9960 


1 


1374 




9900 


40268 


A 


9961 


102 


205 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9901 


40269 


A 


9962 


1 


1527 


MVPDAAVLAQLA1RARVNRRW 
PTGLSAPHLCGAACSRCRHAA1 
AKYFGDALPACAKGCDHCQNP 
TAVRRRLEALERSSSWSKTCIG 
PSQGNGFDPELYEGGRKGYGG 
FSRYDEGSGGSGDEGRDEAHK 
RE WN LF YQK.QMQLRKGKDPKI 
EEFVPPDENCPLKEASSRRIPRL 
TVKAREHCLRLLEEALSSNRQS 
TRTA DEAD\FRA KA VELEHETF 
RNAKVANLYKASVLKK.VADIH 
RASKDGQPYDMGGSAKSCSAQ 
AEPPEPNEYDIPPASHVYSLKPK 
RVGAGFPKGSCPFQTATELMET 
TRIREQAPQPERGGEHEPPSRPC 
GLLDEDGSEPLPGPRGEVPGGS 
AHYGGPSPEKKAKSSSGGSSLA 
KGRASKKQQLLATAAHKDSQS 
IARFFCRRVESPALLASAPEAEG 
ACPSCEGVSGTPDWPQRSTQGR 
KMEPGD1RLPLPRLRSASGRGQ 
APARPETRAPLKSSPPLQRTHG 
KGKRPRFPARRTQRASLRRGHA 
PQPIPPS 


9902 


40270 


A 


9963 


2 


99 




9903 


40271 


A 


9964 


115 


1360 


ENGQLHMVNLALDGVRSSLQK 
PRPFRLFPKGFSVELCMNREDD 
TARKEKTDHFIFTYTREGNLRY 
SAKSLFSLVLGFISDNVDHIDSLI 
GFPEQIAEKLFSAAEARQKFTEP 
G\AGL\RALQKFTGGLWEVWVL 
CSLCFLLWKLPDICCKLGDEHE 
LLEHLTNEALSRY*PVTTCR*IV 
SVLF*RLIQQDYRVMKRGLENL 
TLLDLSCKFSSKL*IILMLEEWP 
*RSCSSFSGTGLKVRLLVPSL1FL 
DSTI*YFACANWEFDHSNCKTE 
GWADQVLQIFLPCG*CSFSS*FQ 
VSYPTSRETAESCFRSTLSLVQN 
MHDEAAQRFCEKFPFL*SFLPFI 
CILKAVRLF*KLQFYKEKAPDC 
HGPVLKHEAISSQESKKSKKRP 
FEESETEQNNSSQPSKQKYVCL 
AVEDWDLLNSY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9904 


40272 


A 


9965 


3 


1026 


DNVDHIDSLIGFPEQIAEKLFFA 
AEARQKFTEPGAGLRALQKFTE 
AYGSLVLCSLCLRNRYLVISEK 
LEE1KSFREL1 CLDLSCCKLGDE 
HELLEHLTNEALSSVTQLHLKD 
NCLSDAGVRKMTAPVRVMKR 
GLE\NLTLL\DLSCNP\E1TGGRA 
LGYPLFLFRGNLN\CFRDISGDR 
GSRDIKTLNKHKLQTHIGLVHSK 
VPLKEFDHSNCKTEGWADQIV 
LQWERVTAEAVKPRETSEPIAA 
AQRFYGKRSRAEAPLKACPLAD 
TH\MNSS\EK LQ\FYK.EKAP\DCH 
GPWLKHEAl SKPRSPKKSK1CRP 
FEESETEQNNSSQPSKQKYVCL 
AVE D WDLVLN S Y 


9905 


40273 


A 


9966 


] 


289 


VKHCLHRPILWDPWKTSG1QQ 
VLTPL*KAMEKLEA1LLIICSLE 
AIGLITLPSLSMTQFLQLHVECC 
YVSPDQTPYFIDVETEAMKDEV 
TVHNPHG 


9906 


40274 


A 


9967 


1 


1413 


MVVPPNIAELKNLEVLNFLNNQ 

IEKLPTQISRLQKLKHLNLGFLS 

PCNSMNRLNISPQGFGSLPALE 

VLDLTYNNLNENYLPGNFFYLT 

TLCALYLSDNDFEILPPDIGKLT 

KLQILSNRDNNLISLPKEIRVLT 

QLKELHIQGNRLTVLPPELGSR 

GGSGSRFSAETATGGAQNAPPS 

VLGSAGT1FKAQRRNPSPAALRG 

GSVAA*PSPAAAKYGKDQREH 

LPTAAGDGVGWEPTRDIQVGS 

ATAQALSQANAARGRLSTAQA 

AGSLHVECCYVSPGQTLYFTDV 

E1EAMKDESRGISILYKHRHLK 

VPLDQKLPKSKGHQPDGYGQH 

DHKPQMTSLTRNIATLR 


9907 


40275 


A 


9968 


1 


619 


MNRLNISPQGFGSLPALEVLDL 
TYNNLNENYLPGNFFYLTTLCA 
LYLSDNDFEILPPDIGKLTKLQI 
LSNRDNNLISLPKEIRVLTQLKE 
LH1QGNRLTVLPPELASSSRCGP 
LSHPYAGKRIPRNAVFKFEQNIA 
PWHTPPKKAGREMLLDVTGFP 
EAATSKPPAFLHRRRGRGSWNP 
RSRSSSLQRTPWPPGSREAEYPP 
ASGA 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9908 


40276 


A 


9969 


810 


1672 


GLPSVTMSKSLKKLVEESREKN 
QPEVDMSDRGISNMLDVNGLF 
TLSHITQLVLSHNKLTMVPPNIA 
ELKNLEVLNFFNNQIEELPTQIS 
SLQKLKHLNLGMNRLNTLPRG 
FGSLPALEVLDLTYNNLSENSL 
PG\NFFYL\TTL\RALYLSDN\DF 
EILPPDIG\KL\TKLQILSLRDNDL 
1SLPKEIGELTQLKELHIQGNRL\ 
TVVPPEL\GNLGF*LGQKQVFK 
AENN P WVTPIADQFQLG VSHVF 
EYIRSETYKYLYGRHMQANPEP 
PKKNNDKSKKISRKPLAANNR 


9909 


40277 


C 


9970 


120 


347 




9910 


40278 


A 


9971 


2 


10018 


LC VSPVTAGRPA RSLREMEVEQ 
EQRRRKVEAGRTKLAHFRQRK 
TKGDSSHSEKKTAK.RKGSAVD 
ASVQEESPVTKEDSALCGGGDI 
CKSTSCDDTPDGAGGAFAAQP 
EDCDGEKREDLEQLQQKQVND 
HPPEQCGMFTVSDHPPEQHGM 
FTVGDHPPEQRGMFTVSDHPPE 
QHGMFTVSDHPPEQRGMFT1SD 
HQPEQRGMFTVSDHTPEQRGIF 
TISDHPAEQRGMFTKECEQECE 
LAITDLESGREDEAGLHQ 


9911 


40279 


A 


9972 


2 


5196 


APLDGEVELLQQK.LREKLDEFN 
ELAIQKESADRQVLMQEEEIKR 
LEEMNINIRKKVAQLQEEVEKQ 
KN I VKGLEQDKEVLKKQQMSS 
LLLASTLQSTLDAGRCPEPPSGS 
PPEGPEIQLEVTQRALLRRESEV 
LDLKEQLEKMKGDLESKNEEIL 
HLNLKLDMQNSQTAVSLRELE 
EENTSLKVIYTRSSE1EELKATIE 
N LQENQKRLQKEKAEEI EQLHE 
VIEKLQHELSLMGPVVHEVSDS 
QAGSLQSELLC 


9912 


40280 


A 


9973 


1 


8277 


GEFG SEKKT ALH E KEETLRLQS 

AQAQPFHQEEKESLSLQLQKKN 

HQVQQLKDQVLSLSHEIEECRS 

ELEVLQQRRERENREGANLLS 

MLKADVNLSHSERGALQDALR 

RLLGLFGETLRAAVTLRSRIGE 

RVGLCLDDAGAGLALSTAPAL 

EETWSDVALPELDRTLSECAEM 

SSVAEISSHMRESFLMSPESVRE 

CEQPIRRVFQSLSLAVDGLMEM 

ALDSSRQLEEARQIHSRFEKEFS 

FKNEETAQVVRKHQ 


9913 


40281 


A 


9974 




393 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9914 


40282 


A 


9975 


2 


153 




9915 


40283 


A 


9976 


184 


790 


KFTKHISMNQEDLDPDSTTDVG 
DVTNTEEELIRECEEMWKDME 
ECQNKLSLIGTETLTDSNAQLSL 
LIMQVKCLTAELSQWQKKTPE 
TIPLTEDVLITLGKEEFQKARGQ 
DLEMVLSTKESKNEKLKEDLER 
EQRWLDEQQQIMESLNVLHSE 
LKNKVETFSESR1FNELKTKML 
NIKEYKEKLLSTLGEFLEDHFPL 


9916 


40284 


C 


9977 


23 


217 




9917 


40285 


A 


9978 


25 


100 




9918 


40286 


A 


9979 


1 


2850 




9919 


40287 


A 


9980 


108 


1132 


HPHQVETSRDVAGEQSHAVAF 

MSTGISQADVCRLEWFSAPNLK 

GRPRKXKPCPQRRDSFSGVKDS 

NNNSDGKAVAKVKCEARSALT 

KPKNNHNCKKVSNEEKPKVAI 

GEECRADEQAFLVALYKYNMK 

ERKTRIERJPYLGFNQINLWTMF 

QAAQKLGGYETITARRQWKHI 

YDELGGNPGSTSAATCTRRHYE 

RLILPYERFIKGEEDKAPLPPIKP 

RKQENSSQENENKTKVFGTKR1 

KHE1PKSKKEKENAPKPQDAAE 

VSSEQEKEQETLISQKSIPEPLPA 

ADMKK.K.1EGYQEFSAKPLASR 

VDPEKDNETDQGSNSEKVAEE 

AGEKGPTPPLPSAPL 


9920 


40288 


B 


9981 


177 


3543 




9921 


40289 


B 


9982 


63 


374 
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SEQID 
NO: 


SEQ ID INO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9922 


40290 


A 


9983 


1 


2023 


MGGGSWAPTGLCPLQSLLAMS 

PEKRKLAAQEGQFTEPRPEEPP 

KEKLHTLEEFSYEFFRAPEKDM 

VSMAVLPLARARGHLWAYSCE 

PLRQPLLK.RVHANVDLWD1AC 

QIFVDILPHQPACTSAVVGVSV 

YPQSVSAWSCPSTVLLDSHTML 

RYMGDYPSRQAWPTLELTDQIF 

TLALQHPALQDEVYCQILKHLT 

HNSDRHSEERGWQLLWLCTGL 

FPPSKGLLPHAQKFIDTRRGKLL 

APDCSRRJQKVLRTGPRK.QPPH 

HVEVEAAEQNVSRICHKIYFPN 

DTSEMLEVVANTRVRDVCDSI 

ATRLQLASWEGCSLFIKISDKVI 

SQKEGDFFFDSLREVSDWVKK 

NKPQKEGEEASVELGEGVAGW 

VEGALAASVRPMPIHPSIRSRVS 

LGCGNNQALGPGGAPVTLPYQ 

VYFMRKLWLNISPGK.DVNADT 

ILHYHQELPKYLRGFHKCSRED 

A1HLAGLIYKAQFNNDRSQLAS 

VPK1LRELVPENLTRLMSSEEW 

KKSILLAYDKHKDKTVEEAKV 

AFLKWICRWPT\FGSAFF/EGEG 

KPCPTPGPPTQAASAQPSPSRPS 

VNQHTSWQTSEPSYPDVILIAIN 

RHG VLLI HP\KTKDLLTTYPFTK 

1SSWSSGSTYFHMALGSLGRGS 

RLLSETASLGYKMDDLLTSYVQ 

QLLSAMNKQRGSKAPALAST 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9923 


40291 


A 


9984 


428 


2502 


VSKEIVYNKLLPYAERLDAESD 
LQLAQ1KCNLGRAVQLQELWP 
GGLFWTRKLS/TRAGPLALSSLE 
LSPSGDPRVVTEPVKYSSRPPCH 
FPTGLPGSLPSLYVLRICFSRSV 
RVVVFPPGGPWVAQGPRPRGR 
ETWGFTMLLRYIRLYGRKFSKE 
DHVLFIKLLYELVSIPKLEISMM 
QGFARLLINLLKYFPADATAEM 
LEEWRPLMCPFDVTMQKAITY 
FEI FLPTSLPPELHHKGFKL WFD 
ELIGLWVSVQNLPQWEGQLVN 
LFARLATDNIGYIDWDPYVPKG 
GPSKLVQKHLAGLFNSITSFYH 
PSNNGRWLNKLMKLLQRLPNS 
VVRRLHRERYKKPSWLTPVPDS 
HKLTDQDVTDFVQCIIQPVLLA 
MFSKTGSLEAAQALQNLALMR 
PELVIPPVLERTYPALETLTEPH 
QLTATLSCVIGVARSLVSGGRW 
FPEGPTH M LPLLMRALPG VDPN 
DFSKCMITFQFIATFSTLVPLVD 
CSSVLQERNDLTEVERELCSAT 
AEFEDFVLQFMDRCFGLIESSTL 
EQTREETETEKMTHLESLVELG 
LSSTFSTILTQCSKEIFMVALQK 
VFNFSTSHIFETRVAGRMVADM 
CRAAVKDWGKPGDLWNLGIQ 
WHVPSSEEVSFAFYLLDSFLQP 
ELVKLQHCGDGKLEMSRDDIL 
QSLTIVHNCLIGSGNLLPPLKGE 


9924 


40292 


A 


9985 


2 


5396 


AESDLQLAQIKCNLGRAVQLQE 

LWPGGLFWTRKLSTYIRLYGR 

KFSKEDHVLFIKLLYELVSIPKL 

E1SMMQGFARLLINLLKJCKELL 

SRADLELPWRPL YDMVERI L YS 

KTEHLG LN WFPNS VENILKTL V 

KSCRPYFPADATAEMLEEWRP 

L.lVICrrJJ V 1 MV^Fv/vl 1 Y r EjlrL.r I o 

LPPELHHKGFKLWFDELIGLWV 
SVQNLPQWEGQLVNLFARLAT 
DNIGYIDWDPYVPKIFTRILRSL 
NLPVGSSQVLVPR 


9925 


40293 


A 


9986 


1 


477 


VREFPGRRFRGCCGALRPRYKR 

LVDNIFPEDP\GYVCIAMEALDQ 

LLMACHCQSINLFVESFLKMVA 

KLLESEKSNLQILGTNSFVKFA 

NIEEDTPSYHRSYDFFVSRFSEM 

CHSSHDDLEIKTKIRMSGIKSLQ 

G V VRKT VNDE LQ AN I WDPQH 
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SEQ IB 

NO: 


SEQ ID NO: 
of peptide 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


9926 


40294 


A 


9987 




2371 


AGGARLRPARGRPPRLLPPRPG 
PCRPPPV PAPTVNERRAPPRAG 
WERRSDAGLSRGARPAEMYGV 
CGCCGALRPRYK.RLVDNIFPED 
PEDGLVKTNMEKLTFYALSAPE 
KLDRIGAYLSERLIRDVGRHRY 
GYVCIAMEALDQLLMACHCQS 
INLFVESFLKMVAKLLESEK.PN 
LQILGTNSFVKFANIEEDTPSYH 
RSYDFFVSRFSEMCHSSHDDLEI 
KTKIRMSGIKGLQGVVRKTVN 
DELQANIWDPQHMDKIVPSLLF 
N LQH VEEAESRSPSPLQAPEKE 
KESPAELAERCLRELLGRAAFG 
NIKNAIKPVLIHLDNHSLWEPK 
VFAIRCFKI1MYSIQPQHSHLVIQ 
QLLGHLDANSRSAATVRAGIVE 
VLSEAAVIAATGSVGPTVLEMF 
N\TLLRQLRLSIDYALTGSYDGA 
VSLGTKIIKEHEERMFQEAVIKT 
VGSFASTLPTYQRSEVILFIMSK 
VPRPSLHQAVDTGRTGENRNR 
LTQ1MLLKSLLQVSTGFQCNNM 
MSALPSNFLDRLLSTALMEDAE 
IRLFVLEILISFIDRHGNRHKFSTI 
STLSD1SVLKLKVDKCSRQDTV 
FMKKHSQQLYRHIYLSCKEETN 

VOk'UVPAI Vni I AI TCTPT AMP 

EVVVDLIRLVLAVQDVAQVNE 
ENLPVYNRCALYALGAAYLNLI 
SQLTTVPAFCQHIHEVIETRKKE 
APYMLPEDVFVERPRLSQNLDG 


9927 


40295 


A 


9988 


I 


662 


IPGSTISWSPAAARGLSVCRCCR 

LHPASAMDLFGDLPEPERSPRP 

AAGKEAQKGPLLFDDLPPASST 

DSG/SSLQALPGSGGPLLFDDLP 

PASSGDSGSLATSISQMVKTEG 

KGAKRKTSEEEKNGSEELVEK 

KVCKASSVIFGLKGYVAERKGE 

REEMQDAHVILNDITEECRPPSS 

LITRVSYFAVFDGHGGIRASKF 

AAQNLHQNLIRKFPKGDVISVE 
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SEQID 
NO: 


SEQ II) NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9928 


40296 


A 


9989 


3 


1145 


KEAQKGPLLFDDLPPASSTDSA 

V A A LGTTPS P VTL W F LQTRRG S 

KIWRNSLDYQSKVGAEPWCHE 

RQQKADRFLGK.RGRVPASSVIF 

GL\KGYVAERKGEREEMQDAH 

VILNDITEECRPPSSLITRVSYFA 

VFDGHGGIRASKFAAQNLHQN 

LVRKFPKGDV1SWEKTVKRCLL 

DTFKHTDEEFLKQASSQKPAW 

KDG ST A TC V L A VDN 1 L Y 1 ANLG 

DSRAILCRYNEESQKHAALSLS 

KEHNPTQ YEERMR1QKAGGN V 

RDGRVLG VLEVSRSIGDGQYK 

RCGCHLCAPTSRRC\QLTPYNDR 

F1/LVWPCDGLF\KVFTPEEAVN 

F1L\SCLEDEKIQTREGKSAADV 

RLRSSPATRLAN KAVAAGARP 

DNVTV\MVVR\IGH 


9929 


40297 


A 


9990 


2 


419 




9930 


40298 


A 


9991 


2 


1842 


CLRL1AAAPPI/A1EPATTSSLALF 

LLLQRDQSSRTRGLPEEKEEVT 

MDTSENRPENDVPEPPMPIADQ 

VSNDDRPEGSVEDEEKKESSLP 

KSFKRK1SVVSATKGVPAGNSD 

TEGGQPGRKRRWGASTATTQK 

KPS1SITTESLKSLIPD1K.PLAGQE 

AVVDLHADDSR1SEDETERNGD 

DGTHDKGLKICRTVTQVVPAE 

GQENGQREEEEEEKEPEAEPPV 

PPQVSVEVALPPPAEHEVKKVT 

LGDTLTRRSISQQKSGVSITIDD 

PVRTAQVPSPPRGK1SNIVHISN 

LVRPFTLGQLKELLGRTGTLVE 

EAFW1DKIKSHCFVTYSTVEEA 

VATRTALHGVKWPQSNPKFLC 

ADYAEQDELDYHRGLLVDRPS 

ETKTEEQG I PRPLH PPPPPP VQPP 

QHPRAEQREQERAVREQWAER 

EREMERRERTRSEREWDRDKV 

REGPRSRSRSRDRRRKERAKSK 

EKKSEKKEKAQEEPPAKLLDDL 

FRKTKAAPCIYWLPLTDSQIVQ 

KEAERAERAK.EREKRRKEQEE 

EEQKEREKEAERERNRQLEREK 

RREHSRERDRERERERERDRGD 

RDRDRERDRERGRERDRRDTK 

RHSRSRSRSTPVRDRGGRR 


9931 


40299 


A 


9992 


1400 


2959 




9932 


40300 


C 


9993 


169 


430 





1322 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9933 


40301 


A 


9994 


2 


199 


STSR/KMTELEEVTLNG KPLQ A 
LRVTDLKAALEQRGLAKSGQK 
SALVKRLKGVRSRRCWGVGGE 
RTR 


9934 


40302 


A 


9995 


1 


4033 


MWRRKHPRTSGGTRGVLSGNR 
GVEYGSGRGHLGTFEGRWRKL 
PKMPEAVGTDPSTSRKMAELEE 
VTLDGKPLQALRVTDLKAALE 
QRGLAKSGQKSALVKRLKGAL 
MLENLQKHSTPHAAFQPNSQIG 
EEMSQNSFIKQYLEKQQELLRQ 
RLEREAREAAELEEASAESEDE 
MIHPEGVASLLPPDFQSSLERPE 
LELSRHSPRKSSSISEEKGDSDD 
EKPRKGERRSSRVRQARAAKLS 
EGSQPAEEEEDQETP 


9935 


40303 


A 


9996 




6305 


ELEEVTLDGKPLQALRVT\DLK 
AALEQRGLAKSGQKSALVKRL 
KGALMLENLQKHSA\PHAAFQP 
NSQ1GEEMSQNSF1KQYLEKQQ 
ELL\SSRLEREAREAAELEGKSS 
SISEEKGDSDDDKPRKGERRSS 
RVRQARAAKLAEGSQPA EEEE 
DQETPSRNLRVRADRNLKTEEE 
EEEEEEEEEDDEEEEGDDEGQK 
SRE API LKEFKEEGEEI PR VKPE 
EMMDERPKTRSQEQEVLERGG 
RFTRSQEEARK.SHL 


9936 


40304 


B 


9997 


99 


332 




9937 


40305 


A 


9998 


3 


236 


YIFTILNTLQGVF1LLFGCLMDR 
KIQEALRKRFCRAQAPS/SHHLP 
GELLPSDPQLCIQEHVRRHSMA 
LLRGHGHSQKL 


9938 


40306 


B 


9999 




3099 




9939 


40307 


A 


10000 


355 


858 


RASSAAWGPSRK.TSASSSAFSSS 
CWSSS*QS*SYSSSSLS\HGQGE 
RERQEGPEGRPAAVPHREQRG 

AtntvLt-rtrlrLi L/AIVILWt^n Ln 

RLVPSAGGEHGSRPLLHGELPG 
LRAQRHHAFVENGLL*KGEDV 
VR*Q*ARAGHGGDVHPHHADP 
GHGLLHDPLPAHPPDW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


9940 


40308 


A 


10001 




1478 


GRALTSRRRACQGASEAAGSPA 

QVTTSTGHHQHRSHQHRSPPA 

QVTTSTGHHQHRSPAQATTSTG 

HHQHRPPPAQVTTSTGHHQHR 

SPAQATTSTGHHQHRSH\HTGH 

HQHRS/HTSTGHHQHRSPAQAT 

TSTGHHQHRPPPAQVTTSTGHH 

QH\GHQHRPPPA/HGHHQHSSPP 

A/HGHHQHRPPPA/HGHHQH\G 

HHQHSSPPA/HGHHQHR\HHQ\P 

GHHQHRSP/HSTAHHQH\GHHQ 

HSSPPA/HGHHQHHQH\GHHQH 

SSPYQHXGHHQHRPPPA/HGHH 

QHRSH\HTAHHQHRSHQH\GHH 

Q\PG HHQHRSPAQATTSTGHTS 

TGHHQHRP/HTSTGHH\HTGHH 

QHRSHQHRSPPAQATTSTAHH 

QHSS/HTSTGHHQHRSP/HSTGH 

HQHSSPPA/HGHHQHSSPPAQA 

TTSTGHHQHRESPAVAAAADPS 

ALSAARRGSPGPAAAPQSRGTR 

GGGAPAKWWGSALGLGWAGR 

ARARLGRPLRPILGAMPPAPRT 

PRERREHGEVE 


9941 


40309 


A 


10002 


5 


341 


PPRRRG QKRRQK/REEG ERERG 
ERKRPRDRKEERKG/RRTKRQG 
GTETRESRPNGDGPQAKRKKQ 
TAGQREREEGEQRSSRQRGAA 
ERERGRETTHITCLLVPCWWEP 
NGRLCL 


9942 


40310 


A 


10003 


1 


582 


MLAQRGGRSVVQCIAVSKLSV 
TQRSFVTLIMDEEALGNCGGSS 
GSQTCEKAVCIHNLPFLTSHAF 
QSGFPPHQSPEASLPKMVSDAQ 
TARLSLESMRELGFHISESAGFP 
APVSGYEHSNPSRPGVMPSGTS 
HWKQRSQKVEDNRTEMVKGIQ 
GDT\VKHQQHLPRJNGN*LAYM 
TAKSRTWLPVQQDPGPQTI 














MEYYAAIK.NDEFMSFVGTWM 
KLETIILSKLSQGQKTKHHIFSLI 
EAQAQVSPPPPYPAPQELTQPL 
LQQPRAPEAPAQQ/PPGSLLTAT 
VRLSASPGPGLIFDQLLPRCGF 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9944 


40312 


A 


10005 


1 


1108 


MLAQRGGRSVVQCIAVSKLSV 

TQRSFVTLIMDEEALGNCGGSS 

GSQTCEKAVC1HNLPFLTSHAF 

QSGFPPHQSPEASLPKMVSDAQ 

TARLSLESMRELGFHISESAGFP 

APVSGYEHSNPSLSTTNLSGPSR 

RRQPPVSPLTLSPGPEAHQGFSR 

QLSSTSPLAPYPTSQMVSSDRS 

QLSFLPTEAQAQVSPPPPYPAPQ 

ELTQPLLQQPRAPEAPAQQPQA 

ASSLPQSDFQLLPAQGSSLTNFF 

PDVGFDQQSMRPGPCLSSTGAS 

GATAGSRELQDSFHLRPSPYSNC 

GSLPNTILPEDSSTSLFKDLNSA 

LAGLPEVSLDVDTPFPLEEELQI 

EPLSLDGRVHMLSDSSMGLLDP 

SVEETFRADRL 


9945 


40313 


A 


10006 




691 


MRERARPPRGCLAPPLPPG/E/S 
GA DGQPAPRGRGTAGG/ELAA 
AGCGARAAMHRGAVPSAEPVP 
ASP/DGRWQWAGEGRPCNAAG 
GSRT/GAGCGWPAPAGWGPAP 
SSAASCPASGGATHRGASAAPG 
GGGGGRAP/GPDALEQRRAGAP 
PNAPGTPGSPEESSLRMRRESA 
AGAPAVGMAAATSLGQALGPR 
VPRSPYRTAVVLSSRSAFGYFSL 
ITLARYTLGCLSHSD1TLFEC 


9946 


40314 


A 


10007 


1 


1065 


MADKRAGTPEAAARPPPGLAR 
EGDARTVPAARAREAGGRGSL 
HPAAGPGTAFPSPGRGEAASTA 
TTPSLENGRVRDEAPETCGAEG 
LGTRAGASEKAEDANKEEGAIF 
KKEPAEEVEK.QQEGEEKQEVA 
A EAQEGPR/PPEPWCPN/C/MDP 
LEA1QWEAEAVSAQADRAYLP 
LERRFGRMHRLYLARRSF1IQNI 
PGFWVTAFLNHPQLSAMISPRD 
EDMLCYLMNLEVRELRHSRTG 
CKFKFRFWSNPYFQNKVIVKEY 
ECRASGRVVSIATRIRWHWGQE 
PPALVH RNRDTVRSFFSWFSQH 
SLPEADRVAQIIKDDLWPNPLQ 
YYLLGDRPCRARGGLA R WPTE 
TPSRPYGFQSG 


9947 


40315 


A 


10008 


2 


433 
















TRICSGCLKIRFHVFLFLYR.NPG 
MDVADAYVTFVRHSQDVLRD 
KVNE\EMYI\ERLF 


9949 


40317 


A 


10010 


1 


774 




9950 


40318 


A 


10011 


1 


1749 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9951 


40319 


A 


10012 


1 


1175 


MFASCYMRNIPKRVIEFGTCLW 

RTCKNCLSSLEFKMPFPPHPRSV 

TYNLKQERCRLSLDASLSCMLS 

IEDSQIPNTRLECCKGLSRCTSV 

ASTCPLVTFSFCLFSPKMEQYS 

KDDSEKTLKGWFSPGQVFVLD 

EYCARNGVRGCHRHLCYLRDL 

LERAENGAMIDPTLLHYSFAFC 

ASHVHGNSQQMHVYLSGLPPN 

TDPEGSKTPSPPEPEAKKDTKK 

ESKKRRDSK.TQANQELKRSLTS 

NLP/ICEPTQ/W*TFPKYQIYQLT 

SL*ASHKCLLFRHRHGWLLY/ID 

ADNGSGTSEDLFWKLDALQTFI 

RDLHWPEEEFGKHLEQRLKLM 

ASDM IESC VKRTRUAFE VKLQK. 

TSS1QQIFRVPQFNMAPCFNVM 

GLMA KG SIQPK1ACSMEMGQE 


9952 


40320 


A 


10013 


1 


3951 


MLDPSSSEEESDE1VEEESGKEV 
LGSAPSGARLSPSRTSEGSAGSA 
GLGGGGAGAGAGVGAGGGGG 
SGASSGGGAGGLQPSSRAGGG 
RPSSPSPSVVSEKEKEELERLQK 
EEEERKKRLQLYVFVMRCIAYP 
FNAKQPTDMARRQQKISKQQL 
QTVKDRFQAFLNGETQIMADE 
AFMNAVQSYYEVFLKSDRVAR 
MVQSGGCSANDSREVFKKHIE 
KRVRSLPE1 DGLSKETVLSSWM 
AKFDAJYRG EEDPRKQQ 


9953 


40321 


A 


10014 


1 


457 


VAAVAATALKGGGARNARVL 
RG IF A G ATA\NKA S\HN RTRALQ 
N/HTASPEGKEEPXEPLIPGTGKY 
IPQKRGAKNPHENCGNLPWAIG 
FPCG I LLFDPSPKR/RKLDKDRVX 
K.Q MK.A RQN MR V SN TG\E Y ES\Q 
RFRASSQS\APSP\DVGSGVSGV 
QT 


9954 


40322 


A 


10015 


464 


863 


TPAAVESSPSIPLAPRLLYTG*PL 
QP/GPRGQGCVPRIVPCCPKP/V 
CAPRPPWPRRSQRLRSAGLSPL 
C A A A APP VP AG SHGTPG RV WA 
PLSNSACCTCCRHPS*LHPGTLD 
PGRWQAR*GPALPRGPLPGSPP 














PKILVGASKVVLL\SAHKLGFIG 
DTLSRQAK\AVDVASRVTHYSN 
LL\CDFL\QGIVATTKAAALQYP 
IAFPGPKDMVERVKELGHSVTQ 
QFRRVLGQLAAA 
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SEQ ID 

NO: 


SEQ ID ISO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide locntion of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9956 


40324 




10017 






ARI/VFAIISFYFMPCCPLTA/SSF 
YLLSGLLDAFDGHALALLIKFC 
VRG S E SH KM 1DLSGNP/VLR1YY 
TS/RVGSVGLFR/MGLWVTAPIA 
LLKSLISV1T 


9957 


40325 


A 


10018 


1 


344 


VLI RARLSDNPA VRGSESHKM I 
DLFCYPVLRIYYTSRPALFTLCA 
GNELFYCLLYLFHFSEGPLVGS 
VGLFRMGLWVTAPIYALLKSLIS 
VIHLITAARNMA\ALGRQQDRA 
KKK 


9958 


40326 


A 


10019 


1 


469 


MVRSCFVDDRRKRCNFNRQAS 
EVLNEYFYSHVSNPYHSEEAKE 
ELAKKCG 1TVSQ VSNRFGNKKI 
RYKKN1GEFQEEANIYAVKTAV 
SVTQGGHSSTS\SPTPPSCAGCG 
GSFNISGSGDMFLGMPGLNGDS 
YSASQALESGDASPAQSEMPK 
MGT 


9959 


40327 


A 


10020 


232 


1728 


PGGGRGGAGRGPQGPPPAMDE 

RLLGPPPPGGGRGGLGLVSGEP 

GGPGEPPGGGDPGGGSGGVPG 

GRGKQD1GD1LQQIMT1TDQSLD 

EAQGQKTPPLNCP\RKKPVLFS 

GRGEIKEKTGVLSIRSSQEEEPVD 

PQLMRLDNMLLAEGVAGPEKG 

GGSAAAAAAAAASGGGVSPDN 

SIEHSDYRSKLAQ1RHIYHSELE 

KYEQACNEFTTHVMNLLREQS 

RTRPVAPKEMERMVSIIHRKFS 

AIQMQLKQSTCEAMMMLRSRF 

LD A RRKRRN FSRQ ATE V LNE YF 

YSHLSNPYPSEEAKEELAKKCG 

ITVSQVSNRFGNKKIRYKKNIG 

KFQEE AN I Y A VKTA VS VTQGG 

HSSTSSPTPPSSAGSGGSFNISGS 

GDMFLGMPG\LNGDSYSASQ/V 

WESLRHSMG ARG VIGG *TFGG 

RARCYSPR\EMRANGSWQEAV 

TPSSVTSPTEGPGSVHSDTSNLI 

LPLRVTGVGALTRRLEEDAGFQ 

RTNPNTGEAQDREGPMGSSPP 


9960 


40328 


A 


10021 


337 


830 


IPRLPGSIQLSFVGAFGQTSKSLF 
FLCVFILLLFQFFLCSVYVPMCT 
E/RRINIPIGPCGGMCLSVKGRC 
EPVLKEFGFAWPFSI NCSKFPP 
QNDHNHMCMEGPGDEEVPLPH 
KTPIQPGEECHSVGTNSDQYIW 
VKRSLNCVLKC/GYDACLYSRS 
AQEVTXDIWMA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9961 


40329 


A 


10022 


1 


1561 


MAWRGAGPSVPGAPGGVGLSL 

GLLLQLLLLLGPARGFGDEEER 

RCDPIRJSMCQNLGYNVTKMPN 

LVGHELQTDAELQLTTFTPLIQ 

YGCSSQLQFFLCSGYVPMGTEK 

INIPIGPCGGMCLSVKRRCETPS 

LK\EFGFA\WPVESLNCSK/Y PH P 

QNDVHNPHVPWKGPGDEEVPLP 

HK.TPIQP\GEECHSVGTNSDQYI 

WVKRSLNCVLKCGYDAGLYSR 

SAKEFTD1WMAVWASLCFISTA 

FTVLTFLIDSCRFSYPERP1IFLS 

MCYNIYSIAYIVRLTVGRERISC 

DFEEAAEPVL1QEGLKNTGCAII 

FLLMYFFGMASSIWWVILTLT 

WFLAAGLKWGHEAIEMHSSYF 

HIAAWAIPPVKTIVILIMRLVDA 

DELTGLCYVGNQNLDALTGFV 

VAPLFTYLVIGTLFIAAGLVALF 

KIRSNLQKDGTKTDKLERLMV 

KIGVFSVLYTVPATCVIACYFY 

El SN WALFRYSA DDSNM A VEM 

LKlrMoLLVOJ 1 aUMWlWbAK 1 
LHTWQKCSNRLVNYT 


9962 


40330 


A 


10023 


496 


664 


F YKA VPS1HQLD VPQTHQP* ST 
GL VQKV YSRSKH VSL* PKYYY 
VQLVPKLDHLIFY 


9963 


40331 


A 


10024 


1 


954 




9964 


40332 


A 


10025 


127 


481 


GRTREATWRVYSVAVGVSRSQ 
IIRJAREFADNADKTHGRSM1IV 

/•ATI MUU'VUI r\\A M V D C 1 I M \ ,1 

LIFCGCVGQSGG/GWAHYVGQ 
EK.LRPQTGWQPGVCLDWQRPA 
RHMNSTSYFLLVP 


9965 


40333 


B 


10026 


161 


234 




9966 


40334 


A 


10027 


3 


199 


DDFLDLAESPNASDTESSDEIPL 
KAGPGTL I M ATG VQDFNRTEFD 
RLNAIKGHLEAALLEKHFFT 


9967 


40335 


A 


10028 


37 


455 


LRTHLLPRLSQSSPVSSLPRALL 
RPPGQLELWAVPAGPGPLL\AA 
DASQNLTQHMEALASQSRGRV 
DMSDGHLAVLSPIEEELRKLRE 
ETNAEMLRQELDRERQRRMEL 
EQKVQEVLKARTEEQMAQQPP 
KGQAQASNGA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9968 


40336 


A 


10029 


1 


1721 


DKIRFRGHKRDDFLDLAESPNA 

SDTECSDEIPLK.VPRTSPRDSEE 

LRDPAGPGTL1MATGVQDFNRT 

EFDRLNEIKGHLEIALLEKHFLQ 

EELRKLREETN AEM LRQELDRE 

RQRRMELEQKVQEVLKARTEE 

QMAQQPPKGQAQASNGAERRS 

QGLSSRLQKWFYERFGEYVED 

FRFQPEENTVETEEPLSARRLTE 

NMRRLKRGAKPVTNFVKNLSA 

LSDWYSVYTSAIAFTVYMNAV 

WHGWAIPLFLFLAILRLSLNYLI 

ARGWRIQWS1VPEVSEPVEPPK 

EDLTVSEKFQLVLDVAQKAQN 

LFGKMADILEKIKNLFMWVQP 

EITQKLYVALWAAFLASCFFPY 

RLVGLAVGLYAGIKFFLIDF1FK 

RCPRLRAK Y DTPY1I WRSLPTDP 

QLKERSSAAVSRRLQTTSSRSY 

VPSAPAGLGKEEDAGRFHSTKK 

GNFHEIFNLTEN ERPL A VCENG 

WRCCLINRDRKMPTDY1RNGV 

LYVT\ENYLCFESSKSGSSKRNK 

VIKLVDITDIQKYKVLSVLPGSG 

MG1AVSTPSTQKPLVFGAMVH 

RDEAFETILSQYIKITSAAASGG 


9969 


40337 


A 


10030 


18 


573 




9970 


40338 


C 


10031 


71 


20 . 5 ... 




9971 


40339 


C 


10032 


190 


243 




9972 


40340 


A 


10033 


18 


283 




9973 


40341 


A 


10034 


1 


190 




9974 





^— 






|P 










Ir5rj3l 


90 






9976 


40344 


B 


10037 


272 


560 




9977 


40345 


A 


10038 




422 




9978 


40346 


A 


10039 


205 


1090 




9979 


40347 


A 


10040 


1 


2142 





1329 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ IB NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9980 


40348 


A 


10041 


15 


1524 


FPGRRFRAEGERTECAEPPRDEP 

PADGALKRAEELKTQANDYFK. 

AKDYENAIKFYSQAIELNPSNAI 

YYGNRSLVYLRTECYGYSL*D 

ATRAIELDKKYIMGYYRRAXAS 

NMALGKFRAALRDYETVVKV 

KPIIDK.DAKMKYQECNKMVKP 

KAFERA1AGDEHKRSVVDSLDI 

ESMTIEDEYS*PKLEDGKVTISF 

MKELMQWYKDQKKLHRKCAY 

QILVQVKEVLSK.LSTLVETTLK 

ETEK1TVCGDTHGQFYDLLN1FE 

LNGLPSETNPYIFNGDFVDRGSF 

SVEV1LTLFGFKLLYPDHFHLLR 

GNH\ETDNMNQ1YGFEGEVKA 

KYTAQMYEtFSEVFEWLPLAQ 

C1NGKVLIMHGGLFSEDGVTLD 

DIRKIERNRQPPDSGPMC\DLLW 

SDPQPQNGRSISKRGVTCQFGP 

DVTKAFLEENNLDYIIRSHEVK. 

AEGYEVAHGGRCVTVFSAPNY 

CDQMGNKAS\YIHLQG\SDLRP\ 

QFHQF\TA VP\HPN VK\PMA Y AN 


9981 


40349 


A 


10042 


94 


188 


V1EHLVSQDGLDFL/NLVICPPR 
PPKVLGLQA 


9982 


40350 


A 


10043 


419 


495 


EPTNENSPIALSR*VNSQKISMK 
AV 


9983 


40351 


A 


10044 


1 


265 


EMESRSIAVRMECSGSISAHCKL 
RLPG SHH SPA S V SR V AGTTGTC 
HHARLIFLYF/LLETGFHCVSHD 
GLHLL/NLVICPPRPPKVLGLQA 


9984 


40352 


A 


10045 


3 


706 


ADAWAWPHC/CTVLL*CLGFA 
GVLFGWPSLVFVFKNEDYFKD 
LCGPDAGPIGNATGQADCKAQ 
DERFSLIFTLGSFMNNFMTFPTG 
Y 1 FDRF KTT V A RL 1 A I F F YTT AT 
L 1 1 A FTS AG S A VLLFL AMPM LTI 
GGILFLITT^LQIGNLFGQHRSTII 
TLYNGAFDSSSAVFLIIKLLYEK 
GISLR/VLLHLHLCLQYLACSTH 
FPPDAPGAHPIPTAPQLQLWPV 
PWEWHHKGREGNS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


[N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


9985 


40353 


A 


10046 


1 


1413 


MKRGNGSRRRRRLLSENNGVF 

HIESFAQHPKDEKSRKLLGPIEH 

WTFVVEKGKGKPEETGTVSMV 

LEDGEVEADIKQGSVVGCCNV 

PPDAARERAEKAYMDGEQPTLI 

LLLWDLKKQIPVHKGTHSVGR 

HQTELLPNNGGGVVRFFYTTAT 

LIIAFTSAGSAVLLFLAMPMLTI 

GGILFLITNLQIGNLFGQHRSTII 

TLYNGAFDSSSAVFL1IKLLYEK 

GISLRASFIFISVCSTWHVARTF 

LLMPRGHIPYPLPPNYSYGLCP 

GNGTTKEEKETAEHENRELQSK 

EFLSAKEVSTYTNAFAFTQFGV 

LCAPWNGLLMDRLKQK.YQK.E 

ARKTGSSTLAVALCSTVPSLAL 

TSLLCLGFALCASVPILPLQYLT 

FILQ VI SRSFL YG SN\G RFLTL AF 

PSEHFGKLFGLVMALSAWVSL 

LQFPIFTLIKGSLQNDPF\YVNV 

MFMLAILLTFLPPLSG1SGMPYL 


9986 


40354 


B 


10047 


316 


395 




9987 


40355 


A 


10048 




1614 


RMQQQAVMHYMQQQQQQQQ 
QQLGGPPTPAIMTPVHFQSPPPV 
PGEVLKVGPVLACPPPCPH*SQ 
PPLEPLPYLSETYGNK.FAAHISP 
AQ\ALRNPHQPPPQGCELDTCC 
PPPLATVLP/ISPMAMLHIGSNPE 
REVSEELASGHAACRARAHCC 
ASETMPNTVLLARVGWVCKGS 
REGGTHCGSEPGESGVTSSSCP 
ADLTQKRELTGTASLYPCAFEY 
PTPPSFSPSLPAAPLPASLFLVLT 
WAG*KANDL*/VRFLRGRVMG 
LGGQQLT\RLSALLQKSRELEN 
HSRRLEMTNKQLWLRIQVWS* 
TWTSLVTLTLNLAPGPKGQYFR 
MFCFGNKQSSASLSNTYQLEVL 
FCETLILAPTLLAPSSLMAHLEL 
ALKA1VTLKVPHVTSVQWAWP 
MQAHSTSTLTSLAQQVVKQEL 
PSEEGPGEALMLGAEVPDPEPL 

PA1 PPHAPI PI PTHPPCPFUUI H 

FSHSLSFGGREDEGPPGYPEPLA 
PGHGSPFPSLSKKDLDLMLLDD 
SLLPLASDPLLSTMSPEASKASS 
RRSSFSMEEGDVL 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9988 


40356 


A 


10049 


1 


1651 


GGVTAGARAPARGSVTAEAAA 
RAGRGSGRGADGGREGRTGRA 
SLVARGRSRPGAGGGHSLRAR 
HPNLRQVAGA/GGARAADRLT 
FRAREPAPAATMASR1GLRMQL 
MREQAQQEEQRERMQQQAVM 
HYMQQQQQQQQQQLGGPPTP 
AINTPVHFQSPPPVPGEVLKVQS 
YLENPTSYHLQQSQHQKVREY 
LSETYGNKFAAAHISPAGAALR 
NPHQPPPQGCELDTCCPPPLAT 
VLPISPMAMLHIGSNPERELDD 
VIDNIMRL\TMSLGYINPEMQM 
PNTVLLARLPLSSSHLNVYSSDP 
QVTASLVGVTSSSCPADLTQKR 
ELTDAESRALAKERQKKDNHN 
LIERRRRFNINDRIKELGMLIPK 
ANDLDVRWNKGT1LKASVDYI 
RRMQKDLQKSRELENHSRRLE 
MTNKQLWLRJQELEMQARVHG 
LPTTSPSGMNMAELAQQVV\KQ 
ELPSEEGPGE ALM LG A\EG P\DP 
EPLPALHRQAPLPLPTQAPSPFH 
S/HWDFSHSL\SFGG\RVDDWSP 
GLPRTPGAGAWLPIPQPVQEGS 
LirriArUlvL I A I AUL 


9989 


40357 


A 


10050 


2 


76 


TPLAPPPKPVRRRLKSRR*IKAR 
S 


9990 


40358 


A 


10051 




206 




9991 


40359 


A 


10052 


1 


492 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in LiSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9992 


40360 


A 


10053 


2 


2395 


K.QTELRRSGSRDVTGALLVAA 
AVASEAVGSLRVAEGGPNTLLL 
QVLR\SW\PWCNKATQTMEERK 
VICRRSPKSFSAHCTQVVNVQK 
KMSIPV\SKS\TGFSNPASQVNFT 
SRPKVKKEVMKAEKTKPQGLEE 
GQRHSSQLPIQHSFLTVDVSRCS 
RKMERGLLSL\LNDFHSWKTFK 
HFGN\ECSI\EQMEHVSGELQEK 
LA RLNLELYGELEELPEDKRKT 
ASDSYNLDRLLSDCREM1PAFRT 
FLKRHDKTIVTKMLSLPELLLY 
PSRRFEEYLNLLYAVRLHTPAE 
HVDRGDLTTAIDQ1KKYKGYID 
QTLSE VNRYLI R VQDVAQLHCC 
DEEISFSLSVACRSVDSASPESL 
PEMQNSQATLALLNQNLHFNKI 
TRLYEHIHDLSLFLFNDALLVSS 
RGTSHTPFERTSKTTYQFIASVA 
LHRLLIENIPDSKYVKNAFILQG 
PKYKWICATEIEDDKFLWLSVL 
RNAIKSSMEKACGLVFTGQFMF 
DTMGMTNI LNNQDTAQALADG 
LMELSKEDSKCGKKIKDVEGN 
VIPTKCDPKTTFSLFMKERNVV 
EDNSWDTKSRLSKNDLNFEALI 
NLERILQKDSAEKRARVVRELL 
QSERKYVQ1LE1VRDVYVAPLK 
AALSSNRAILSAAN1Q1IFCDILQ 
1LSLNRQFLDNLRDRLQEWGPA 
HC VGEI VTKFG SQLNTYTNFFN 
NYPVILKTIEKQWETFSERSSSS 


9993 


40361 


A 


10054 


2 


296 




9994 


40362 


A 


10055 


2 


369 




9995 


40363 


B 


10056 


82 


2483 




9996 


40364 


A 


10057 


2 


3343 


YDVVLDAIDTMQRVAWHIND 

MKRKHEHAVRLQEIQSLLTNW 

KGPDLTS YG EL VLEGTFRIQRA 

KNERTLFLFDKLLL1TKKRDDT 

FTYKAHILCGNLMLVEVIPKEP 

LSFSVFHYKNPKLQHTVQAK.SQ 

QDKRLWVLHLKRLILENHAAKI 

PAKAKQAILEMDA1HHPGFCYS 

PEGGTKALFGSKEGSAPYRLRR 

KSEPSSRSHKVLKTSETAQDIQ 

KVSREEGSPQLSSARPSPAQRNS 

QPSSSTM1 SVLRAGG 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


9997 


40365 


A 


10058 


32 


483 


LKGHADAVLAAGTEAVKCHLL 
LGRHLLRLMASSG1HHKIVN*R 
QYAKFSHG*IQKF** WQHRQQF 
RGKETEMASAVDLPVTLTETEA 
NFPPEYEKFWKTVENNPQDFTG 
WVYLLQYVEQENHLMAARKA 
FDRFFIHYPYCYGYWKKYADL 


9998 


40366 


A 


10059 


1 


1090 


MRQKRK.EEKELFHNKDCEKKE 

KNSWERMRHTGTEKMASESET 

PTGAISQYKERMPSVTHSPEIM 

DLSELRPFSKPE1ALTEALRLLA 

DED/WDKQLHALEQLLASCYS 

GTRHTTSSFHCGHQGMWWHPE 

AWRC/LATAEPQREPGKSTISSH 

SSLWN*Q/LHSHKLQSVPGLKV 

KNLRSGVSRAAVVCLSDLFTYL 

KKSMDQELDTTVKVLLHKAGE 

SNTFIREDVDKALRAMVNNVT 

PARAVVSLINGGQSHLHIAVRR 

CTAQHLSDVLEFMEPERILSAA 

KDMAERILPAAAKFAQDSSQET 

RYYGRKMLFFMMCHPNFEKM 

LEKYVPSKDLPYIKDSVRNLQQ 

K VCG KSLFYKQL YKQSLFLH P 


9999 


40367 


A 


10060 


36 


203 




10000 


40368 


A 


10061 


1 


798 


MKFQYKEDHPFEYRKKEGEKI 
RKKYPDRVPV1VEKAPKAR/RA 
*SGQEEV PS AL* PYCCLP/DGAG 
LGTCS/HAMPEPPTHSMGTCAA 
RASPTSTTPCSTAPSP1DRE\EQT 
TQGLRN A S A RRGTG RQLHLQ/S 
PVWDPLGEASWAPESSGNVESI 
SSSG1VN1PISTLCLAQGFSRFVN 
APIDTLYLAALVGPWRTFMSSS 
G1VNTPIGTLYLAQGMVHYHKS 
PFPTCLVQMSKIESLPKEKGAQ 
GVAAGLPSSLAPTCPPPDPSMK 
LHNN 


10001 


40369 


A 


10062 


164 


605 


ALLKQHLRTVHRSAPPIRGHCC 
VSSSWT*G/AGKLSLEHTEEPSD 

VPCUT T VT?\X/QICQATTP\/Fr\AT A 
V rortLL. i RWMSaAl 1 £ V r\^AL/\ 

SS\IPPRSQ*MSTPRR\NESTRHSP 
GPS I EE VKECMQDDN * YLQGTS 
YAPAGSQSYSAKLCFQVLKRN 
TCPPEKPNPASER 
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SEQ ID 

NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10002 


40370 


A 


10063 




2480 


RPITGAEIVAIINSLPTKKSPGLD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEGTLPNSFYEASIILIPKPG 

RDTTKKENFRPiSLMNIDAKILN 

KILAN R1QQHIKKLI H HDQVGF1 

PGMQGWFNIRKSINVIQHINRT 

KDKNHMIIS1DAEKAFDKIQQ/R 

LHAKNS/RIN*VLM/ETYFKIIRA 

IYDKPIANIILNGQKLEAFPLKT 

GTRQGCPLSPLLF1MIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSGYK1NVQKSQAFLYTN 

NRQTESQIMSELPFTIASKRIKY 

LG1QLTRDVKDLFKENYKPLLK 

EIKEDTNKWKNIPCSWVGR1NI 

VKM A 1 LPKV1 YRFNAIPIKLPMT 

FFTELEK.TTLKFIWNQKRAHIA 

KSILSQKNKAGGITLPDFKLYY 

KAT1TKTA W Y WYQNRDIDQW 

NRTEPSE1TPHTYNCLIFDKPEK 

NKKWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKINSRWIK 

DLNVRPKT1KTLEENLGITIQNI 

GMGKDFMSKTPKAMATKDKJD 

KWDL1K.LKSFCTAKETTIRVNR 

QPTKWEK1FATYSSDKGLISR1Y 

NELNQ1YKKK.TNNPIKKWAKD 

MNRHFSKEDIYAAKKHMKKCS 

SSLA1REMQ1KTTMRYHLTPVR 

MAIIKKSGNNRCWRGCGEIGTL 

LHCWWDCKLVQPLWKSVWRF 


10003 


40371 


A 


10064 


317 


582 


STVCCFLLRF1GGGFRHIPLSVD 
LW1HYIK1LKETLDPGDPETNNT 
IRGYVEH*Y*NVFYDINNYSDV 
DNRAHES*AGSLTSIPLLKK 


10004 


40372 


A 


10065 


41 


434 


GDLQPTAALWEPLSGLAKAGA 
RSLSLQGGVGGEARARTRAAR 
GACGPAAAPGGHGLGGHALGA 
AGR/RLLALGRLGTCSLPCLSLP 
PSPWAPVPPEPPR*VPPHAPGRP 
VPSATQRLRSAGAQRRTGRQL 


10005 


40373 


A 


10066 


67 


459 


LRDCKYTHRHCVSSSRFINTPIN 
TLCLAQGL* VHQSTLCI*LLWV 
GGLGGNFCVQYSVSN*SDGDV 
ENLCI*LRDCK.C rNQHPVKTGH 
FGSTNQQDVGWGQIKJUKAGLP 
EPASGNSLGSPSTLWELCSLQ 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
iii USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10006 


40374 


A 


10067 


2481 


2882 


IPQGNYRVIARNAKTQRGGNLT 
LTKPS/GIGRRGENSSISSWQRQ 
QKGKKETGSQRKRQRGRDKKL 
ERICRDRHRSQREGKKERKRQR 
RSQRERWK**RKNSVP1PLKAR 
VNFSLPTQGNSLLDLNPYLPLK 
QLKK 


10007 


40375 


B 


10068 


52 


5199 




10008 


40376 


A 


10069 


1510 


2454 




10009 


40377 


B 


10070 


97 


3414 




10010 


40378 


A 


10071 


164 


620 


PPTGCGTGPIGCSGPGTGPVPVP 
VAP\PFPQEGARTQPGSAGA\PG 
ARGLRRAETLVALGAVGPGLP 
TPPPPPPPAPQSQAPGGPEAQPF 
GSRVCVLASCCAHRPRPAPSAP 
PA PPA PPESTVRPA PPTR PG ESS 
YSSISHAFTATNFPFGTA 


10011 


40379 


A 


10072 


1 


513 


MATLAGEGRPAGWVPW1SLLA 
VGVLllWKLWPAPPIGGELQFA 
F VCFLLGN VYEAFEH WKRLLN 
LLCRSEAAMKK7HATRLWINLI 
SILHHQLGE1PADFFVDJVSQHN 
FLTSTLQVFFSSACSIAVDATLR 
KKAEKFQAHLTKKFRWDFAEE 
PEDCAPVVEELPEGIEMG 


10012 


40380 


A 


10073 




1642 


MDYIRTDLTTAAPSPPRRLGPPP 

PGEQPPSGSGHVRPPGARPPHR 

GGGRGGGGGDPAAPPARGGGG 

GGKARPPGGGAAPCEPGCQCR 

APMVSVSSERHPLYNRVKTGQI 

ANCALPCHN PFFSQDERAFTVF 

WIGLWSVLCFVSTFATVSTFLID 

MERFKYPERPIIFLSACYLFVSV 

GYLVRLVAGHEKVACSGGAPG 

AGGAGGAGGAAAGAGAAGAG 

AGGPGGRGEYEELGAVEQHVR 

YETTGPALCTVVFLLVYFFGMA 

SSIWWVILSLTWFLAAGMKWG 

NEAIAGYSQYFHLAAWLVPSV 

KSIAVLALSSVDGDPVAGICYV 

GNQSLDNLRGFVLAPLVIYLFIG 

TMFLLAGFVSLFR1RSV1KQQD 

GPTKTHKLEKLMIRLGLFTVLY 

TVPAAVVVACLFYEQHNRPRW 

EATHNCPCLRDLQPDQARRPD 

YAVFMLKYFMCLVVGITSGVW 

VWSGKTLESWRSLCTRCCWAS 

K.GAAVGGGAGATAAGGGGGP 

GGGGGGGPGGGGGPGGGGGSL 

YSDVS\TGLTWRSGTASSVSYP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10013 


40381 


A 


10074 


3 


475 


HSSLNSVDKARALEADNGELE 

VNIRDWYQKQGPGASRDYSHY 

YTTIQDLRDKILGATIENSRJVL 

QIDNARLAADDFRTKFETEHAL 

RMSVEADINGLRRVLDELTLAR 

TDLEMHIEGLKEELAYLK.KNHE 

EEISTLRGQVGGQVTV*VDSAP 

GTDL 


10014 


40382 


A 


10075 


39 


1323 


NGMWSNWNPLIPQRWEEKFQS 

PSRHRGSSSRGVSLSSVSGGYSGI 

LSGSNGLLAGNEKLTMHNLNN 

CLASYLDKVHALEAANSKLEF 

GLSVWVLDEVTLARTDLEAQI 

KGLKEELAYLKKKHEEEINALR 

GQVGDQVHILSDRQSQYEIMA 

KQNWKDAEAWFTSWTEELNQ 

EVTGHIEQLQISRSEVTDLQCTL 

QGLEIELHSQLSVKAPLEGTLA 

ETEACFGAQLVQIQAL1SS1EAQ 

LGDVRADGEWQNQEYQRLLE 

QEIATYRSLLEGQEDHYNNLST 

SKVQIPECTVSNVPVASVCLQT 

LEPHSLASNPGSSTYSVTFGQYI 

NLSVSPFLLLEATIAGAKKAAT 

Li IN IN o 1 yrorrAtK^LLlr 1 LrK 1 

IPLTTASHAGSYGPKLVKYTSL 
RPLPMAAPTESNPALPSSRATA 
HRLLPAPGHFPSGL 


10015 


40383 


B 


10076 




180 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10016 


40384 


A 


10077 


1 


2182 


MSVDKAELCGSLLTWLQTFHV 

PSPCASPQDLSSGLAVAYVLNQ 

IDPSWFNEAWLQGISEDPGPNW 

KLKVSNLKMVLRSLVEYSQDV 

LAHPVSEEHLPDVSLIGEFSDPA 

ELGKLLQLVLGCA1SCEKKQDH 

IQRIMTLEESVQHVVMEAIQEL 

MTKDT\P\DSLSPETYGNFDSQS 

RRY YFLS EEAEEGDELQQRCLD 

LERQLMLLSEEKQSLAQENAGL 

RERMGRPEGEGTPGLTAKKLLL 

LQSQLEQLQEENFRLESGREDE 

RLRC A EL ERE VAEL\QHRNQA L 

TSLAQEAQALKDEMDELRQSS 

ERAGQLEATLTSCRRRLGELRE 

LRRQVRQLEERNAGHAERTRQ 

LEDELRRAGSLRAQLEAQRRQ 

VQELLGQRQEEAM KAEKWLFE 

CRNLEEKYESVTKEKERLLAER 

DSLREANEELRCAQLQPRGLTQ 

ADPSLDPTSTPVDNLAAEILPAE 

LRETLLRLS/LLENKRLCRQEAA 

DRERQE/EKLQRHLEDAN\RAR 

HG\LETQ\HRLNQQAAYSELRA 

QVEDLQKALQEQGGKTEDAISI 

LLKRKLEEHLQKLHEADLELQR 

KREYIEELEPPTDSSTA\RRIEEL 

i V UrvAKlvl V IVIV^ 1 1VJ tr ISA^Kr A A 

GAPPELHSLRTQLRERDVRIRH 
LEMDFEKSRSQREQEEKLLISA 
W\YNMGMALQ\QRAGE\EPAPA 


10017 


40385 


A 


10078 


1 


687 




10018 


40386 


A 


10079 


1 


1104 




10019 


40387 


A 


10080 


1 


677 


MAAAGGGGGGAAAAGRAYSF 
KVVLLGEGCVG KTS L V L R YCE 
N K FNDKHITTLQ ASFLTKKLN 1 
GGKRVNLAIWDTAGQERFHAL 
GPIYYRDSNGAILVYDITDEDSF 
QKVKNWVKELRKMLGN\ETCL 
CIVGNKIDLEKERHVSIQEAESY 
AESVGAKHYHTSAKQNKGIEE 
LFLDLCKRMIETAQVDERAKG 
NGSSQPGTARRGVQ1IDDEPQA 
QTSGGGCCSSG 


10020 


40388 


A 


10081 


1 


1467 


















10022 


40390 


A 


10083 


1 


257 




10023 


40391 


A 


10084 


1 


558 




10024 


40392 


B 


10085 


41 


618 




10025 


40393 


A 


10086 


1 


591 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10026 


40394 


A 


10087 


128 


851 


KMEKEKGNDDGIPDQENSLDFS 
EHFNQLELLETHGHLIPTGTQSL 
WVGNSDEDEEQDDKNEEWYR 
LQEK.KMEKDPSRLLLWAAEKN 
RLTTVRRLLSEKATHYNTARDE 
DEYTPLHRAAYSGHLDIVQEL1 
AQGADVHAVTVDGWTPLHSA 
CKWNNTRVASFLLQHDADINA 
QTKGLLTPLHLAAGNRDSKDT 
LELLLMNRYVKPGLKNNLEET 
AFDIARRTSIYHYLFEIVEGCTN 


10027 


40395 


A 


10088 


2 


264 


NKQP1WIPSRHLKPYHEPDAKE 
E1PGGS*GPTSCSHVETDAEEDP 
NCHEQHLSNTATHLGTDQEAVI 
DG RRKPEESRTTSH ICRCRS 


10028 


40396 


A 


10089 


2 


461 




10029 


40397 


A 


10090 


2 


749 




10030 


40398 


B 


10091 




1077 




10031 


40399 


A 


10092 




1114 


MPQNSLEECALELGKKSLQEN 

VNNFPKTKLFQFLKLTNWILPKI 

TKFKPIEGAENVFTDGSSNGKA 

SYFGLKGKVFQTPYTAAQKVE 

LVAVIEVLTAFDMPVSM1SDST 

YVVHSTQLTENAQLRLHTDEQ 

LMTLFSQLQTAVR\CFAVMG1P 

ASRKTDNVPGYTIQTLATFFSM 

WNIKHITGIPYNSQGQAIVGRIN 

LSLKQRLQKQKEGNREYRTPQ 

MQLNLALLALIFLSLSKGQMLS 

AAEQHLQKPPAKTEAEQLIWW 

RDTKTRSWEIGK1ITCGRGYAC 

VSPGQNQQPIWTPSRHLKPYHE 

PDAK\KRFREDPEDPPSCSHVKT 

DAEEDPNCHEQHPSNTAIHLRS 

DQEAVTDGRRKPEESGTTSHNE 


10032 


40400 


A 


10093 


239 


783 


RRAPGTAPDAGPELRSVLHNLL 
GPACIFLRKGFAENRQPVQLRE 
AFREFDKDKDG Y INCRDLGNC 
MRTMGYMPTEMELIELSQQ1N 
MNLGGHVDFDDFVELMGPKLL 
AETADMIGVKELR\DAFREFDT 
NGDGEISTSELREAMRKLLGHQ 
VGHRDIEEIIRDVDLNGDGRVD 

CPA PPP/^QQXl 


10033 


40401 


A 


10094 


1 


304 




10034 


40402 


A 


10095 




154 




10035 


40403 


B 


10096 


126 


251 




10036 


40404 


B 


10097 


122 


2916 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10037 


40405 


A 


10098 


3 


2433 


LAELSSLSVLRLSHNSISHIAEG 

AFKGLRSLRVLDLDKNEISGT1E 

DTSGAFSGLDSLSKLTLFGNKIK 

SVAKRAFSGLEGLEHLNLGGN 

AIRSVQFDAFVKMKNLK.ELHIS 

SDSFLCDCQLKWLPPWLIGRML 

QAFVTATCAHPESLKGQSIFSVP 

PESFVCDDFLKPQIITQPETTMA 

MVGKDIRFTCSAASSSSSPMTF 

AWKKDNEVLTNADMENFVHV 

HAQDG EVMEYTTILHLRQVTF 

GHEGRYQCVITNHFGSTYSHKA 

RLTVNVLPSFTK. TPHDITIRTTT 

MARLECAATGHPNPQIAWQKD 

GGTDFPAARERRMHVMPDDD 

VFF1TDVKIDDAGVYSCTAQNS 

AGSI SAN ATLTVLETPSL VVPLE 

DRVVSVGETVALQCKATGNPP 

PRITWFKGDRPLSLTERHHLTP 

DNQLLVVQMVVAEDAGRYTCE 

MSNTLGTERAHSQLSVLPAAG 

CRKDGTTVGIFT1AVVSSIVLTS 

LVWVC1IYQTRKKSEEYSVTNT 

DETVVPPDVPSYLSSQGTLSDR 

QETVVRTEGGPQANGHIESNGK 

ASVTVKQSSAVTVSLGAGGGL 

QVFTGQVPG1RWGKLGEVEGG 

VCPRDASHIPEPD I HSVACRQP 

VI r A r C A VU YTD^W A WFTt' A T 
rvLOAvjbA Y riis.nl W tv/\JVlcixAb 

GTPGPHKMEHGGRVVCSDCNT 
E VDCYSRGQA FHPQPVSRDS AQ 
PSAPNGPEPGGSDQEHSPHHQC 


10038 


40406 


A 


10099 


1 


164 




10039 


40407 


A 


10100 


368 


566 
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SEQ ID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


10040 


40408 


A 


10101 


3 


1160 


RDQRGYRDDRSPARJEPGDVSA 

RTRSGGGGGRSATTAMPPPVPN 

GNLHQHDPQDLRHNGNVVVA 

GRPSCSRGPRRA1QKPQPAGGR 

RSGRGPAAGGLCLQPPDGGTC 

VPEEPP V PPMD WE ALEK H L AG 

LQFREQEVRNQG\QARTNSTSA 

QKNERESIRQKLALGSFFDDGP 

GIYTSCSKSGKPSLSSRLQSGM 

NLQICFVNDSG\SDKDSDADDS 

KTETSLDTPLSPMSKQSSSYSVD 

RDTTVEEESESLGWTWDFLYKG 

KRNLQAEAKMALAMAKPMAK 

MQVEVEKQNRKKSPVADLLPH 

MPHISECLMKRSLKPTDLRD\L1 

MGQLQVIVNDFISQMKSLNEEW 

VQLLLIVQDELHTEQDAMLVDIE 

DLTRHAESQQKHM AEKM PAK 


10041 


40409 


A 


10102 


1 


506 


RGPRTEPQDPCCPRAAAGARPS 
GPG/QDLPRLRLPGSPGAPGAG 
GGAGTAAGRKGPGLPEEAAAD 
GAWRLGEGWAAASEEPAPPGP 
HTSQRGASPPQPGWARAAGLS 
NQPTKDRIFGGSHKAAPQASAD 
SPTSLQCGAAGHCPKASRRALG 
DNPETEATSSLSPTEWLQ 


10042 


40410 


A 


10103 




429 


MGSRLNWMEVIPEQCTYLHVL1 
KCMFFWNRQHRGG1QEKAALK. 
QRTPRI FH EKNTPC YLL VQE * H 
RSN AFG EEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEETLFSNM 


10043 


40411 


A 


10104 




122 




10044 


40412 


A 


10105 


53 


619 


ILVWS1VPEGK1LWGTKQQRRD 
SRTQRLLKKSPWRAKQSVWEE/ 
ERKKKNKEEKEEKEKKEKEKK 
EKEKEKKRKKKRKKKKKKKK 
KK.KKKKKKKKKKKKEEEEEEE 
EDEEEEEEEEEKKKKEKEEKVK. 
EKKICEEKK/QEEKEEEN/EEEEK 
EEEEKEEKSSSSK.YSLLDSVPTL 
L1SLWV1LNTLPELLQPA 


10045 


40413 


A 


10106 


2821 


4680 




10046 


40414 


A 


10107 


18 


1535 




10047 


40415 


A 


10108 


3 


1494 




10048 


40416 


A 


10109 


3 


617 


















10050 


40418 


B 


10111 




2151 




10051 


40419 


B 


10112 


1 


1461 




10052 


40420 


A 


10113 


1 


1248 




10053 


40421 


A 


10114 


2 


1624 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10054 


40422 


A 


10115 




1416 




10055 


40423 


A 


10116 




2262 




10056 


40424 


A 


101 17 




1791 




10057 


40425 


B 


101 18 








10058 


40426 


B 


10119 




1599 




10059 


40427 


A 


10120 




1722 




10060 


40428 


A 


10121 




3168 




10061 


40429 


A 


10122 




1083 




10062 


40430 


A 


10123 




589 


MGAIYDKPTAN1ILNGQKLEAF 
PLKTGIRQGCPLSLLLFNIVLEV 
LARAIRQEKEIKVIQVGKEEVK 
L SLF ADDMI V YLEDPII S APNLL 
K.L1SNFSKVSGYK1NVQKSQAF 
LYTNNRQTESQIMSELPFTIASK 
R1KYLGIQLTRDVKDLFKENYK 
PLLKE\KEDTNKWKNIPCSWVG 
RINIVKMA1LPKPYVES 


10063 


40431 


A 


10124 


1 


1566 




10064 


40432 


B 


10125 


1 


2406 




10065 


40433 


A 


10126 




2478 




10066 


40434 


B 


10127 


69 


1259 




10067 


40435 


B 


10128 


225 


997 




10068 


40436 


A 


10129 


2 


1124 




10069 


40437 


A 


10130 




2058 




10070 


40438 


A 


10131 


258 


823 


TLMQKSSAKYWQTESSSTSKSL 
STMIKWASSLGCKAGSIYANQ* 
M* SSI/YTNNRQTESQIMSELPFT 
1ASKR1K.YLG1QLTRDVKDLFKE 
NYKPLLKEIKEDTNKWK.NIPCS 
WVGRJNIVKMAILPKVIYRFNA1 
PIKLPMTFFTELEKTTLKFIRNQ 
KRAC1AKS1LSQTKLEASRYLTS 
NYTTRLQ 


10071 


40439 


A 


10132 




1512 




10072 


40440 


A 


10133 




992 




10073 


40441 


B 


10134 




2019 




10074 


40442 


A 


10135 




1203 




10075 


40443 


A 


10136 




1578 




10076 


40444 


A 


10137 




2956 




10077 


40445 


A 


10138 




1983 




10078 


40446 


A 


10139 




3156 




10079 


40447 


A 


10140 




3325 




10080 


40448 


A 


10141 




1870 




10081 


40449 


A 


10142 




1446 




10082 


40450 


A 


10143 




2310 




10083 


40451 


A 


10144 




1293 


















10085 


40453 


A 


10146 




1713 




10086 


40454 


A 


10147 




2271 




10087 


40455 


A 


10148 




3654 




10088 


40456 


A 


10149 


1090 


1647 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10089 


40457 


B 


10150 




1248 




10090 


40458 


A 


10151 




1884 




10091 


40459 


A 


10152 




1 140 




10092 


40460 


B 


10153 




1545 




10093 


40461 


A 


10154 




3300 




10094 


40462 


A 


10155 




1824 




10095 


40463 


A 


10156 




1023 




10096 


40464 


A 


10157 




2169 




10097 


40465 


A 


10158 




2661 




10098 


40466 


A 


10159 




1 104 




10099 


40467 


A 


10160 




1668 




10100 


40468 


A 


10161 




1945 




10101 


40469 


A 


10162 




3303 




10102 


40470 


A 


10163 




1382 




10103 


40471 


A 


10164 




399 


MPPVDASRDLRELNPLSSYKAK 
PNEYLLLVQVLFLNRNTKEGLI 
RLLARYPDDLQQTESQIMSELP 
FTIASKRIKYPGIQLTKDVEDLF 
KENYKPLLSK\KEDANKWKNIP 
CSW1GRINIVKMAVLPKKKIWV 


10104 


40472 


A 


10165 


1 


2218 




10105 


40473 


B 


10166 


1 


2562 




10106 


40474 


A 


10167 


1 


3169 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location ol'last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10107 


40475 


A 


10168 


1 


2105 


MKAE1KMFFETNENKDTTYQN 

LWDAFKAVCRGKFIALNAHKR 

KQERSKIDNLTSQLKELEKQEQ 

THSKASRRQEITKIRAELK.EIET 

QKTLQKINESRSWFFERJNKIDR 

PLARLIKrCKREKlslQIDTIKNDK 

WDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDKFLDTYTLPRLN 

QEEVESLNRPITGSEIVAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VPFLLKLFQSIGKEGILPNSFYE 

ASIIL1PKPGRDTTKKANFRP1SL 

MNIDAKILNKILAKRIQQHIKKL 

IHHDQH INKAK.DKNHMIISIDAE 

KAFDKIQQPFMLKTLNKLGIDG 

TYFKIIRAIYDKPTANIILNGQK.L 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARA1RQEKEIKGIQLGKEE 

VKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNRQTESQIMSELPFTI 

ASKRIKYLGIQLTRDVKDLFKXE 

NYKPLLKEIKEDTNKWKNIPCS 

WVGRINIVKMAILPKGFCRPRN 

HHQTGFSPAGANQRGPLAATLS 

GPGGEGQSAVARLTGEKKNHP 

GAQYANRLSPRVGRFINAAGTT 

GFPTGKRAVSATQLMDFADFG 

TT1KQDFRLLGQTSVDRLLQLS 

QGQAVKGNQLLPVSLVKRKTT 

LAPNTQTASPRALADSLMQLA 

RQVSRLESGQ 


10108 


40476 


A 


10169 


1 


1689 




10109 


40477 












10110 


40478 


A 


10171 


1 


2274 




10111 


40479 


A 


10172 


1 


3828 




10112 


40480 


A 


10173 


3 


3130 




10113 


40481 


A 


10174 


1 


960 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


10114 


40482 


A 


10175 


746 


2470 


TLMQKSSIKYWQNESSSTSKSL 

STMIKWASSLGCKAWFNIRKSI 

KVIQHINRAKDKNHM1IS1DAEK 

AFDKIQQPFMLKTLNKLGIDGT 

YFKIIRA1YDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

EVLARAI RQEKE1KGIQLGKEEV 

KLSLFADDMIVYLENP1VSAQN 

LLKLIRNFSKVSGYKINVQKSQ 

AFLYTN"NRQTESQIMSELPFTIA 

SKRIKYLGIQLTRDVKDLLKEN 

YKPVLLKEIKEDTNKWKNIPCS 

W VGRIN I V K.M Al LPKN WKKTT 

LKFIWNQKRAH ITK.SILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LHTYNYLIFDKPEKNKQWGKD 

SLFNKWCWENWLAICRKLKLD 

PFLTPYTK1NSKWIKDLNVRPK 

T1KTLEENLGITIQDIGMGKDFM 

SKTPKA M ATKAKIDKWDLIKL 

KSFCTAK.EA1 IRVNRQPTKWEK 

1FATYSSDKGL1SR1YNELKQIY 

KKKTT^JNPIKKWVKDMNRHFA 

KEDIYAAKKHMKKCSPSLAIRE 

MQIKTTMRYHLTPVRMAIIKKS 


10115 


40483 


A . 


10176 




3492 .. 




10116 


40484 


A 


10177 




3139 




10117 


i 0485 


A 


10178 


637 


2760 




10118 


40486 ...... 




10179 




3932 




10119 


40487 


— 

A 


10180 




1865 




i oi^T 


40488 


A — 


T^T^ 


X — 
















Tr5I3 




10122 


40490 


A 


10183 


701 


6973 




10123 


40491 


A 


10184 




3319 




10124 


40492 


A 


10185 




3296 




10125 


40493 


A 


10186 




2296 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10126 


40494 


A 


10187 


1614 


2615 


TLMQKSSIKYWQTESSSTSKSL 

stmikwasslgmqgwfnicksi 

n viqh inrtkg knhm 1 1 si da ek 

afdkiqqpfllktlnklgidgt 

ylkiiraiydkpianiilngqk.lt 

fekfplk.igtrqgcplspllfni 

vlevlarairqekeikgiqlake 

evklslfaddmivylenpivsv 

qnllklisnfskvsgykiykidv 

qksqaflytnnrqtesqimsel 

PYFTIASK.RIKYLG1QLTRDVKDL 
FK\ENHKPLLKE\IKEDTNKWKN 
1P\CSWVGGRINLVKMAIL\PKV1 
YRFNAIPIKL\PMTFFTELEKNYF 
KVHMEPKKEPVLPSQS 


10127 


40495 












10128 


40496 


A 


10189 




156 


MQFPKTKTKKKEEEEEEEEEEE 
EEEEEEEEEYEEEEEEEEEEEGEE 
EKEEII 


10129 


40497 


A 


10190 


1 


1446 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10130 


40498 


A 


10191 


272 


2722 


ETSCPLVRVHYAEAITGRCTAP 

EDEGSLGQKPPARRSNNRTEGA 

WGKRQLM SSP/STEPR VCLTIEG 

QEIDFLLDTGAAFSVLISCPGRL 

SSTSVTIQGILGQPVTRYFSHLL 

SCNWETLLFSHAFLLMPERPTG 

LLGRD1LAKAGAIIYMNMGNK.L 

PICCPLLEEGINPEVWALEGQFG 

RAKNAHPVQIRLKDPTTFPYQR 

QY/PLRPEAHKGLQNIVKHLKA 

QGLVRKCSSPCNTPILEVQRPRL 

VQDLRLFNEAVISLYPVVPNPYT 

LLSQIPEEAEWFTVLDLKDAFF 

CVPLHSDSQFLFAFEDPTNHTS 

QLTWMVLPQGFRDSPHLFGQA 

LAK.DLGHFSSPGTLVLQYVDDL 

LLATS*EALCQQATLDLLNFLA 

NQGYKVSMSKAQLCLQQVKY 

LGLILAKGTRALSKE*IQPILAY 

PRPKTLKQ LREFLGITSFCRL WI 

PGYSETARPLYTLIKDTQRANT 

HLVEWESEAETAFKTLKQALV 

QAPGLSLPTGQNFSLYVTERAG 

IALGVLTQTRGTTPQPVAHLSK 

ETDVVAKGWPHCLRVVAAVA 

VLVSEAIKIIQGKDLIVWTTHEV 

NG1LGAKGSLWLSDNCLLRYQ 

A LLLEGPVLQICTCM ALNPATF 

LPEDGEP1KHDCQQIIVQTYAAR 

DDLLEVPLTNPDLNLYTDGSSF 

VENGI/RKVSDVT1LESKPLPPGT 

SAQLAELVALTWALELGKGKR 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10131 


40499 


A 


10192 




2529 


MTQEPSAIMREVPEMVNILKGT 

GDIHNTEIQNDNGKVGMTKCM 

AKPKLDELRNLKLILSESLESAQR 

QGVSKQEK.VLQCRRAQDLQPT 

MPEPPIPSMGSCAARASPTSATP 

CSRAPSPTDHPTAAKCRRMAR 

YWQAAPPAALVLDQLGEASW 

APESANLVGKWRTFVSSSGTA 

NAPISTLSKQTTGLYQSAGCGW 

GQNLGAKYRAPVGQLKLATSTA 

ARLKTRVSGFLGKGSLTTPDSS 

ELGPLDPTDHTSQLTWTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLILQYVDDLLLATSLEALCQ 

KATLDLLNFLANQGYKVSRJLK 

AQLCLQ\SEIARPLYTLIKETQR 

ANTHLVVSEPEAVI/AFETLKQA 

LVHAPALSLP1GQNFSLYITERA 

GIALGDLTQTCGTTPQPVAYLS 

KE1DVVAKGWPHCLRVVAAVA 

ILVSEA1KIMQGKDLTVWTTHD 

VNG1LGAKGSLWLSDNHLLRY 

QALLLEGLVLQICTCVALNTAT 

FLPEDGEPIEHDCQQIIVQTYAT 

RDDLLEVPLTNPDLNLYTDGSS 

VVENG1RRAGYAIVSDVTILESK 

PLVPGTSAQLAELVALTRALEL 

U\uM1JN V Y 1 L/oK Y A I LILHAM 

a a i\\/vp\x/Trci Tcr.MPunruDf 
AAJ W Kd WtrL J oulNrnULnKx- 

VJVlbLLrlJVl V^c J Ntvli VLhi Yl^b 

pi \\/no at tm ODTN/iPPPT>iPC\/ir: 
r 1 ,WuRALULyr 1 lvlrbrrIr3lVlLj 


10132 


40500 


A 


10193 




197 




10133 


40501 


A 


10194 




259 




10134 


40502 


A 


10195 




295 




10135 


40503 


A 


10196 




439 




10136 


40504 


A 


10197 


1268 






10137 


40505 


A 


10198 




389 




10138 


40506 


C 


10199 




298 




10139 


40507 


A 


10200 


2 


90 




10140 


40508 


A 


10201 


3 


1252 




10141 


40509 


A 


10202 


2 


82 


WMKLETSKLT*EQKTKHCMFS 


10142 


40510 


A 


10203 


149 


244 




10143 


40511 


A 


10204 


485 


668 




10144 


40512 


B 


10205 


1 


598 




10145 


40513 


C 


10206 


422 


784 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possinle nucleotide insertion) 


10146 


40514 


A 


10207 




899 


IYNHLIFDKPDKNKQWGKADSL 
FNKWCWENWLAICRKLKLDPF 
LTPYTKINSRWIKDLNVRPKT1K 
TLEENLGNTIQDIGMGKDFMTK 
TPEAMATKArCIDKWDLIQLKSF 
CTANETVIRVNRQPTEWEKIFAI 
1YPSDKGLISK1YKELYEKKTNN 
LIKKWAKDMNRHFSKEDFYEA 
KKHEKSSSLLGQGVTKGGCCLP 
MNLLGTYRSEENPSEYQRRQL1 
KTLRVCKPSSSYFLTSDFLDTPS 
FSCEPTQTNELQGCSLRFRVAT 
AAGPVQVRGARLPSFAAPERGL 
AQ1PRQMDSKI 


10147 


40515 


A 


10208 


3 


352 


APGRRRRLCQPAGGPGAWPGS 
AVPGSVSPAPDARSPISGPSRAL 
RRHLRPSAAGGPGLEIPTHDPH 
LPGVDYKEGRP\PSGKAGRGGP\ 
PGKGSPSASGARALGVPAAAA 
TPRASTL 


10148 


40516 


A 


10209 


1 


510 




10149 


40517 


A 


10210 


73 


327 




10150 


40518 


A 


10211 


1 


957 


MWSTCKLHGQGAKYILCAAEL 
SWGAASCLHGSTMSLTVVSMA 
CVG\AWPLMGGQDKP/FLSARP 
STVVPRGGHVAF/RCHYRRGFN 
NFMLYK/EDRSHVP1FHGR1FQE 
S/F1MGPVTPAHAGTYRC/RGSR 
PHSLTGWSAPSNP/LVIMVTGN 
HRKP/SLLAHPGPLLKSGETVI/L 
QC/WLSA/PSDPLDIVIT/GWENP 
CLSHVL*S*SHS*ELPADDGEKH 
GQMQREPKTG*NPSSSWPSPTE/ 
PSSKSGICR/HLHVLIGTSVVIFL 
FI/LLLFFLLYRWCSNKK\DSDE 
QDPQEVTYAQL/NHCVFIQRKIS 
RPSQR/PKTPLTDTSVYTELPNA 


10151 


40519 


A 


10212 


351 


637 


AWIGDMGLDWRYGLRVEISA 
WSGDMG LEWRYGL\REGMFN 
DTLRLIGEHHDGVSKANFSISR 
MKQDLAGTYRCYGSVTHSPYQ 
LSAPSDPLD1VII 


10152 


40520 


A 


10213 


1 


1314 




10153 


40521 


A 


10214 


1 


1008 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10154 


40522 


A 


10215 


3 


1080 


GQDKPLLSAWPSLVVPLGHVIL 

RCHSYLGFNNFSLYKEGVHRKP 

SLLAHPGRLVKSEETVILQCWS 

DVRFEHFLLHREGKFKDTLHLI 

GEHHDGVSKANFSIGPMMQDL 

AGTYRCYGSVTHSPYQLSAPSD 

PLDIVITGLYEK.PSLSAQPGPTV 

LAGESVTLSCSSRSSYDMYHLS 

REGEAHERRFSAGPKVNGTFQ 

ADFPLG PATHG GT YRCFG S FRD 

SPYEWSNSSDPLLVSVTGNSRY 

LHAL1GTSVVIIPFA1LLFFLLHR 

WCANKKNAAVMDQEPAGNRT 

VNSEDSDEQDHQEVSYA*LDH 

CVFTQREITRPSERPK.TPPTDTS 

MYIELPNAEPRSKVVFCPRAPQ 


10155 


40523 


A 


10216 


3 


1379 




10156 


40524 


A 


10217 


352 


1825 




10157 


40525 


A 


10218 




1497 


MGLEWRYGPGGADMDLEWRY 
GPGVEMWVWSGDMGLEVEIR 
AWSGDMGLEWRYEPGDGDMG 
LEWRYGPGGGQDKPLLSTWPS 
LVVPPEHVTLRCHSNLGFNNFS 
LYKDDG VPVPELYNRJFWKSLF 
MGPVTPSHTGTYRCRGSHTHSP 
SGGSAPSNPLV1VVTGFRRKPSL 
LAHPGPLVKSEETVILQCWSDV 
MFEHFLLHREGTFNHTLRLIGE 
H1DGVSKGNFS1GRMTQDLAGT 
YRCYGSVTHSPYQLSAPSDPLD 
IV1TGLYEKPSLSAQPGPTVLAG 
ESVTLSCSSRSSYDMYHLSREG 
EAHERRLPAGPKVNRTFQADFP 
LDPATHGGTYRCFGSFRDSPYE 
WSKSSDPLLVSVTGNSSNSWPS 
PTEPSSETGNPRHLHVLIGTSVV 
K.LPFT1LLFFLLHRWCSNKKNA 
SVMDQGPAGNRTVNREDSDEQ 
DHQEV S Y A* LDHC VFTQRKITP 
PSQRPKTPPTDSSMYIELPNAES 
RSKAVFCPRAPQSGLEGIF 


10158 


40526 


B 


10219 


114 


1944 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10159 


40527 


A 


10220 


20 


1138 


AGARPPVCTGSTMSLMVI1MAC 
VGFFLLQGAWPQEGVHRKPSF 
LALPGHLVK.SEETVILQCWSDV 
MFEHFLLHREGKFNNTLHLIGE 
HHDGVSKANFSIGPMMPVLAG 
TYRCYGSVPHSPYQLSAPSDPL 
DMV1IGLYEKPSLSAQPGPTVQ 
AGENVTLSCSSRSSYDMYHLSR 
EGEAHERRLPAVRSINGTFQAD 
FPLGPATHGGTYRCFGSFRDAP 
YEWSNSSDPLLVSVTGNPSNSW 
PSPTEPSSKTGNPRHLHVLIGTS 

V\/k*IPPTTI 1 FP1 1 T41?\\/r , Cr^l£ r lc'"\T 

V V Pwlrr 1 ILLr r LLHK WCoiJJsJsJN 

AAVMDQEPAGNRTVNSEDSDE 
QDHQEVSYA*LDHCVFTQRKIT 
RPSERPKTPPTDTSMYIELPNAE 
PRSKVVFCPRAPQSGLEGIF 


10160 


40528 


A 


10221 


1 


1334 


MSLMVVSMACVGLFLVQRAGP 

HMGGQDKPFLSAWPSAVVPRG 

GHVTLRCHYRHRFNNFMLYKE 

DRIHIPIFHGRIFQESFNMSPVTT 

AH AGN YTCRG SHPHSPTGWSA 

PSNPVVIMVTGNHRKPSLLAHP 

GPLVKSGERVILQCWSDIMFEH 

FFLHKEGISKDPSRLVGQ1HDG 

VSKANFSIGPMMQDLAGTYRC 

YGSVTHSPYQLSAPSDPLD1V1T 

GLYEKPSLSAQPGPTVLAGESV 

TLSCSSRSSYDMYHLSREGEAH 

ERRFSAGPKVNGTFQADFPLGP 

ATHG GTYRC FG SFRDSP YEWSN 

SSDPLLVSVTGNPSNSWPSPTEP 

sot I uINrrUILn VLIO la V VllLr 1 

LLL FFLLHRWCSNVKKN A A VM 

DQESAGNRTANSEDSDEQDPQ 

EVTYTQLNHCVFTQRKITRPSQ 

RPKTPPTDIIVYTELPNAESRSK 


10161 


40529 


A 


10222 


50 


492 


RARHRVTRPSIRKHSGHIRRILC 
LTCSSGVFLQGLRAGSRGTGPG 
LRTGWRLSPRAPRRRLHTPSAS 
SP*CSQ*RGPSAGTAAGARRRW 
RCRGQLRHPAGTSPPGRRWTG 
TACGPPAAPPAPWHSSWSCPHS 
GAGPPWSPACRTASL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


10162 


40530 


A 


10223 


3 


3159 


QAEFAAASTTPALGSDGVRVT 

MDSALTARDRVGVQDFVLLEN 

FTSEAAF1ENLRRRFRENLIYTYI 

GPVLVSVNPYRDLQ1YSRQHME 

RYRGVSFYEVPPHLFAVADTV 

YRALRTERRDQAVMISGESGA 

GKTEATKKLLQFYAETCPAPQR 

GG A VRDRLLQSN PVLEA FGN A 

KTLRNDNSSRFGKYMDVQFDF 

KGAPVGGH1LSYLLEKSRVVHQ 

NHGERNFHIFYQLLEGGEEETL 

RRLGLERNPQSYLYLVK 


10163 


40531 


A 


10224 


1 


2810 


MLNGCAHAHPIFPTR1LSECPRG 

MLRAGFHLNRREALPPSRSHIS 

AAVLAPGALLSWGPDHPLELY 

GLHSHQDPPTGYEGVKGAPVG 

GHILSYLLEKSRVVHQNHGERN 

FHIFYQLLEGGEEETLRRLGLER 

NPQSYLYLVKGQCAKVSSINDK 

SDWKV VRKALTV I DFTEDEVE 

DLLS1 VASVLHLGN 1 HFAANEES 

NAQWTTENQWKYLTRLLSVE 

GSTLREALTHRKIIAKGEELLSP 

LNLEQAAYARDA 


10164 


40532 


A 


10225 




416 


FRGVARQLRTSAMTMPVNGAH 
KDADLWSSHDKMLAQPLKDSD 
VEVYNIIKKESNRQRVGLELIAS 
ENFASRAVLEALGSCLNNKYSE 
GYPGQ\GSPANFAVYTALVEPH 
GR1MGLDLPDGGHLTHGFMTD 
KKKISATSI 


10165 


40533 


A 


10226 


135 


840 


GSPANF/AV/YTALVETHGC1MG 

LDLPDGGHLTHGFMTDKKKIS 

ATSI FFESMPYKGGPHNHTI AG 

VAVALKQAMTLEFEVYQHHV 

VANCRALSEALTELGYQTVTG 

CSDKHLIL VDLH S 1 KGTDGRRA 

EKVLEACSIACNKNTCPDDRNT 

LRPSGLRLGNPALTSLGLLEKG 

FQKVAHFIHRGIELTLQIQSNAG 

1 RATLKEFKERL AGHKYQGC V 

QALQEEVESFTLFPLPGLPDF 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 


10166 


40534 


A 


10227 


2 


1355 


QLRTSAMTMPVNGAHKDADL 

WSSHDKMLAQPLKDSDVEVYN 

1IKKESNRQRVGLEL1ASENFAS 

RAVLEALGSCLNNKYSEGYPG 

QRYYGGTEFIDELETLCQKRAL 

QAYKLDPQCWGVNVQPYSGSP 

ANFAVYTALVEPHGR1MGLDLP 

DGGHLTRG1AMTDKKKISATSIF 

F* SM P YKANPETG YIN YGQLEE 

NARLFHPKLIIAGTSCYSRNLEY 

ARLRKIADENGAYLMADMAHI 

SGLVAAGVVPSPFEHCH VVTTT 

THKTLRGCRAGMIFYRKGVAV 

ALKQAMTLEFKVYQHQVVAN 

CRALSEALTELGYKIVTGGSDN 

HL1LVDLRSK.GT\DGGRAEKVL 

EACSIACNKNTCPGDRSALRPS 

GLRLGTPALTSRGLLEKDFQKV 

AHFIHRGIELTLQIQSDTGVRAT 

LKEFKERLAGDKYQAAVQALR 

EEVESFASLFPLPG LPDF 


10167 


40535 


A 


10228 


2 


243 


GTACNPAWPPPGLAPHLTHYA 
DLLPGSPFHVALPPPESELWETP 
DVSLITGVPRLGQTPVTEAVSGR 
RGIAIAYEDEGSG 


10168 


40536 


A 


10229 




1194 


MESMFSSPAEAALQRETGVPGL 
LTPLPDLDGVYELERVAGFVRD 
LGCERVA LQFPDQLLGDAV A V 
AARLEETTGSKMFILGDTAYGS 
CCVDVLGAEQAGAQAL1HFGP 
ACLSPPARPLPVA F V/LSSTFCG 
LGALCQGL*GPEPRPQSACGAA 
\GEPACAHALDTGKTQDEGAR 
AGRLRARRRYLVERARDARVV. 
GLL AGTLG V AQHRE AL A HLRN 
LTQAAGKRSYVLALGRPTPAK 
LANFPEVDVFVLLACPLGALAP 
QLSGSFFQPILAPCELEAACNPA 

U/DDDr.I A DUI TU V A HI I Dr.CDP 

WrrruLArnL 1 ri Y AULLruorr 

HVALPPPESELWETPDVSLITGD 
LRPPPAWKSSNDHGSLALTPRP 
QLELAESSPAASFLSSRSWQGL 
EPRLGQTPVTEAVSGRRGIAIA 


10169 


40537 


A 


10230 


35 


429 


K£KRYLVYLGCCDLPEK*ESV* 
TNPVQPIELSAMMAYPVAALSP 
HVA/RLNT*MTNVTEKLSF*S*L 
T*I*V*PHVFSGYCTGQCRSS*A 
SSSSSSSSSSSSSSSSSSSSSSSSSS 
SSSASDK*WAEASPRVR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


10170 


40538 


A 


10231 


73 


393 


RTQAPKLSQGGPRCIPPPKLCL 
MESMFSSPAEAALQRVETGVPG 
LLTPLPDLGRSVALQFPDQLLG 
DAVAVAARLEETTGSKMFILG\ 
DTAYGSCCVDVLGAEQAGAQ 


10171 


40539 


B 


10232 


191 


367 




10172 


40540 


A 


10233 


131 


1681 


RTQAPKLSQGGPRCIPPPKLCL 

MESMFSSPAEAALQRET\GVPG 

LLTPLPDLDGVYELERVAGFVR 

DLGCERVALQFPDQVLLGDAVA 

VAARLEE\TTG\SKMFI/LGVDT 

AYGSCCVDVLGAEQAGAQALI 

HFGPACLSPPARPLPVAFVLSST 

FCGLGTLCQDLWGPKPRPQSAC 

GAA\GEPACAHALEALATLLRP 

RYLDLLVSSPAFPQPVGSLSPEP 

MPLERFGRRFPLAPGRRLEEYG 

AFYVGGSKASPDPDLDPDLSRL 

LLGWAPGQPFSSCCPDTGKTQD 

EGARAGGLRARRRYLVERARD 

ARVVGL\LAGTLGVAQHREAL 

AH\LRNL\VQAAG\KCSYVLALG 

RPTPAKLANFPEVDVFVLLACP 

LGALAPQLSGSFFQP1LAPCELE 

AACNPAW\PPPG/LWVPHLTH/Y 

IADLLPGSPFHVALPPPESELWE 

TPDVSLITGDLRPPPAWKSSND 

HGSLALTPRPQLELAESSPAASF 

LSSRSWQGLEPRLGQTPVTEAV 

SGRRGIAIAYEDEGSG 


10173 


40541 


A 


10234 




605 


AAAREAAGRDMLAADLRCSLF 
ASALQSYKRDSVLRPFPASYAR 
GDCKDFEALLADASKLPNLKEL 
LQSSGDNPQTGPGDLVSLDFYP 
QKVLTN PQVQ/WECRSFEKDSK 
S*LGLLTRLFLHR TSCLKLST/SD 
PANAKFYETKGERDLIYAFHGS 
RLENFHSIIHNGLHCHLNKTSLF 
GEGTYLTSDLSLALIYSPHGHG 
WQH 


10174 


40542 


A 


10235 


197 


895 


LGLLTRLFLHRTSCLKLST/SDP 
ANAKFYETKGERDL1YAFHGSR 
LENFHSI I HNGLHCHLN KTSLFG 
EGTYLTSDLSLALIYSPHGHGW 
QHSLLGPILSCVAVCEVIDHPD 
VKCQTKKKDSKE1DRRRARIKH 
SEGGDIPPKYFVVTT s JNQLLRVK 
YLLVYSQKPPKRASSQLSWFSS 
HWFTVMISLYLLLLL1VFCGLL 
ALQDRG LPQVCPQIPCGWRPPS 
EGSQVFETQPGL 
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SEQ1D 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10175 


40543 


B 


10236 


1 


1059 




10176 




B 


10237 


226 






10177 


40545 


A 


10238 


159 


306 


LGSGNLP*E1NPLSSCSLFREEDP 
PTTSGPQTNQPKEHLTNFKSAA 
ED 


10178 


40546 


B 


10239 


101 






10179 


40547 


A 


10240 


2 


253 


LQEFGTRKDPPTTSGPQTDQAR 
EHLTNFKSSA/CQIPWNSGPRLS 
E*LLPRSSRLSS*RLT/RAQSPW 
KPTGQSQMLWVTLTVEGT 


10180 


40548 


B 


10241 




409 




10181 


40549 


C 


10242 




5 62 .. . 




10182 




A 










10183 


40551 


C 


10244 




140 




10184 


40552 


B 


10245 




1773 




10185 


40553 


B 


10246 




320 




10186 


40554 


C 


10247 




420 




10187 


40555 


A 


10248 


27j 


485 


LGSGDLPWGINPLSSCSLLREK 
DPLTISGPQTHQPKEHLTNFKSG 
P\TENRTVQL\TWQPLPEPLELW 
PKAL 


10188 


40556 


A 


10249 


508 


558 




10189 


40557 


B 


1 0250 


76 


358 




10190 


40558 


C 


10251 


83 


414 




10191 


40559 


B 


10252 








10192 


40560 


C 


10253 




411 




10193 


40561 


B 


10254 




1054 




10194 


40562 


B 


10255 


57 


229 




10195 


40563 


B 


10256 




222 




10196 


40564 


A 


10257 


230 


1272 


LLCSSACKCLMLGLHFVIVGNI 
CATLKEKYSSMLHLDVTMKKN 
GEKRTRLQKRKKGMPPHPAYE 
DLN1AAITLPANVVLHQPSGFRT 
SGQLDPVWWSLDTDAHE1WCQ 
DPGLGSGDFPWEITPLSSYSLLH 
EKDPPTTSG PQTDQPKKHLTNF 
KSKTKETGFI HGPKTPAPVTDW 
EGSLPLVFNHCRDTSLIIHPCFK 
GVRPRRDACLGPSPLAASPAFL 
EKGQDLINLAFKVYNNRKKLQ 
FLASTVRQTAATSPAHKNFQMP 
EPQRPGVPPEPPPTGACYMCRKA 
SGHWYTRNAGSPGFLLSRVPSV 
WDPTEN RTVQLTWQPLPEPL EL 
WPKALCLTDSFPDLLGLAA 



1355 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 




Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10197 


40565 


A 


10258 


1926 


2448 


DFIAVITTRKQLKTKYNAHHSK 
QAITKHFSPK1SDLILCLKKKIM 
NRHFSK.EDIYAAKKHMKKCSP 
SLA1REMQIKTTMRYHLTPVRM 
AIIKKSGNNRCRRGCGEIGTLLH 
CWWDCKLVQPLCKSMWRFLR 
DLVDPAIPLLGIYPKDYKSCCYK 
DTCTRMF1AALFTIAKTWNQP 


10198 


40566 


A 


10259 


1 


1947 


MNIDAK.1LNKILANRIQQHIKKL 

1HHDQVGFIPGRQGWFNICKSIN 

VIQHINRAKDKNHMIISIDAEKA 

FDK1QQLFMLKTLNKLGIDGTY 

FK11RAIYDKPTANIILNGICKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARAIRQEKEIKGIQLGKEEV 

KLSLF ADDM 1 V YLENPI VSAQN 

LLKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJKYLGIQLTRDVKDLFKEN 

YKPLLKE1KEDANKWKNIPCSW 

VGR1N1VKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKF1WNQK 

RAHITKA1LSQKNKARGITLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTQPSEITPHIYNYLIFD 

KPDKNKQWGKGSLFNKWCWE 

NWLAICRKLK.LDPFLTPYTKIN 

SRW1KDLNVRPKTTKTLEENLG 

1TIQDIGMGMDFMSKTPKAMAT 

KDKIDKWDLIKLK.SFCTAKETT 

IRVNRQPTKWEKIFTTYSSDKG 

LISRIYNELKQIYKKKTNNPIKK 

WAKDMNRHFSKEDIYAAKKH 

MKKCSPSLAIREMQIKTTMRYH 

LTPVRMAIIKKSGNNRCWRGC 

GE1GTLLHCWWV1NWMKKTWH 

IYTMEYYASIKKNEFMSFAGA* 

MKLETII 


10199 


40567 


A 


10260 


1 


347 


TNKIDRPLARLIKKKREKKQID 
A1KNDKGDITTDPTETQTTIKEY 
YKHLYANKLENLEEMDKFFDT 
YTLPRLNQEEVESLNRPIAGSEI 
EAIINSLPT/KKSPGPDGFTAKFY 
QRE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


10200 


40568 


A 


10261 


31 


809 


KPRLENYVKNAEASGADAINW 

kkgy/lvmedemnemkregkf 
rekrikrneqslqeiwdyvkrp 
tlhlidvpetlnahkrkqer.sk 
tdtltsqlkelekqeqthskas 
rrqeitkiraelkeietektlqki 
nesrswfferinkidrplarlik 

KKREKNQIDAIKNDKGDITSDP 
TEIQTTIREYYKHLYANKLENL 
EEMDKFLDTYTLPRLNQEEVES 
LNRPITGSE1VA11NSLPTKKSPG 
PDGSTAEFYQRYKEEL 


10201 


40569 


A 


10262 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 
QLQDT*SSDSPKLK*RKKC*GQ 
PERKVKLPTKGSPSD*KRISRG7 
KTLQARRQSWFFEKINK1DRPQ 
ARLIKKKREKNQIDTIKNDKGD 
ITTDPTEIQ1TI REY YKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESVNRP1TGSEIEA1TNSLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQPIEKEG1LPMSFYEASII 
LIPKPGRDTTKKGNFRPISLMN1 
DAKIL 


10202 


40570 


B 


10263 








10203 


40571 


A 


10264 




2832 




10204 


40572 


A 


10265 


1 


2757 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location offlrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10205 


40573 


A 


10266 


1 


2114 


MKEKMLRAAREKGRVTHKGK 

PIRLTA DL S AETPQ A RRE WG PI F 

N1LKEKNFQPR1SYPDKLSFISEG 

EIKYFTDKQMLRDFVTTRPVLK 

ELLKEALNMERNNWYQPLQKH 

AKNMPNSIILIPKPGRDTTKKEN 

FRPISLMNIDAKILNKILANRIQ 

QHIKKLIHHDQVGFIPGMQGWF 

NIHKSINVIQHINRTIDKNHMIIS 

IDAEKAFDKIQQLFMLKTLNKL 

GIDGTYLK1RIKYLGIQLTREVK 

DLFKENYKPLLNEIKEDTNKW 

KNIPCSWVGRINIMKMAILPKVI 

YRFNAISNKLPMTFFTELEKTTL 

NFIWNQKRARIAKSILSQKNKA 

GG 1 TLPDFKQY YK ATVTKTA W 

YWYQNRDIDQWNRTEPSE1TPH 

IYTYL1FDKPEKNKQWGKDSLF 

NKWCWENWLAVCRKLKLDPF 

LTP YTK IN SRWI K.DLN VRPKTI K. 

TLEEILGITIQDTGMGKDFMSKT 

PKAMATKAKIDKWDQIKLKSF 

CTAKETTIRVNRQPTKWEKIFA 

TYSSDKGLIFRIYNELKQIYKKK 

TNNPIKKWAKDMNRPFSKEDIY 

AAKKYMKKCSPSLAIREMQIKT 

TM RYHLTPVRM AH KKSGNNR 

QTESQIMSELPIT1ASKRIKYLGI 

QLTKD VKDLFKENYKPLLN EIK 

EDTNKWKNIPCS W1GR1N I V K/T 

WPYCPSPQMYMSPTWQPKTLQ 

LWRQPKYPWKGTHRRKK 


10206 


40574 


A 


10267 




2952 


MLLNQGRKLPRVFAEETLK.FK 
GTSNKPQTLEQISTSIIAQKEAT 
VMVPGSNQEIPSGAYAIRALGF 
KHKTGRLFEQTLNYLQEFLFTP 
QWHLECQQERTVHSPGKAAEA 
REPSVIDRHLIQESSNWHLVGA 
ALGQSFQRKEQAAIFAVLQPLL 
VIPRQTGSGVDLQKTPTDLQQR 

KjLI VlvKrv 1 INrvl^Kljl VrHN^s 1 IKc 

QNWTENEFDKLTEGGFKRWVI 
TNSSELKEHVLTQCKEDKNLEK 
SAIKLELRIKNLIQN 


10207 


40575 


A 


10268 


1 


1797 
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SEQ ID 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10208 


40576 


A 


10269 


1 


1751 


MIIS1DAEKAFDK1QQPFMLKTL 

NKLGIDGTYFKIIRANYDKPTA 

NIILNGQKLEALPLKNGTRQGC 

PLSPLLFNTVLEVLARAIRQEKE 

IKG1QLGNVEVKLSLFADDMIV 

YLENPIVSAQNLLKLISKFSKVS 

GYK1NVQKSQAFLYTNNRQTES 

QIMSELPFTIASK.RJKYLGIQLTR 

DVKDLFKENYKPLLKE1KEDTN 

KWKNIPCSWVGRINIMKMAILP 

KVIYRFNAIPIKLPMPFFTELEK 

TTLKF1WNQKRARIAKSILSQK 

NKAGGITPPDFKLYYKATVTKT 

AWCWYQNRD1DQWNRTEPSEI 

TPH1YNYLIFDKPEKDKQWGKD 

SLFNKRCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLKVRPKT 

IKTLQENLGFTIQDIGMGKDFM 

SKTPTAMGTKDKIDKWDLIKL 

KSFCTAKETTIRVNRQPTKWEK 

IFTTYSSDNGLISRIYNELKQIYK 

KKTNNPIKQWAKDMNRHFSIE 

DIYAAKKHMKKCSSSLAIREM 

QIKTTMRYHLTPV RM AI 1KKSG 

NNRNHLDFKHIRILGICYL/D*KI 

YQP*LHLVSRNRKPEKLSPKQA 


10209 


40577 


A 


10270 


1 


4729 




10210 


40578 


A 


10271 


1 


1428 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10211 


40579 


A 


10272 


1 


2718 


MALFRVGMTTRRLGHANKFTR 
DLLVK.RLLLYEFVVEIIPGLRTK 
TTLVGPLETGYTSSDSVNSPHF 
MLD1ALSHNVKSTQLLLRPWR 
N1DCSRNHKNAKKEEQMGDDE 
INRQQECSSSPAMEQSWTENDF 
DELREEVFRRSNYSELQEE1RTN 
GKEVKSFEKKLDEWITRITNAE 
KSLKHLTELKTKARELQLEKQE 
LTHSKASRRQEITK1RAELKEIE 
TQKTLQKINESRSWFFEK1NKID 
RPL A RL 1 KXKREKNQTDT1 KN D 
KGDI1TDPTEIQTTIREYYKHLY 
TNKLENLEEMDKFLDTYVLPRL 
NQEEVESLNRPITGSEIEAIINSL 
PTKKSPGPDGFTAEFYQRYKEE 
LVPFLLKLSQSIEKERILPNSSYE 
AS1IL1PKPGRDTTKKENFRPISL 
MN I D AK1 LNKI L AN RTQQH 1 KK 
LIHHEQVGCIPGMQGWFN1RK.S 
INV1QH1NRTKDKNHMIISIDAE 
KLISKFSKVSGHKINVQKSQAF 
LYTDNRQTESQ1MSELPFTIASK 
R1KYLG1QLTRDVKDLFKENYK 
PLLNE1KEDTNKWKNIPCSWVG 
RIN1VKMALLP\RFSAIPIKLPMT 
FFTELEKTTLKFIWN/QKRARIA 

K ATVPKTA WYC YQN RDIDQW 
NRTEPSE1MLL1 YNYL1 FDKPDK 
KKEWGKDSLFNKWCWENWLA 
ICRKLKLDPFLTPYTKMNSRWI 


10212 


40580 


A 


10273 


396 


1227 


SLGRNSTSQKRVGAN1QHS*RK 
EFSTQNFI SSQTTLHK* RRNKIL 
YRQANAERFCHHQACPKTAPE 
RSTK\LERNNRLPARL1KKKREK 
NQ1DATKNDKGDITTDPTEIQTT 
IREYYKHLYANKLENLEEMDK 
FPDT YTL PRLNQEE VESLNRPIT 
GSEIEAIIKSLPTKKRPGPDRFTA 
EFYQRYKEELVPFLLKLFQSTE 
KEGILPNSFYEASIILIAKPGRDT 
TK.K.ENFRPISLLNIDAKILNKILA 
NRIQQHIKKLIHHDQVGFIPGM 
QGWFNI 


10213 


40581 


A 


10274 


1 


2168 




10214 


40582 


A 


10275 


1 


1845 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10215 


40583 


A 


10276 




2877 


MENDFDELREEGFRQSNYSELR 
EDIQTKGKEVENFEKNLEECITR 
ITNTEKCLKELMELKTKAQELR 
EEWRSLRSRCDQLEERVSAME 
DEMNEMKGEGKFREKRIKRNE 
QSLQEIWDYVKRPNLCLIGVPE 
RDGQNGTKLENTLQDVIQENFP 
NLARQANVQIQEIQRTPQRYSS 
RRATPRHIIVRFTKVEMKEKML 
RAAREKEIQTTISEYYKHLYTN 
KLENLEEMD1CFLDTYTLPTLNQ 
EEVESLNRPITGAE 


10216 


40584 


A 


10277 


1 


1689 


MIFS1DAEKAFDKIQQPFMLKTL 

NKLGIDGMYLKIIRAMYDKPA 

AN11LNGQKLEAFPLKTGTRQG 

CPLSPLLFN1VLEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADDMI 

VYLENPITSAQNLLKLISNYSKV 

SGYKINVQKSQAFLYTNNRQTE 

SQIMSELPFT1ASKR1KYLGIQLT 

RDVKDLFKENYKPLLNKIKEDT 

NKWKNIPCSWVGR1NIVKMAIL 

PKVIYTFSA1P1KLPMTFFTELEK 

TTSKFIWNQKRARIAKSILSQKN 

KAGGITLPDFKLYYKATVTKTA 

WYWYQ1MRD1DQWNRTEPSE1M 

PHIYNYLIFDKPDKNKQWGKDS 

LFNKWCWENWLD1WRKLKLD 

PFLTPYTKINSRS1KDLHVRPKTI 

KTLEENLGDT1QD1GMGKDFMS 

KTSKAMATKAKIDKWDLIQLK 

sfct a kett i r vnrq pt e wekif 
aiyssdkglifriyicelkqiyick: 

KTNSPI KKWVKDMNRHFSKEAI 

VA Ak'DUR^k'WPQCCI A Tl>r?A Jf~\TV 

ttlslpaqvsvv/rhglsfcwd 
srg\cgksglflaysinpfpqsh 

WDQEQVM 


10217 


40585 


A 


10278 


1 


2142 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10218 


40586 


A 


10279 


1 


1722 


MIISIDAEKAFDKIQQRFMLKTL 

NKLGIDGLYLKIIRAIYDKPTAN 

IILNGQKLEALPLKTGTRQGCPL 

SPLQFNIVLEVLARA1RQEKEIK 

GIQLGKEEVKLSLLADDMIVYL 

ENPIVSAQNLLKVISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTKK 

WKNIPCSWVGRIN1VKMAILPK 

VIYRFNAIP1KLPMTFFTELEKTT 

LKFIWYQKRARITKSILSQRNK. 

AGDITLPDFK.LYYKATVNKTA 

WYWHQNRHIDQWNRTKPSEIT 

LHIYNYLFFDNPDKNKKWGKD 

SLFNK.WCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLNIRPKTI 

KTLEENLGITIQDIGMGKYFMT 

KTPKAMATKAKIDKWDLIKLK. 

SFCTGKETT1RVNRQPTKWEKIF 

ATYSSDKGLISR1YNELKQIYKK 

WTXTWPTTt'VW/ A V HX/TM 1? 14 PC VPH 
IS.1JN1N1 IrvJS. WAlVlJJViJNJ\xlrJ>KclJ 

IYAAKKHMKKCSPSLAIREMQI 
KTTMRYHLTPT/RLIVIGIEECLR 
GKEKLETL YY WN SDTDHQV* W 
LGWP*WKSDHKKEQPSF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10219 


40587 


A 


10280 


1 


2076 


MDKFLNTYTIPRLNQEEVESLN 

RSITGSEIEAIINNLPTKRSPGPD 

GFTPEFYQRYKEELVPFLLKLF 

QSIVKEGFLPNSFYEGSIILITKS 

GRDTTKKENLRPISLMNINAK.iL 

NK1LANQ1QQHIKKLIHHEQVDF 

1PGMQGWFNIRKSINVIQHINRT 

NDKNHMIISIDAEKAFDKIQQLF 

MLKTLNKLGIDGTYLKI1RAIYD 

KHTANIILNGQKLEAFPLKTGT 

RQGCPLSPLLFNIVLEVLARAIS 

QEKEIKGIQLGKEEVKLSLFAD 

DM1VYLENPIVSAQNLLKLIGNF 

SKVSGYKISVQKSQAFLYTNKR 

QTESQIM SELPFTI VSKRIKYLG I 

QLTRDVKDLFKENYKPLLNEIQ 

DETNKWKN\CSWVGR1NIVKM 

VILP/KELEKTTLKF1WNQKRAR 

IAKTILSQKNKAGGITLPDFELH 

YKATVTKTACYLYQNRDIDQR 

NRTEPSEIMPHIYNYLIFDKSDK 

NKK.WGKDSLFNKWCWENWLA 

I CRK LKLDPFLPP YTKIN S R W 1 K 

DLNVRPKTIKTLEENLGNT1QDI 

GMGKDFMSKTPKAMSTKAKID 

KWDLIKLK.SFCTAKETAIRVNR 

EPTEWEK1FA1YSSDKGLISRJYN 

EFKQIYKKKTNNP1KKWAKDM 

NRHFSKEDIYAANRHMKKCSSS 

LAIREMQIKTTQVGGSEEKSAS 

ELGNKLIELDQSEEWRGKED 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10220 


40588 


A 


10281 


1 


2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKTDHIL 

GSKALLSECKRTE1ITNYLSDDS 

A I KLELRIKNLTQNRSTTWKLN 

NLLLDDY WVHNEMKAE1KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTVQKINES 

RSWFFERINKIDRQLARLIKKXR 

EKNLIDA1K.NDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIVA11NSLTTK.K.SPGPDG 

FTAEFYQRA1RQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQKL1SNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQ1MSELPFTIA 

SK.RJKYLG1QLTRDVKDLFKEN 

YKPLLKE1KEDTNKWKNIPCSW 

VGRINIVKMA1LPKVIYRFNAIPI 

KLPMTFFTELKKTTLNFIWNQK 

\RAHIAKS/VLSQKNKAGGITLP 

DFKLY YKATVTKTA WY WYQN 

R DTDQ WNRTEPS EI M PRJ YNYL 

IFDKPEKNKQWGKDSLFNKWC 

WK.rN WLAlCKJSXJvlylJrrL, Ir I 1 

KINSRWIKDLN1RPKTIKTLEEN 
LGITIQDIGMGKDFMSKTPKAM 
ATKAKIDKWDLIKLKSFCTAKE 
TTNRVNRQPTKWEKIFATYSSD 


10221 


40589 


A 


10282 


1 


1996 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 


Nucleotide 
codon for peptide 




Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10222 


40590 


A 


10283 


1 


1778 


MIISIDAEKAFDK1QQPFMLKTL 

NKLGIDGTYLKIIRAIYDKPTAN 

I1PNGQKLEAFPLKTGTTQGCPF 

SPLLFNIVLEVLARVIRQEKE1K 

GTQLGKEEVTLSLFADDMIVYL 

QNPIVSAQNLLKLIGNFSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIVKMAILPK 

VIYRFNAIPIftLPMTFFTELEKTT 

LKFK WN QK.R AC I A KS I L SQKN K 

AGGIMLPDFKLYYKATVIKTA 

WYWYQNRDIDQWNRTEPSEIM 

PHIYNYLIFDKPDQNKQWGKDS 

LFNKWYWENCLA1CRKLKLDP 

FLTPYTKINSRWIKDLNVRLKTI 

KALEENLGNTIQD1GMGK.DFMS 

KTPKAMATK.DKIDKWDL1KPK. 

SFCTAKETTIRVNRQPTKWEKIF 

ATYSSDKGL1SRNYNELKQIYK 

KKT1GPIKKWAEDMNRHFSKE 

DTYAAKKHMK.KCSSSLAIREM 

l l JV1K I nL 1 r VKJVi VllrvK.oU 

NM RC WRGCG ETGTLSHCWWD 
CKL/IQPLW/RFLRD*GPKTGGD 
S* M1QVKY* PQQKKKGCPNA 


10223 


40591 


A 


10284 


3 


2875 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN ' 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10224 


40592 


A 


10285 


1 


1838 


MIIPIDAEKAFDKIQQPFMLKTL 

NKLGIHGMYLKIIRA1YDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LPPLLFNIVLEILARAIRQEKEIK 

G1QLGKEEVKLSLFADDMIIYLE 

NPIVSAQNLLKLISNFSKVSGYK 

INVQKSQAFLYTNNRQTESQILS 

ELPFTI A SKRIK YLG IQLTRD VK 

DLFKENYKPLLNEIKEDTNKW 

KNIPCLSIGKINIMKMA1LPKVIY 

RFNA1PIKLPMTFFTELEKTTLK 

FIWNQKRARIAKTILSQK.NKDG 

GITLPDFK L Y YKATVTKTA WY 

QYQNRDIDQWNRTEPSEIIPHV 

YNHLIFDKPDKNKKWGKDSLF 

NKWCWENWLAICGKLKLDPFL 

TPYTKINSRW1KDLNVRPKT1KT 

LEENLGMTIQDIGMGKDFMSK1 

PKAMATKAKIDKWNLIELKSFC 

TA KETTI S VNRQPTE WE KIF AI C 

LSDKGLISRIYKELKQRHK.K.KT 

NNPIKKWAKDMNRHFSKEDIY 

AANRHMK.KCSSSLAIREMPIKT 

TMRYHLTPVRMAIIKKSGNNRC 

WRGCGE1GTLSHCWWDCNLVQ 

PLWKAVWRFLKDLELEIPFDPA 

1SLLG/IYPKDYKSCCYKDTCTQ 

STFTCRQHLPL 


10225 


40593 


A 


10286 


1 


2046 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10226 


40594 


A 


10287 


1 


1700 


MEDEMNEMKQEGKFREKRIKR 

NEQSLQEIWDYVKRPNLRLIGV 

PESDGENGTKLENTLQDIIQENF 

PNLARQTNIQIQEIQRMPQRYSS 

RRATPRHIIVRFTKVEMKEKMS 

RAAREK.EIQTTIREYYKHLYAN 

KLENLEEMDKFLDTCTLPRLNQ 

EEVESLNRTVTGSE1VAIINSLPT 

KKSPGPDGFTAEFYQRQSESQI 

MSEFPFTIASKRIKYLGIQLTRD 

VKDLFK.ENYKPLLNEIKEDTKK 

WKNIPCSWVGRIN1VKMA1LPK 

VIYTFNAIPIKLPMTFFTELEKTT 

FKF1WNQKRAHVAKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LHIYSYLIFDKPEKNKQWGKDS 

LFNKW\CWENWVLAICRKLKLD 

PFLTPYTKINSRWIKDLNIRPKTI 

ETLEENLG1TIQD1GMGKDFMS 

KTSKAMSTKAK.IDKWDLIKLKS 

FCTAKETTIKVNRQPTKWEK1F 

ATYSSDKGL1SR1YNELKQIYKK 

K\TNNPIKKWVKDMNRHFSKE 

D1YAAKRHMKKCSSSLAIREMQ 

1 KTTMRYHLTP V 


10227 


40595 


A 


10288 


1 


3210 


MVKGSIQQEELTI.LNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVN KD1 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTE1ITNCLSDHSAIK 

LELR1KNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAE1KMFFETN 

ENK.DTTYQNLWDTFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10228 


40596 


A 


10289 




2019 


MDT1KNDKGD1TTDPTEIQTTIR 

EYYKHLYANKLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPVRG 

SEIEAIINSLPT/KKSPGPDEFTAE 

FYQRKXAFDKIQQAFTLKTLNK 

LVIDGTYRKI1RA1CDKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSP 

LLFNIVLEVLDRAIRQEKEITCIQ 

LGKEEVKLSLFADDMIVYLENP 

IISAQNLLKLISNFSKVSGYK1N 

VQKSQAFLYTNNRQTESQIMSE 

LPFTIASKKIKYLGIQLTRDVKD 

LFKENYKPLLNEIKEDTNKWEN 

IPCSWVGR1NIMKMA1LPKVIYR 

FNAIPIKLPVAFFTELEKTTLKFI 

WDQKRAYIAKSILSQKNKAGVI 

MLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSE1MLHIY 

NYLIFDKPDKDEQWGKDSLFN 

KWCWENWLDIWRKLKLDPFLT 

PYTK1NSRWIKDLNVRPKTIKTL 

EENLGNTILD1GMGKDFMSKTP 

KAMATKAKIDNWDLIKLKSFC 

TAKETTIRVNRQPTKWEKIFTT 

YSSDKGLISR1YKELKQIYKK.KT 

NNPMNKWAKDMNRHFSKEDI 

YAAKRHMKKCSSSLA1REMQIK 

TTMRYHLTPVRMVI1KKSGNNR 

PPLSKEQPPIFRLSIILATTRDGN 

PAAVENVLHIKATLSFQQTHKA 

FYFQPS 


10229 


40597 


A 


10290 


1 


3144 


MGDFNTPLSTLDRSSRQKVNK 

DTQELNSTLH H ADLIDI YRTLHP 

KSTEYTFFSAPHHTYSKIDHVV 

GSKALLSKCKRTEIITNCLSDHS 

AIKPELRIKKLTQNRSTTWKLN 

NLLLNDY WVHNKMKAE 1 K.MFF 

ETNENKDTTYQNLWDTFKAVS 

RGKF1ALNAHKRKQKRCKIDTL 

ASQLKEVEKQEQTHSKASRRQ 

E1TK1RAELKEIETQKTLQKINES 

DCW/TTl CDIMfinDDI ADI If VfD 

Kb WrLfcKlNKlDKrLAKIjIKIS.KK 

EKNQIDVIKNDK 


10230 


40598 


A 


10291 


1 


2274 




10231 


40599 


A 


10292 


1 


2250 




10232 


40600 


A 


10293 


1 


822 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10233 


40601 


A 


10294 


1 


2605 


M K AEIKMFFETNEN KDTTYQN 

LWDAFKAVCRGKFIALNAYKR 

KQERSK1DTLTSQLKELEKQEQ 

SHSKAGRRQEITKIRAELKEIET 

QKTLQKINESRSWFFERINKIDR 

PLARL1KKKREKNQIDTIKNDK 

GD1TTNPTEIQTTIREYYKHLYA 

NKLEN LEEMDTFLDTYTLPRLN 

QEEVGSLNTPITGSEIVAIiNSLP 

TKKSPGPDGFTAEFYQRYKEEL 

PGRVPTKKENFRPISLMN1DAKI 

LN Kl LANRIQQHIKKLIH HDQV 

GF1PGMQGWFNIRKSINVIQHIN 

RAKDKNHMIISIDAEKAFDKIQ 

QPFMLKTLNKLGIDGTYFRIIRA 

1YDKPTAN1ILNGQKLEAFPLKT 

GTRQGCPLSPLLFN I VLE VLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDM1VYLENPIVSAQNLLKLIS 

NFSKVSGYNFYVQKSQAFLYT 

NNRQTESQIMSELPFTIASKR1K. 

YLGIQLTRDVKDLFKENYKPLL 

KE1KEDTNKWKNIPCSWVGRIN 

IVKMAILPKVIYRFNAIPIKLPM 

TFFTELEKTTLKFIWNQKRARIA 

KS1LSQKNKAGGITLPDFKLYY 

KATVTKTAWYWYQNRD1DQW 

INK l crot-livirril i in. i LlrL/fvr els, 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKINSRWIK. 

DLNVRPKTIKTLEENLGITIQDI 

GVGKDFMSKTPKAMATKAKID 


10234 


40602 


B 


10295 


111 


2440 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10235 


40603 


A 


10296 




1795 


MIISIDAEKAFDKIQQPFMLKTL 

NK.LS1DGTYFKIIRAIYDKPTANI 

ILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARA1RQEKEIK 

GIQLGKEEVK.LSLFAHDM1VYL 

ENP1VSAQNLLK.L1SNFSKVSGY 

KINVQKSQAFLYTONRQTESQI 

MSELPFTIASKRIKYLG1QLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSGVGRINIVKMAILPK 

VI Y RFN A I PIK LPM TFFTE LEKTT 

LKFIWNQKGACITKTILS\QKNK 

VGGITLPDFKLYYKATVTK.TA 

WYWYQ\NRDIDQWNRIKPSEIM 

PHMYNYL1FDK.PEKNRQWGEDS 

LFNKWCWETWLAIWRKLKLDP 

FLTLYAKIN*RWIKDLNVRPKTI 

KTLEENLGIT\IQD\IGMGKDFM 

SKTPKAMATK.AKIDK.WDLIQL 

K S YCTAKENTI R VN RQPTK WE 

KIFATYSSDK.GLITRIYNELKQI 

YKKKTNNP1KKWAKDMNRHFS 

KEDIYAAK.KHMKKCSSSLA1RE 

MQIKTTMRYHI.TPVRMAI1QKS 

OrNiNKJ N.KIJY KKIN UUUIJUNUU 

NDDDSLMSLSRTEIPFSSYSELN 
VVLHKPRPEPSASTILLLHTA 


10236 


40604 


A 


10297 


1 


2851 




10237 


40605 


B 


10298 


1 


3220 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


10238 


40606 


A 


10299 


1 


2047 


MENDFEELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

ITNTQK.CLKELMELKTKARELR 

EECRSLRSRCDQLE ERVSAMED 

EMNEMKREGK.FREK.RIQRNEQ 

SLQEIWDYVKRPNLRL1GVPET 

LHPRDEAHLKNLIDAIKNDKGD 

ITTDPTE1QTTIREYYKHLYANK 

LENLEETDKFLDTYTLPRLNQE 

EVESLNRPITGSEIVAIINSLPTIC 

KSPGPDGFTAEFYQRYKEEL/PD 

KQLQQSLRIQNQCTK1TSILIHQ 

QQTNREPNHE*TPIHNCFKENKI 

PRNPTYKGCEGPLQGELQTTAQ 

GNKRGYKQMEEHSMLMGRKN 

QYHENGHTAQGNLQIQCHPH* 

ATNAFLHR1GKNYFKVHMEPK. 

KSPHRQVNPKPKEQSWRHHTT 

*LQTILQGYSNQNSMVLVPKQR 

YRSMEQNRALRNNAAYLQLSD 

L*QT*EKQEMGKGFP1**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RLKR*T*NHKNPRRKP 

RHYHSGHRHGQGLHV*NTKSN 

GNKSQN*QMGSN*TKELLHSK 

KKKN Y * QTEQATCKMG EN FHN 

LLI*QRANIQNLQ*TQTNLQEKN 

KQPHQK VG KG HEQTLLKRRHL 

CSQK\NI IEKMVTITGHQRNAN 

QNHNEIPSHAS*NGNH*KVRKQ 

VLERMCRNRNTFTLLVGL*TSS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10239 


40607 


A 


10300 


1 


2704 


MYSHVITVCRHVK.NGDILLLNR 

QPTLHRPSIQAHRARILPEEKVL 

RLHYANCKAYNADFDGDEMN 

AHFPQSELGRAEAYVLACTDQ 

QYLVPKDGQPLAGLIQDHMVS 

GASMTTRGCFFTREHYMELVY 

RGLTDKVGRVKLLSPSILKPFPL 

WTGKQH1MRTKDKNHMI1SIDA 

EKAFDKIQQPFMLKTLNKLG 1 D 

GTYLKIIRAIYDKPTASIILNGQK 

LEAFPLKTGTRQGCPLSPLLFNI 

VLEVLARAIRQEKEIKSIQLGKE 

EVK.LSLFADDM1VYLENPTVSA 

QNLLKLMSNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSGLP 

FTITSKRJTYLGIQLTRDVKDLF 

KEN YKPLL KEIKEDTNK WKN IP 

CSWVGRIN1VKMAILPKVIYRF 

NTIPIKLPMTFLTELEKTTLKF1 

WNQKRAHIAKS1LSQKNKAGG1 

MLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSEIMPHI/Y 

YNYLIFDKPEKNKQWGKDTLF 

NKWCWENWLAICRKLKLDPFL 

TP YTK1N SRWIKDLN V RPKTI KT 

LEENLGNT1QDIGMGKDFMSKT 

PKATATKAK1DKWDLIQLKSFC 

TAKETTI R V NRQPTE WEE 1 FA1 Y 

SSDKGLISRIYNELKQIYKKKTN 

N PIKKWAKDMNR1 1 FSEED I Y A 

AKKHMKKCSSSLAIREMQIKTT 

MRYHLTPVRMVI1KKSGNNRC 


10240 


40608 


B 


10301 


1 


3345 
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SEQID 

NO: 


SKQ ID NO: 


hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10241 


40609 


A 


10302 


248 


2623 


RQWAGVVGRCSHLASWVSSNT 

SETGAIRSSTEVDAPDDSMLLST 

CDIDLTAARRAWLGCLPTKKSP 

GPDGFTAEFYQRCKEELVPFLL 

KLFQSI/EKEG1LPNLFDEASIILI 

PKRG RDTTKJCENFRPI SLMN ID 

AKILNKILANRNQQHIKKLIHH 

DQVGFIPGMQGWFMCKSINVI 

QHINRTKDKNHMIISIDAEKAF 

DKIQQPFM LKTLNKLG1DGTYL 

KIIRAIYDKPTANIILNGQKLEAF 

PLKTGTRQGCPLSPLLFNIVLEV 

LARA1RQEKEIKGIQLGKEEVKL 

SLFADDMIVYLENP1VSAQNLL 

KLISNFSKVSAYKINVQKSQAF 

LYTNNRQTESQ1MSVFPFTIASK 

RIKYLGIQLARNAKDLFKENYK 

PLLNEIKEDTKKWKNIPCSWVG 

R1NIVKMAILPKVIYRFNAIP1KL 

PMTFFTELEKTTLKFIWNQKRA 

R1AKSILSQKNKAG\G1T\LPDFK 

LYLQGLQ*PKTAWYWY\QNRD 

IDQWNRTEPSEITPH1YNYLIFD 

KPEKNKQWGKDSLFNKWCWE 

NWLATCRKLKLDPFLTPYTKIN 

SRW1 KDLN VRPKTI KTLEENLGI 

TIQDIGVGKDFMSKTPKAMAT 

KAKIDKWDLIKLKSFCTAKETA 

IRVNRQPTTWEKIFATYSSDKG 

LISRIYNELKQ1YKKK\TNNPIKK 

WAKDMNRHFSKEDIYAANKH 

MKKCSPSLAIREMQIKTTMRYH 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10242 


40610 


A 


10303 


1 


2467 


MG DFN IPLSTSDRSTRQK VN KD 

TQELNSALHQADLID1YRTLHP 

KSTEYTFFSAPHHTYSKIDHIVG 

SKALLSKCRRTEI1TNCLSDHSA 

IKLEIRIKKLTQNCSTTWKLNNL 

LLNDYWVNNEMKAEIKMFFEI 

N E DK.DTTYQNRWDTFKA VCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TEIRAELKE1 ETQKTLQKMNES 

RSWFFEKINNIDRLLARLIKKKR 

EKNQIDAIKNHKGDITTNPTEIQ 

TT1REYDKHLYANKLENLEETD 

KFLDTY 1 LPRLNQEQVESLN RP1 

TGAEIEAIINSLRTKKSPG\PGGF 

TA EFYQRYK EKLI VLE VLARAI 

RQEKEIKGIQLGKEELKLSLFAD 

DMIVYLENPIVSAQNLLKLISNF 

SKVSGYK1NVQKSQAFLYSNNR 

QTESQIMSELPFT1ASKR1KYLGI 

QLTRDVKDLFKENYKPLLNEV 

KEDTNK.WKNIPCSWIGRIN1VK 

MA1LPK.VIYRFSAIPIKLPMTFFT 

ELEKTTLKFIWNQKRS\RIAKSIL 

SQKNRAGGITLSDFKLYYKATV 

TKTAWYWYQNRDIDQWNKTE 

PSE1MPHIYMYL1FDKPDKNKK 

uyf;k'n ( vi pxiic'u/r , \x/f-."\iu/i aipr 

W wJS.UoL/r INN. W<^ WCiN W L,/\IWIv 

KLKLDPFLTPYTKINSRWIKDL 
NVRPKTl KTLEENLG1TIQDTGM 
GKDFMSETPKAMATKDKIDKW 
DLIKLKSFCTAKETTIRVNRQPT 


10243 


40611 


A 


10304 


2 


2480 




10244 


40612 


A 


10305 


1 


4793 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSK1DHIL 
GSKALLSKCKRAE1ITNYLSDHS 
A I KLLELRIKNLTQSRSTTWKLN 
NLLLNDYWVNNEMKAEIKMFF 
ETKEN KDTTYQN LWD AFKA VC 
RGKFIALNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
1TKIRAELKEIETQKTLQKINESR 
SWFFERINKIDRPLARLIKKKRE 
KNQ1DTIKNDK 


10245 


40613 


A 


10306 


1 


4320 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10246 


40614 


A 


10307 


1 


3229 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLQ 
PKSTEYTFFSAPHHTYSKIDH1V 
GSKALLSKCKRTEIITNYLSDHS 
AIKLELRIKNLTQSRSTTWKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETNEN KDTTYQN LWVDAFKA V 
CRGKFIALNAHKRKQERSKIDTA 
LTSQLKELEKQEQTHSKASRRQ 
EIT\KIRAELKEIETKK\TLQKINE 
SRSWFFERIKKTDRPLARLIKKK 
REKNQIDTI 


10247 


40615 


A 


10308 


1 


3392 


MGDFNTPLSTLDRSRRQKVNK 
NTQELNSALHQVQLIDIYRTLH 
PKSTEYTLFSAPHHTYSE1DHVV 
GSKALLSKCKRTEIITNCLSDHS 
AIKLELRIKKLTQNCSTTWKLN 
NLLLN DY WVHNEMK AEIKMFF 
ETNENKDTTYPNLWDTFKAVC 
RGKFIALNAHKRKQERSEIDTL 
TSQLKELEKQEQTHSKASRRQE 
1TKIRAELKEIETQKTLQKINESR 
SWFFEKINKI DRPLARLIKKKRE 
KNQIDSIKNDK 


10248 


40616 


A 


10309 


1 


4137 


MGKKQNRKTGNSKKQRASPPP 
KEHSSSPATEQSWMENDFDELR 
EEGFRRSNYSELREDIQTKGKE 
VENFEKNLEEC1TRITD1EKCLK 
ELMELKTKARELHEECRSLRSR 
CDQLEERVSAMEDEMNEMKQ 
EGKFREKR1 KRNEQSLQEI WDY 
VKRPNLPPIDVPESDRENGTKL 
ENTLQDV1QENFPNLARQANIQI 
QEIQRMPQRYSSRRATPRHIIVR 
FTKVEMKEKMLRAAREKAFKQ 
ASRREDDIAKVTSG 


10249 


40617 


A 


10310 


1 


5195 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIHIYRTLH 
PKSTE YTFFS A PH HTYSKIDH 1 V 
GSKALLSKCKRTEIITNYLSDHS 
AIKLELRIKNLTQSRSTTWKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETNENKDTTYQNLWDAFKAVC 

TSQLKELEKQEQTHSKASRRQE 
IMKIRAELKEIETQKTL\QKINE\ 
SRSWFFXERINKIDRPLARLIKKK 
REENQID\AI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon,/=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10250 


40618 


A 


10311 


1 


2958 


MKQEGKFREKRIKRNEQSLQE1 
WDYVKRPNLHLIGVPESDREN 
GTKLENTLQDIIQEDFPNLARK 
AN1QIQEIQRTPQRYSSRRATPR 
HTIVRFTKVEMKEKMLRAARE 
KGRVTHKGKPIRLTADLSAETL 
QARRELNQEEVESLNKPVTGSE 
VVAIINSLPTKKSPGPDGFTAEF 
YQKYKEEPVPFLLKLFQSIEKE 
G1LPNSFYEASIILIPKPGRDTTK 
KENFRPISLMNIDAKILNKILAN 
R1\QQHI\KK 


10251 


40619 


A 


10312 


5211 


7687 


TDTSQKKTFYAAKRHMKKCSS 

SLAIREMQ1KTTYHAGPDGFTA 

EFYQRYKEELVPFLLKLFQSIEK 

EGILPNSFYEAS11LIPKPGRDTT 

KK\ENFRPISLMNIDAK1LNKILA 

KRIQQHIKKLIHHDQVGF1PGM 

QGWFNIRKSINWIQHINRAKDK 

NHMIISIDAEKAFDK1QQPFMLK 

TLNKLGIDGTYFKIIRAIYDNPT 

ANI1LNGQKLEAFPLKTGTRQG 

CPLSPLLFN1VLEVLARAIRQEK 

E1KGIQLGKEEVKLSLFADNMI 

VYLENPIVSAQNLLKLISNFSKV 

SGYKINVQKSQAFLYTNNRQTE 

SQIMSQLPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSG\EGRINIVKMAIL 

PKN WKKTTLKF1 WNQKRARI A 

KSILSQKNKAGG1TVPDFQLYY 

KATVTKTAWYWYQNRDI DQW 

NRKEPSE1MPHIYDSLIFGKPDK 

NKQWGKDSLFNKWCWEDWLA 

1 C RKLKLDP F LTPCTKIN S R WV 

KDLNIRPKTIK.TLEENLGNT1QD 

IGMAKDFMSKTPKAMATKAKI 

DKWDLIKLKSFCTRIAKEPTIRV 

NRQPTKWEKIFATYSSDKGLIS 

RIYNELKQIYKKKTNNPIKKWA 

KDMNRHFSKEDIYAAKKHMK 

KCSSSLAIREMQIKTTMRYHLT 

PVRMAIIKKSGNNRCWRGCGE 

TGTLLHCWWDCKLAQPLWKS 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10252 


40620 


A 


10313 


1 


4525 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLH 
HK.STEHTFFAAPHHTYSKIDH1L 
GSKALLSKCKRTE1ITNYLSDHS 
AIKLELRIKNLTQNRSTTWKLN 
LLLNNYWVHNEMKAE1KMFFE 
TNKNKDTTYQNLWDTFKAVCR 
GKFIALNAHKRKQERSKIDTLT 
SQLKQLEKQEQTHSKASRRQE1 
TKIRGELKEIETQKTLHKINESR 
SWFFERINKIDRLLARLIKKKRE 
KNQ1DA1INDKG 


10253 


40621 


A 


10314 




1185 


MED1KRTQNKLSEMKATLAEM 

KNTLDGINDHGRDSRRKIRKLQ 

DNGGDDPTGNTQRKKNLINGP 

SLSVH1GEKRGGRRSWAETLTP 

LQTKALRLGPTTPSARRKCGIV 

PNLQTRKTEAYRYPDTHPGETP 

VGTAVLSIQKPKLESVIDVRVN 

MSSFHPEPELQPTQTSVLPDQD 

ATVAGSTTKFPEEQEARQGRVR 

ERPATRERPVPGGVSVPGLHHI 

HFLRGPSLPLASLTRJTVLEAVV 

CFFSVWSIVGLSGFHTYLISSNQ 

TTNEDIK.GSWSNKRGKENYNP 

YSYGNIFTNCCVALCGPISPRT/ 

LSHTGQRPTP1ECEPHLNLVTSA 

ETLLASKPD/PTEEGTSSPTRRS 

QQHPPM A SPCTGPRSHRVTCTL 

EKREEEEGVGQRLSPLCKPRL 


10254 


40622 


A 


10315 


44 


302 


GLLGPGPPTAC*CGPHCGIHPES 
SPQSWCLCHSH RSSRAPPLARL 
SGDRHPGWRTWGGRDARSVA 
RGQWWCLVEPVLPFSTRSAFW 
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SEQ ID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


10255 


40623 


A 


10316 




2182 


1RDPGKKPVMLFLHGGSYMEG 

TGNMFDGSVLAAYGNVIVATL 

NYRLGVLGFLSTGDQAAKGNY 

GLLDQIQALRWLSENIAHFGGD 

PERITIFGRYSQPGLSYHIAFGPV 

VDGDVVPDDPEILMQQGEFLN 

YDMLIGVNQGEG\LKFVEDSAE 

SED/G A FDFTVSNFVDNL YG Y P 

EGKDVLRETIKFMYTDWADRD 

NGEMRRKTLLALFTDHQWVAP 

AVATAKLHADYQSPVYFYTFY 

H HCQAEGRPEW ADAAHGDELP 

YVFGVPMVGATDLFPCNFSKN 

DVMLSAVVMTYWTNFAKTGD 

PNQPVPYDTKFIHTKPNRFEEV 

VWSKFNSKEKQYLHIGLKPRL 

WSRFRGVLYQVFHDTICEKEAP 

KSSLLRKQTQPPKKQSSPAVHL 

RCTMDPVMMTVSPPPAHRHRR 

RGSPTRCAHCPVAWAPDTDDE 

KPHQYPAICSYH WD VPEDWEG 

FQHTQGTWVPWSQDAPESPPQ 

TIRFQPTVEERPLKTGIWSELGL 

RAYVYPVNPPPPSPEAPSHKNG 

RI V YD A RDM RRRLRELTREVE 

ALSGCYPLASGSSTAEETSK.NW 

VYRSLTGSQK.MSQLHRVPFFD 

QEDPDSYLEEEDNLPFPYPKYP 

RRG WGGF YQRAG LPSN VG L W 

r*u mi aci dddci vi cdci or 
unyuulLAoLrrrsL I LorbLKL 

MPKRVEARKCQDLGDSILLLLG 
SFI LLNVWINVVTLL WKHLKSS 


10256 


40624 


B 


10317 


37 


241 




10257 


40625 


A 


10318 


2 


815 




10258 


40626 


A 


10319 


1 


943 


RAGGQGVG*GWGPPSVPCSVH 
GGKGL/PPEEGPGQVTHLEF\GR 
G DGLLTP W WPLTGDGRGPSA/S 
LASQRTCSQ*GMWLPAAQPSPS 
HPGPAGTVGQSHLHL*GLLGPG 
PPHCLLMRPTLRDSSRVFTSKL 
VSVPQPQVQQGPTTRKTVWRS 
ASWMENLGRKGCQVCSTWPM 
VVPGGACTSIWEWEADRVTPG 
GHRGSSCSHSAAGGANAAPHG 
PRGRPGGHAAAGGRHSTDGRS 
SCSPRPPDPGAARPQSAVHTDY 
RSPSLGTFPLAQPFGESKSDQSA 
PGIRGQKAPLAVARRGQQTPRP 
RGQA RG RGRGTRPR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10259 


40627 


A 


10320 


39 


621 


SCPEEEESSLLSPGTSWPLHAW 
ACSAAQVTGRERVVADWPGY 
HPGGPTAPHWRAGPLSDKTRPS 
RDVGTWDTGRAGCPPPPGRNP 
GPPDQRKALGVVVTSFGSQLG 
NGTPNSCLSPRQCWIQRLGGSS 
RTGPPPPGSVPEAAVSCPGHHT 
LFGLRSGAGKIQG*LLGPGWEL 
GQAGTEPPLPLAPPPPHRSCG 


10260 


40628 


A 


10321 


1 


496 


AAATYVQNQSEDCLYLNLYVP 
TEDGPLTKKRDEATLNPPDTDI 
RDPGKKPVMLFLHGGSYMEGT 
GN MFDGS VLAA YGN V I V ATLN 
YRLGVLGFLSTGDQAAKGNYG 
LNLDQIQALRWLSENIAHFGGDP 
ERJTIFGSGAGASCVNLLILSHH 
SEGLFQKAIAQSGT 


10261 


40629 


A 


10322 


' 


4304 


MLPVWFTDNLGAAATYVQNQ 

SEDCLYLNLYVPTEDGPLTKKR 

DEATLNPPDTDIRDPGKKPVML 

FLHGGSYMEGTGNMFDGSVLA 

AYGNVIVATLNYRLGVLGRYS 

QPGLSYH1AFGPVVDGDVVPDD 

PEILMQQGEFLNYDMLIGVNQG 

EGLKFVEDSAESEDGVSASAFD 

FTVSNFVDNLYGYPEGKD/DW 

ADRDNGEM RRKTUL ALFTDH 

QWVAPAVATAKLHADYQSPV 

YFYTFYIIHCQAEGRPEWADAA 


10262 


40630 


A 


10323 


1 


2765 


MDVGFSRTTVQTLSRSHCKNIK 
QKISQWEGRANGISNPEKWCPK 
DFGVRYNCHQEIRLKKNPIAER 
KSKNLDVTSRENVGLD1NENTK 
SHDQSENENKKHEYDDTHFFK 
NESESNWVCSRVKE1ESCKEDV 
LDPETSLPPGNFYTSQILWKKIE 
ALPPDKLLNLALEHCDSSEKEL 
NFRVLDSSYG1TKSLENIYSEPE 
GQECGPSINPLPKPRRTFRYLSE 
SGVTPYKERNCDKKYCENNSC 
AQSSLASSQEPE 


10263 


40631 


A 


10324 


2 


597 


RWL1PKVMRIYDTQKKMDREA 
SQAA LQKMLTLLMLPPTFGDLL 
REEYIGDNGDPQTLQAQFQEM 
MADSMFVIPALQVAHFQCSRA 
PVYFYEFQHQPSWLKNIRPPHM 
K.ADH VKFTEEEEQLSRKMMKY 
WANFARNGNPNGEGLPHWPLF 
DQEEQYLQLNLQPAVGRALKA 
HRLQLWXKKALPQKIQELEEPE 
ERHTEL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10264 


40632 


A 


10325 


2 


1766 


PGQPLGEQQRVRRQRTETSEPT 

MRLHRLRARLSAVACGLLLLL 

VRGQGQDSASPIRTTHTGQVLG 

SLVHVKGANAGVQTFLGIPFAK 

PPLGPLRFAPPEPPESWSGVRDG 

TTHPAMCLQDLTAVESEFLSQF 

NMTFPSDSMSEDCLYLSIYTPA 

HSHEG SN LP VM V WIHGG AL VF 

GMASLYDGSMLAALENVVVVI 

IQYRLGVLGFFSTGDKHATGN 

WGYLDQVAALRWVQQNIAHF 

GGNPDRVTIFGESAGGTSVSSL 

VVSPISQGLFHGAIMESGVALLP 

GLIASSADVISTVVANLSACDQ 

VDSEALVGCLRGKSKEEILA1N 

KPFKMIPGVVDGVFLPRHPQEL 

LASADFQPVPSIVGVNNNEFGW 

L1PKVMRIYDTQKEMDREASQA 

ALQKMLTLLMLPPTFGDLLREE 

YIGDNGDPQ\TLPKRKF\QKMM 

ADS\MFVIPALQVAHFQ\CS\RAP 

VYLPTSSQH\QPSWLKNIRPPH 

MKADHGDELPFVFRSFF\GGNY 

IKFTEEEEQLSRKMMKYWANF 

AR\NGNPNGEGLP\HWP\LFDQE 

EQYLQLNLQLAVG\RALKAHRF 

\QFWKKALPQKIQ\ELEEPEERH 


10265 


40633 


A 


10326 


2 


435 


1LAEFGSLHLEFLHL TELSGNQV 
FAEKVRN1RKVLRKIEKPFGLYP 
NFLSPVSGNWVQHHVSVGGLG 
DSFYEYLIKSWLMSGKTDMEA 
KNMYYEALET/HKLGPEAFWF 
NSGREAVATQLSESYYILRPEV 
VESYMYLWRQTHNTK 


10266 


40634 


A 


10327 


3 


583 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10267 


40635 


A 


10328 




1299 


MHLNQLPPILSRLGAVGFFGSM 

rCAHLVSVSRQVRNIRKVLRKJE 

KPFGLYPNFLSPVSGNWVQLPI 

PGSVAAGEIMPASYPYRHRAPE 

VRRVCE ALPHHVSVGGLG DSF 

YEYL1KSWLMSGKTDMEAKN 

MYYEALEAIETYLLNVSPGGLT 

YIAEWRGGILDHKMGHLACFS 

GGMIALGAEDAKEEKRAHYRE 

LA VQITKTC YES Y AR\SDTKLG P 

EAFWFNSGREAVATQLSEE/YT 

YILRPEVVESYMYLW\RQTHNP\ 

SYR\EWGWEVVLALEKYCRTE 

AGFSGDSKTCYSRHPQPRTTSR 

QSFFLAETLNRCLVSACNGPDT 

GLEARDTAESETVISPAVKGSR 

GEKAMVRETDKPAKCIGKKSK 

NGKSDLKAASKMDAQFRSLCF 

EEVTPLWFEKVLEMNGPASPSV 

SPGGLSLEVWSLVMWHKDARP 


10268 


40636 


C 


10329 


186 


401 




10269 


40637 


A 


10330 


194 


482 




10270 


40638 


A 


10331 


224 


495 




10271 


40639 


B 


10332 


138 


1810 




10272 


40640 


A 


10333 




1351 


MGGVGEPGPREGPAQPGAPLPT 

FCWEQ1RAHDQPGDKWLVIER 

RVYDISRWAQRHPGGSRLIGHH 

GAEDATDAFRAFHQDLNFVRK 

FLQPLLIGELAPEEPSQDGPLNA 

QL VEDFRA LHQAAEDMKLFDA 

SPTFFAFLLGHILAMEVLAWLLI 

YL\LGP\GWVPSALAAFILA1SQ 

AQSWCLQHDLGHASIFKKSWW 

NHVAQKFVMGQLKGFSAHWW 

NFRHF\QHHAKPNIFHKDPDVT 

VAPVFLLGESSVEYGKKKRRYL 

PYNQQHLYFFLIG PPLLTL VNFE 

VENLAYMLVCMQWADLLWA 

ASFYARFLSLSYLPFYGVPGVL 

LFFVAVRVL\ES\HWFVWITQM 

NHIPKEIGHEKHRDWVSSQLAA 

xr^ivH/PDCNt CTt>j\\n7c:r;i-ii Mcnre 
lOINVJbrMLr I IN Wr oUriLrNrv,Hc 

HHLFPRMPRHN\YSPVAPLV\KS 
LCAK\HGLSYE\VKPFL\TALVDI 
VRSLKK\SGDIVLDAYLHQ 


10273 


40641 


A 


10334 


43 


399 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ IU NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10274 


40642 


A 


10335 


1 


2229 


FLKVCPQNNAETFGCLGTGXEK 

GDRGNQTQKP\LHYKSWSLFHR 

SCPRDFYGSKVGDFQGKENGR 

G\GES\IYGGFFEDEGVSLVKDH\ 

KEFLLSMANRGKDTNGSQFFIT 

T\KPTPHLDGHHVVFGQV1\SGQ 

EVVREIENQKTDAASKPFAEVR 

ILSCNGELIPKSKVKKEEKKRHK 

SSSSSSSSSSDSDSSRYS\QSSSDS 

SDSESATEEKSKKRKKKHRKNS 

RKHKKEKKKRKKSKKSASSES 

EAEN/LLEAQPPVLLFRPEE1PLP 

IPENRFLMRK\SPPKADEKERKN 

RERERERECNPPNSQPASYQRR 

LLVTRSGRK\LKGRGPRRYRTPS 

RSRSRDLFRRS\ETP\PHWRQEM 

QRA\QRMRVSSGER\WIKGDKS 

ELNE1KENQRSPVRVKERK1TD 

HRNVSESPNRKNEKEKKVKDH 

KSNSKERDIRRNSEKEDKYK.NK 

VKKRAKSKSRSKSKEKSKSKER 

DSK\HM\RNEEKRMRFKELKGR 

DHENVKEKEKQSDSKGKDQER 

SRSKE K S KQLESKSNEHDHSKS 

KEKDRRAQSRSRECDITK.GKHS 

YNSRTRE\RSRRRDSSSRVRSRP 

HDRDRSMSK\EYHRYRDQVYS 

RRVRSRSRERRTPPGRSRSRDR 

RRRRRDSRSSEREDSQSRNKDK 

YRNQESKSSHRKENSESEKRM 

YSKSRDHNSSNNSREKKADRD 

QSPFSK1KQSSQDDELKSSMLK 


10275 


40643 


A 


10336 


3 


3366 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10276 


40644 


A 


10337 




2431 


GCLQELSVLFARGEPRGPCHNL 
LHYMLALIGVPEVFWAFLFHCS 
LGLEEEKLAPLIKGEEKIVWLRS 
SFYFQHCLVDKSTLLPSSSVSLG 
IFHEEKNSGEFPIFAKAVRLALV 
PLRYVKLEDRDNWISVDSVTSE 
IKLAKLPDFESRYVQNGTYTVK 
IVAISEDYPRKT1TGTVLINVEDI 
NDNCPTLIEPVQT1CHDAEYVN 
VTAEDLDGHPNSGPFSFSVIDKP 
PGMAEKWKIARQESTSVLLQQ 
SEK.KLGRSE1QFLISDNQGFSCP 
EKQV LTLTVCECLHGS\GCREA 
QHDSYVGLGPAAIALMILAFLL 
LLLVPLLLLMCHCGKGAKGFTP 
1PGTIEMLHPWNNEGAPPEDKV 
VPSFLPWDQGGSLVGRNGVGG 
MAK.EATMKRKVSSASIVKGQH 
EMSEMDGRWEEHRSLLSGRAT 
QFTGATGAI\MTTETTITARATG 
ASRDVAGAQAAAVALNEEFLK 
NYFTDKAASYTEEDENHTAKD 
CLLVYSQEETESLNASIGCCSFI 
EGELDDRFLDDLGLKFKTLAEV 
CLGQKIDINKE1EQRQKPATETS 
MNTASHSLCEQTMVNSENTYS 
SGSSFPVPKSLQEANAEKVTQEI 

V 1 bKo VjoKAyfAl^lS. V A 1 rLrlJrM 

A SRN VI ATETS YVTGSTM PPTT 
VILGPSQPQSLIVTERVYAPAST 
LVDQPYANEGTVVVTERVIQPH 
GGGSNPLEGTQHLQDVPYVME 


10277 


40645 


A 


10338 


5 


354 


RPRLTSQDIK.K.PDC/DGEDAIGR 

VNQSLLELHKLATDKNDPHLC 
DFI ETH YLNEQVKAIKELGDH V 
TNMHEMGAPDSGVAEYLFDKH 
TLGDSDNES 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10278 


40646 


A 


10339 


1 


2024 


GEALMYHTHFSELLDEFSQNVL 

GQLLNDPFLSEKSVSMEVEPSP 

TSPAPLIQAEHSYSLCEEPRAQS 

PFTH ITTSDSFNDDEVESEKWY 

LSTDFPSTS I K.TEPITDEPPPG L V 

PSVTLTITAISTPLEKEEPPLEIEQ 

WGLIPRARPLFPK1KLEPHEVDQ 

FLNFSP\KEAKHLHIFPSWAACT 

CGSSGNSAIRJILAYSLALRVPT 

ETKKPRDLFGKTGREKGKEETS 

REKLYVAERERKAPVDHLHLPP 

TPPSSHGSDSEGSLSPNPRLHPF 

SLPQTHSPSRAAPRAPSALSSSP 

LLTAPHKLQGSGPLVLTEEEK.R 

TLIAEGYPIPTKLPLSKSEEKAL 

KKIRRK1KNKISAQESRRKKKE 

YMDSLEKKVESCSTENLELRKK 

VEVLENTNRASHGELVIGVLGK 

G RRWDPLLTSPHAGDQCLG SV 

QGWAGECTPRQLDGSRTTLISE 

EDPGSPEMGGGEALGAIVSYA 

WRGREALHASRVGAVIQAPIA 

AGSDICLSDIRESATSSQTNISVT 

RTLLQQLQKLQTLVMGKVSRT 

CKLAGTQTGTCLMVVVLCFAV 

AFGSFFQGYGPYPSATKMALPS 

QHSLQEPYTASVVRSRNLLFYE 

EHSPPEESSSPGSAGELGGWDR 

GSSLLRVSG LESRPDVDLPHFIIS 

NETSLEKSVLLELQQHLVSAKL 


10279 


40647 


A 


10340 


1 


489 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 


10280 


40648 


A 


10341 


1 


2665 


MESTLTLATEQPVKKNTLKKY 

KIACIVLLALLVIMSLGLGLGLG 

LRKLEKQGSCRKKCFDASFRGL 

ENCRCDVACKDRGDCCWDFED 

TCVESTRIWMCNKFRCGETRLE 

ASLCSCSDDCLQKKDCCADYK 

SVCQGETSWLEENCDTAQQSQ 

CPEGFDLPPVILFSMDGFRAEYL 

YTWDTLMPNINKLKTCGIHSKY 

M RAM YPTKTFPNH YTI VTGLYP 

ESHGIIDNNMYDVNLNKNFSLS 

SKEQNNPAWWHGQPMWLTA 

MYQGLK.AATYFWPGSEVAING 

SFPS1YMPYNGSVPFEERJSTLL 

KWLDLPKAERPRFYTMYFEEP 

DSSGHAGGPVSARVIKALQVV 

DHAFGMLMEGLKQRNLHNCV 

N1ILLADHGMDQTYCNKMEYM 

TDYFPRINFFYMYEGPAPRIRA 

HNIPHDFFSFNSEEIVRNLSCRK 

PDQHFKPYLTPDLPKRLHYAKN 

VRIDKVHLFVDQQWLAVRSKS 

NTNCGGGNHGYNMEFRSMEAI 

FLAHGPSFKEKTEVEPFENIEVY 

NLMCDLLRIQPAPNNGTHGSLN 

HLLK.VPFYEPSHAEEVSKFSVC 

G FANPLPTESLDC FC PH LQN ST 

OI POA/ATOlVflT "MI THPPITA l \/ iz 
^JLc.y VlNV^JVlLJNLf 1 1 A 1 V IV 

VNLPFGRPRVLQKNVDHCLLY 
HREYVSGFGKAMRMPMWSSY 
TVPQLGDTSPLPPTVPDCLRAD 
VRVPPSESQKCSFYLADKNITH 


10281 


40649 


A 


10342 


590 


900 


PLYSATVPSAFCSGQ/LVPHIKS 
FCRLN1FNR*LIELRHLVFFVLLL 
FRDLQHIMACNM RD A V RFF VC 
FLVIFFREGLSRSSCQKCSRKSQ 
NCGLFYNFFDVHVH 


10282 


40650 


A 


10343 


1 


804 




10283 


40651 


A 


10344 


207 


299 
















EDASCDEGSTARAVHSMEPAG 
ARNRQKPHPFQVRGAEPHPPW* 
RCSHPAVAVDPG1HALSGKPLC 
SWRLGSDLPTVWPLPTPDPPVS 
VS 


10285 


40653 


A 


10346 


150 


509 


QLPAGSGEGPYHLEGQLSYCHR 
GGEKALAALLSSPTSKTRSPSEP 
DPEQDEQKLRFCKJIHLYGQQP 
RSPVEIRLQHVAIAYQTHHAYD 
*FVQLYNQHVAQPVLEFPYPGA 
VVALLSRHL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10286 


40654 


A 


10347 


120 


620 


SYVKYFPHQPAQKYFQQ1HSAI 
GLHNADHVHKHLLGDNRYPIW 
IMQPS AH HPA RQPEHDNH F R* V 
QQLYDGDSHRQFL* HQILFDRT 
PVSVDQSVEKKG*DHPVRPQ*A 
APGHVHYLT1PERSSQHYHPGA 
LQE*TSHPDHIQARGSILASVLS 
GSDRWRRTYRCL 


10287 


40655 


A 


10348 


599 


1185 


MCQNLMTHSKSTEWKITKRFL 
TETEKHIRTFSSLSMKAIIHPA/H 
NHTLRDPHYVEDKGHKYLVFE 
ANTGTENGYQGEESLFNKAYY 
GGGTNFFRKESQKLQQSAKKR 
DAELANGALGIIELNNDYTSEK 
SNEAADHFKHVPQAKGNNVVI 
TSYMTNRGFFEDKKATFAPSFL 
MNIKGNKTSVVKNSILEQGQLT 


10288 


40656 


B 


10349 




975 




10289 


40657 


A 


10350 




1080 




10290 


40658 


B 


10351 


58 


1 128 




10291 


40659 


B 


10352 




1029 




10292 


40660 


A 


10353 


10 


108 




10293 


40661 


B 


10354 


208 


2237 




10294 


40662 


A 


10355 




1 153 




10295 


40663 


A 


10356 


1026 


1274 


LHIEKSNE A ADH FKH V ACH R* R 
♦ACTCHCNNPWFPRPLPQPDCP 
TSATVEPPLYPIRSRGRTRKPAE 
GSRAPGCCCCQRPGK 


10296 


40664 


A 


10357 


434 


1128 


MCQNLMTHSKSTEWK1TK RFL 
TETEKHIRTFSSLSMKAI1HPA/H 
NHTLRDPHYVEDKGHKYLVFE 
ANTGTENGYQGEESLFNKAYY 
GGGTNFFRKESQKLQQSAKKR 
DA EL ANG ALG 1 1 ELNND YTLKK 
VMK.PLITSNTVTDEIERANVFK 
MNG K WYLFTD SRG S KMT 1 DG I 
NSNDIYMLGYVSNSLTGPYKPL 
NKTGLVLQMGLDPNDVTFTYS 
HFAVPQAKSNNVVNYGA 


10297 


40665 


A 


10358 


300 


491 


SYVKYFPHQPAQKYFQQ1HSAI 
GLHNADHVHKHLLGDNRYPIW 
IMQPSAHHPARQPEHDNHFR*V 
QQLYDGDSHRQFL*HQPAQKY 
FQQIHSAIGLHNADHVHKHLLG 
DNRYPI W IMQPS AH HPA RQPEH 
DNHFR 


10298 


40666 


B 


10359 


1 


1226 




10299 


40667 


A 


10360 


1369 


1548 




10300 


40668 


A 


10361 


1 


1365 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10301 


40669 


A 


10362 


1560 


2384 


MCQILMTHSKSTEW11TKRFLTE 
TEKH IRTFSSLSMKAI I HPA/HN H 
TLRDPHYVEDKGHKYLVFEAN 
TGTENGYQGEESLFNKAYYGG 
GTNFFRKESQKLQQSAKKRDA 
ELANGALGIIELNNDYTLKKVM 
KPLITSNTVTDEIERANVFKMN 
GKWYLFTDSRGSKMTIDGINSN 
DIYMLGYVSNSLTGPYKPLNKT 
G L VLQMGLDPND VTFTYSHF A 
VPQAKGNNVVITSYMTTRGFFE 
DKKATKAPSFLMNIKGNKASV 
VKNS1LEQGQLAVN 


10302 


40670 


B 


10363 


783 


881 




10303 


40671 


A 


10364 


1 


1359 




10304 


40672 


A 


10365 


1512 


2010 


ENFPHQPAQKYFQQIHSAIGLH 
NADHVHKHLLGDNRYPIWIMQ 
PSAHHPARQPEHDNHFR*VQQL 
YDGDSHRQFL*HQILFDRTPVS 
VDQSVEKKG*DHPVRPQ*AAP 
GHVHYLT1PERSSQHYHPGALQ 
E*TSHPDHIQAK*WHYR\GHYS 
YARN*RJHHRGSWCR 


1 0305 


40673 


A 


10366 


62 


368 


TGARRVPWPRRGARLRGRARA 
RSDESGSAGDQPPSFPPWWGW 
RWVTTAASPANLWPSVARSTM 
VDRAINL/FFLKMKGDLALTED 
KREQAQNEQSAWKFTPGR 


10306 


40674 


A 


10367 


2 


305 


CT1NN PKSF/HG VG FKQHAPQA 
LTE1QKFAMKEMGTPDVRIDTR 
LIKAVWAKG1RNVPYR1RVRLS 
RKRNEDEDS PN KL YTL VTY VP 
VTTFKNLQTVNVDEN 


10307 


40675 


A 


10368 


129 


283 


HLILLFLKHKYCFAREEEEK*R 
GVGGEEEEEEEEEEEGEEEEEE1 
FKSIVY 


10308 


40676 


A 


10369 


777 


1755 


DIWDQTEHQSSGPWSYGTSTDP 

E\PTSDLAVIVFEKRGGGEEEEE 

KEEEEGRR\EEEEKEEEE\GRRR 

EEEKEEEEEEEEVGRRAQEEEEE 

KKEEEEEEEEEWCLGEEESQPG 

HAEEVPSPHKMGALTLRVEGV 

KEQEAKLLRSSDLMKGDFSSTS 

QH PPQCSKRTNSESNAD A KSKK 

KERP1MTFRQRKTFRIRILPLPQ 

GR1AGSNKLSAKLCTDGRGAG 

D VG VLTN VM L KRLH FTIDH FLF 

KI1QMSPSASWNLWSLLDQDSL 

KCQ1CLEGYAQGGKPDVQLLPP 

RLTADWKGHRWGQMMGLDE 

KLTPSSVMVTSVALFWFEVSAQ 



1387 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


locution of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10309 


40677 


A 


10370 




444 




10310 


40678 


A 


10371 




3799 


MNRQLSKEDIQMANKHErCML 

N I TNDQGN ANQN HN AIQP YSC 

KNGHNRKIDVSMNMVNREHFY 

TAVHKASDLSFKPTSEK.DLDTK 

LQANFPNLVKAPDKARICFCGK 

PYQPYVQGSPNSPVEIVENEPSQ 

LLHFLCVGSSKEEIDLGNPKGS 

QHTGLGHSMGKCNYFYLPILLV 

HGWKSHLHPCVASMKVAGTQ 

RTQDQDEAQEKEK.RDKRKAEA 

LVAALQTYKTQNPQGAPANCY 

KCGKLGHFKKDCHSSKRKPL 


10311 


40679 


A 


10372 




990 


MTQKKNQTEQKEQKNEQKKQ 

HN ERKEH KKKQTE YKTHETNR 

PRKTERAEHDEQKRENEGKRR 

RHKKRT/RERKKTNEETETRKG 

REKPEQARQARKEKQKRQRGE 

RQXKEEKKRKNNRQENEEEEAN 

EQDRREQKEETRKRGPRKRRE 

HKEEEGRRERKKRKRKTKEKG 

RRAQQKERREEEQQQRRRRRR 

GKRKKNESEDEEDKASNKHRQ 

QERERQKRKGAVERARRPAETG 

R RRRKRKRQRKA\A KQRQERQ 

G DG VLPC APWTAHPRQPSQC W 

SARAPGGSAHRPRRYLLTGQA 

NGSLAMWDLTTAIGRPRPGPCR 

WPDGARADGTAGTL 


10312 


40680 


A 


10373 


99 


1365 


KEAEGRALARLLGPSEERFAAH 

EGMRPMRAVFTRQGH1FTTGFT 

RMSQRJELGLWDPNNFEEPVAL 

QEMDTSNGVLLPFYDPDSSIVY 

LCGKVLTAGQGEQGTGWRCG 

GPCPGAPLNRLILQGDSSIRYFEI 

TDEPPFVHYLNTFSSKEPQRG\M 

G FMPKRGLDVSKCEIARFYKLH 

ERKCEPIIMTV\PRKVRAWDRD 

LGRRSDAVPRIRQGPEPALEAD 

EWLSGQGRRNPCSFSLR\DGYC 

CPPTHRD\LRVTKRN1LDVRPPS 

G PRRKPSRPATPPCRSSTPLETL 

LEE1KPLRERVQAQEQRJTALEN 

MLCELVDGPHYPRAPGRASGL 

PTDPFGGAVRRACPVPPPLVPL 

ARAVRTLPLRYASS1AALVERM 

KAHMWAKGRATRDATAKRCS 

PMAQTTTQHLHVPCDREDESR 

WNY1CCSS 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


10313 


40681 


A 


10374 


1 


361 


MINPNPERSDDLVFWGLFRAG 

GMWSAIIAPVMILLVG1LLPLGL 

FPGDALSYERVLAFAQSFIGRV 

FLFLMIVLPLWCGLHRMHHAM 

HDLKIHVPAGKWV\FYGLAAIL 

TVVTL1GVVTI 


10314 


40682 


B 


10375 


70 


256 




10315 


40683 


A 


10376 


224 


414 


LRWRSLPAFQSGNLSVPAALM 
NRANARGEAVCVLGRSSRFLA 
H*LAALGRSAAASGISSLKGG 


10316 


40684 


A 


10377 


439 


595 


RA 1 SCCPSH L VKRKTTL APNTQ 
TASPRALADSLMQLARQVSRLE 
SGQ*AQRN 


10317 


40685 


A 


10378 


1 


391 


FSSGTVPGDRPDREFIGDTLME 
RRNRRTGRTEKARIWETANTL 
AITMLMSTVAMPAAAADGVTFS 
VPVTPHTFRHSYAMHMLYA\GI 
PLKGLQSLMGHKCIRSTGRLPQ 
RFLGLEWGLPGHPGGRLAMAE 


10318 


40686 


A 


10379 


278 


694 


GHRSPLAIAGCPT1QNGAGPQC 
AA1TRVRAARWCGYPPGSGIPTI 
PEDSFM L Y PR A LTTHQTGFSPA 
WGKPSVDRLLATLSGPGGEGQ 
YSCCPSHLVKKKTTLAPNTQTA 
SPRALADSLMQLARQVSRLESG 
Q*AQRN 


10319 


40687 


A 


10380 


2 


371 


SVQVF1RDKLMERRNRRTGRTE 
K A Rl W\E VTDRTVRTCDCGGGL 
PAAAADGVTFFCSAPPNIRFR\H 
SYA\MHMLYAR*YPLKGLLSPI 
G\HKC1RSTGRLPQRFLGLEWG 
LPGHPGGRLAMAEV 


10320 


40688 


A 


10381 


276 


508 




10321 


40689 


A 


10382 


464 


763 




10322 


40690 


A 


10383 


1 


715 


MQHLSHGSRRHILISENFRGCQ 
DQAVSQTLLTRPPLVSKEASFF 
LLPFDLHVLGLPPAFNLSHDQT 
LQFKSLTLVTSVRVPLEVARPG 
LSMLGLLRFMSSLLAVGDMGQ 
G DQVEFQDTKGNSEGRASSQPP 
MTPLTPTRVRRCPGGPTWGAK 
AEGVGRAEAATADPGSEGDVV 
LSRTGLLLAGLLHYFRGRHHLE 
EIMYNENTRRSQLLMLFDKFRS 
VLVWTTHEDPVIAVFQALLP 


10323 


40691 


B 


10384 


72 


195 




10324 


40692 


A 


10385 


1 


2331 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


iVucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


10325 


40693 


A 


10386 


1 


706 


MTTSRSDTRSQDDPSAHLASPK 
LPQRLPKDLSEAQVERLLQAPL1 
DQPLELRDKAMLEVLYATG\LR 
VSELVGLTMSDISLRQGVVRVI 
GKGNKERLVPLGEEAWHWLET 
YLEHGRPWLLNGVP1NVLFPSQ 
RAQQITRQALWRRINHYDELAA 
GIDSEK.LSPHVVRHAFATYFAG 
SGGC1ADFCGGSCAGSSAAESC 
LWFAGTGLYLHHAWVSGVWS 
RECSGAAWRDRRDVGGGE 


10326 


40694 


A 


10387 


39 


209 


EPGTYVYNETDKSHSPCRPCVL 
LS**GIYLGSV*R*NG1TYGALL 
AHIPNKFQVDY 


10327 


40695 


A 


10388 




930 


AWTHAGILLKHKYSFLVGCASI 

SDV1AQVVFVAILLH\SHLECRE 

PLLIPIXLSLYMGALVRCTTLCL 

GYYKNIHDIIPDRSGPELWGDA 

TIRKMLSFWWPLAL1LATQRJR 

RPIVNLFVSRHLGGSSAATEAV 

A1\LTAT YP V V H MP YG WLTE IR 

AVYPAFDKNNPSNK.LVSTSNTV 

TAAHIKKFTFVCMALSLTLCFV 

MFWDTQRV*GKSLIDIIGSGLW 

PLQELCVV\PLWIFSFFPVPVTV 

RA H LTG WLMTLUCKTF VL A PSS 

\VLRI1VL1ASLV\VLP\YLGVHG 

ATLGWGFLLAAGFCGENSTMG 


10328 


40696 


A 


10389 




1389 


GDAT1RKMLSFWWPLALILATQ 

RJSRPIVNLFVSRDLGGSSAATE 

AVA1LTATYPVGHMPYGWLTEI 

RAVYPAFDKNNPSNKLVSTSNT 

VTAAHIKKFTFVCMALSLTLKD 

SVQKPDISLTGRLVQTLPTRMR 

HQRGESKDVAPLASWLSEPSTS 

SEASQTSSKLT1NSQGEGKAKQ 

KLECGTLS1VLRSCEKNQERIKA 

AEKRNRSWTTLCGLGAWRPLL 

FELPVIVQTPDQTNRFQFRYPA 

KTQSGLCSFFHSFDLLTLEAFV 

KVWFPGCLLILIEYASSKNRKS 

KMLQNLKLLSADMTLK.LCFVM 

FWTPNVSEKILIDII\GVDFAFAE 

LCVVPLRIFSFFPVPVTVRAHLT 

r:\PT A/fXF "MVATPVT A DCQVI Dir\/ 
U\r LM 1 LIN Y \ 1 r VLArijVLKJIV 

PHRPASWVLPY\LGVHGATLGV 
G\SLLAGFVGESTMVA\LATCY 
VYRKQKKKMENESATEGE\DS 
AMTDMPPTEEVTDIVVEMREEN 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10329 


40697 


A 


10390 


57 


556 


TGRCTCHDRHYWYSPVER1AY 
NVEAARWEQRTDLDKLVIEME 
TNGTIDPEEAIRRAATILAEQLE 
AFVDLRDVRQPEVK.EEK.PEFDP 
ILLRPWDDLELTVRSANCLKAE 
AIHYIGDLVQRTEVELLKTPNL 
GKKSLTEIKDVLASRGLSLGMR 
LENWPPASIADE 


10330 


40698 


A 


10391 


536 


787 


GRD*PDYAENAHVMPPVVIED 
ASDMLLAITQAGRMLMFPVSD 
LPQLSKGKGNKIINIPS AE A A RG 
EDGLAQLYVLPPQSTLTIH 


10331 


40699 


B 


10392 


868 


900 




10332 


40700 


A 


10393 


1 


278 


MNPQEANYAYLRG/EVELVRLP 
DAEGRIAAE/GALPYPPGVLALE 
EGI/NLLPGFAPELQGVY1EE/HD 
GSGIIMLPTKLAEVGTI 


10333 


40701 


A 


10394 


1 


811 




10334 


40702 


A 


10395 


1 


682 




10335 


40703 


A 


10396 


442 


546 




10336 


40704 


C 


10397 




1776 




10337 


40705 


A 


10398 


2 


1354 


YFSPAAMKALDLLIKWTRSDQ 

NLGGCNTGL1RPISP1VLIYKLVI 

GEQMIDVLGPEKRRRRTTQEKI 

AIVQQSFEPGMTVSLVARQHG 

VAASQLFLWRKQYQEGSLTAV 

AAGEQVVPASELAAAMK.QIK.E 

LQRLLGKKTMENELLKEAVEY 

GRAKK.WIAHAPLLPGDGDCTS 

FSDEPMTGWMAAAVVTLMIR 

MCFSVYTMLSESCQRMVIVGY 

GRR\PDRQNLMIQGSKP/SIFRQF 

C/PDFEHLQEPYE/LLWE/MYGN 

RG YLQLVSFMQKFI DQSIFANT 

QYDPSRFPSGKVPIQQLLKDLL 

TAYKFGVKTLYYQNTRDGAED 

AQDDLVPSIQDDGCESGACLIR 

RASVASGSGCRMQRERLILATA 

RICRPDKTRQRRIRHRMRRKMP 

YPALNSQQDTLMAYTTFSQTK 

NDQLKEPMFFGQPVNVARYDQ 

QKYDIFEKLIEKQLFFLLASGRS 


10338 


40706 


C 


10399 


1 


1269 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10339 


40707 


A 


10400 


1 


1909 


MGFHHVAQAGFELLISSDLPAL 

ASQTARITAREARAPVEENKKA 

QLERDKQLSEQQKQAALAKEY 

KAQVKQLIEMNRITIANGDIGF 

N FTDGNLIKK1FVDKLTQAQLIN 

GRLAIARLLVDNNSEGEYAIIPA 

SVADK1AQRDASSIVLHSALSA 

EEQDEDDPYADFKVPDDLMWP 

TVYGRSVDR1RRSRRIRQSCAM 

PDATLCASYQAYGLRAKHPSFS 

SQGVPHCVPDVTLKIASEAPSPI 

VGGTLPVPMTSQLPSVTSMQLL 

LDLDTI PNEPLH YDWEALRESI 

KTHGLRNSTLSALMPSETSSQIS 

NATNGIEPPRGYVSIKASKDGIL 

RQVVPDYEHLHDAYELLWEMP 

GNDGYLQLVGIMQKF1DQSISA 

NTNYDPSRFPSGKVPMQQLLK 

DLLTAYKFGVKTLYYQNTRDG 

AEDAQDDLVPSIQ\DDG\CESGA 

CLIRRASVASGSGCRMQRERLI 

RPTAR1CRPDKTRQRR1RHRMR 

RVLPGRATRRDFPSLEAGYQW 

LPGRGLVIEPQAQVMYQGVQQ 

DDCTAASRARVSQSQGDDIQTR 

LGLHSEWRTAVHVIPTLDLNDY 

HDPHSTE1EEDGST1SDDAVKQR 

GE1KVGVTGNISQRVSLRGSVA 

WQKGSDDFAQTAGFLSMTVK 


10340 


40708 


B 


10401 


1 


1329 




10341 


40709 


A 


10402 


1419 


1788 


ALTSVLPRPSVHW*\SPKPRNVD 

WHIGRGVAIIMQKSGIPDIDQA 

NCMIKLESDGTFIVHSGGADIG 

TGLDTVVTKLAAEVLHCPPQD 

VHVISGDTDHALFDKGAYASS 

GTCFSGNAARLAAEN 


10342 


40710 


A 


10403 


73 


477 


SMFPR1PFGY/WHI/GSRVA11CQ 
KJSG IPDIDQSNLHDQLESHGTFI 
VHSG/GFDYGTGLDTV/VLTKL 
AAEV/LHCPPQDVHVISGDTDH/ 
ALFDKGAYASSGTCFSG/NAAR 
LAAVNPRALAYSYGGGGGARV 
CIWGGWGRR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
:quence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10343 


40711 


A 


10404 


1 


756 


MSIAYQEIPQNERLRLSDSSITS 
VVEYLLAVVARSVYTSPDMAIF 
REHHSYMSLSMAACRKIRPCPQ 
ELPRSIPHM1SAMWSQSAPDHV 
VQHEREQQSGFGDGTESHSTSD 
SNTEVRQNCSPPIGGVRNHRAL 
RG HQPAELEPENILKLLLM V AE 
RKAHK.GWYYSGDLCRMDEAG 
Y1KITGRKKDIIVRGGENISSREV 
EDILLQHPK1PNA\CMGAMSDD 
RLGERSCAYVWLKAPHHSLSL 
EEVLCWRGC 


10344 


40712 


A 


10405 


252 


1245 


GSRILPGASITRS\LEFIAGQAVK 
FNPLLPVSLVKRNTTLAPTTHT 
ASPRALADSLMQLARQVSRLD 
SGQRSVVFVRWSRRSIIVDSHA 
GLITTQRALGQSDMYRGSLPISE 
LR11GPRHLRGVLRVVRLCPFSE 
PML VECN PLLPSSLIIREPSLEPT 
LRFASRIALPDSTVLQ1FSGVLP 
LSSGQAYIQFTYSETPRSTPREA 
NSAHILSVHQWKCGHIVMAAR 
VKVGYPQWTPISLSAGLSAVLY 
KPVERGGRCSHSCSTALSPQGF 
L S SLLRFI SEG VFKSFTDKQML R 
DFVTTRPALIVLLWQPLNVEGT 
SSTSHC11MPTCNDHRD 


10345 


40713 


A 


10406 


269 


432 




10346 


40714 


A 


10407 


332 


933 


R V SRGRK V V F YRPEED AG DEK 
GYESFPWFIKRAHSPSRGLYSV 
H1NPYLIPFF1GLQNRFTQFRLSE 
TKEITNPYAMRLYESLCQYRKP 
DGSGIVSLKIDW1IERYQLPQSY 
QRMPDFRRRFLQDFRLLGQ\TS 
VDRLL\QLSQGQAVKGNQLLPV 
SLVKRKTTL\APNTQTA\SPRAL 
ADSLMQLARQVSRLESGQ*AQ 


10347 


40715 


A 


10408 


1 


531 


MRWKIDLARISKEIIDFYITQGV 
N RIGFI AGEDEPGKADIRE V AFA 
EYGRLKQVVREEDIWRGGFSSS 
SGYELAK\QILARKDYPKPLFV 
ASDSIAIGVLRAIHERGLNIPQDI 
SLISVNDIPTARFSFPPLSTVRJH 
SEMMGSQGVNLVYEKAPDGR 
ALPLLVFVPSKLKLRGTTR 


10348 


40716 


A 


10409 


1 


1059 




10349 


40717 


A 


10410 


2187 


2429 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10350 


40718 


A 


10411 


1 


835 


MRPFGDYPDGGIDDLK.ISFSVP 

AAGVGPHFDQYDVFIIQGTERR 

RWRVGEKLQMKQHCPHPDLL 

QVDPFEAI1DEELEPGDILYIPPG 

FPHEGYALENAMNYSVGFRAP 

NTR£LI\SGLPDYVLQRELGGNY 

YSDPDVPPRAHPADVLPQEMD 

KLREMML\ELSTHPDPFK.QWLG 

EFISQSRHDLDIAPPDPPYQPDE 

FSDALNQGKVLGALGGLRVLR 

MGDAVYPNGEKMDSPPRPALD 

ALASTIALTAKNFGDALEDPSF 

LAMLAALVNSGYWFFEG 


10351 


40719 


A 


10412 


249 


474 


VYLL1VLAVLYTNNRQTESQIM 
SELPFTIASKRIKYLGIQLVTRDV 
KDLFKDNYIPLLKEI*EDTSKW 
KSIPCSW1 


10352 


40720 


A 


10413 


157 


413 


ALVCS/SSLA I REMQIKTTMRYH 
LTPVRMA1IKKSGNNRCWRGC 
GEIGTLLHCWLDCKLVQPLWK 
SVW*FLRNLELEIPFDPAIPLL 


10353 


40721 


A 


10414 


342 


528 




10354 


40722 


B 


10415 


32 


587 




10355 


40723 


A 


10416 


1 


2141 




10356 


40724 


A 


10417 


1 


748 




10357 


40725 


A 


10418 


321 


411 


RNRDRYKQWKQDFFHDSYNR 
QRCGC WRL YRRHHR* CRRYRR 
QQPHLCRLYES*KKSCFHCLYR 
SRF/RLRVKY PRDM YSCLGTFL 
RSPVA1RIPLSRNQVKR 


10358 


40726 


A 


10419 


1 


2235 





1394 



WO 01/075067 



PCT/US01/08631 



SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10359 


40727 


A 


10420 




1884 


MGKDFMTKTPKAMATKAKID 

KWDVIKLKSFCTAKETTIRVMR 

INKIDKPLA RLIKKKREKNQI DT 

IKNDKGDITTDPTEIQTTIREYY 

KHLYTNKLENLQEMDKFLDTY 

TLPRLNQEEVETLNRPITGSEIV 

Al MN SLPTKKSPG PDGFTAEFY 

QRYKEELMILIPK/PGQDTTKKE 

NFRPISLMMDAKILNKILAKR1 

QQHIKKLIHHDQVGFIPGMQG 

WFNIRKSINVIQHINRAKDKNH 

MTIS1DAEKAFDK.1QQPFMLKTL 

NKLGIDGTYFKIIRA I YDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARA1RQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPTVSAQNLLKLISNFSKVSG 

YKINVQKSQAFLYTNKRQTESQ 

IMSELPFTIASK.R1KYLG1QLPRD 

VKDLFKENYKPLLK.EIKEDTNK 

WKNIPCSWVGRIN1VKMA1LPK 

VTYRFNAIPIKLPMTFFTELEKT 

TLKFIWNQKRAR1AKSILSQKN 

KAGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIT 

PHIYNYLIFDKPEKNK.QWGKDS 

LFNKWCWENWLA1CRKLK.LDP 

FLTPYTK1NSRWIKDLNVRPKT1 


10360 


40728 


A 


10421 


1 


822 




10361 


40729 


A 


10422 


2738 


2949 




10362 


40730 


A 


10423 


1 


1134 




10363 


40731 


A 


10424 


1 


2118 




10364 


40732 


A 


10425 


938 


1147 


SLETRKSAPCTIMFRIC1AGCCW 
LPCGTPTSVLTKRWH*P*VIFL 
WSRRIHTASCLPSQRSITGHVH 
HQ 


10365 


40733 


A 


10426 


2 


1624 




10366 


40734 


B 


10427 


1 


3690 




10367 


40735 


A 


10428 


1 


1056 




10368 


40736 


B 


10429 


1 


2265 




10369 


40737 


A 


10430 


1 


2037 




10370 


40738 


A 


10431 


1 


2406 




10371 


40739 


B 


10432 


670 


2568 




10372 


40740 


A 


10433 


3 


4072 




10373 














10374 


40742 


A 


10435 


1 


1542 




10375 


40743 


A 


10436 


1 


1008 




10376 


40744 


A 


10437 


1 


2241 




10377 


40745 


B 


10438 


1 


2682 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


10378 


40746 


A 


10439 


644 


949 


MRKPTLGRTYPSRPPSPAAARG 
ASRAALGPGHGLETRKSAPCT1 
MFR1C1AGCCWLPCGTPTSVLT 
KRWH*P*VIFLWSRRIHTASCLP 
SQRSITGHVHHQ 


10379 


40747 


A 


10440 


1 


1088 


MARKDIQVLIIGTYEYYLVKGE 
KVLTILAIKLKVLKWSGYPGLC 
LPEYHLGEVEGEDDMEVTAMD 
GRCLEVKQGSERLQVADQECV 
GDGSGRLCPFDRCECEQRLQLV 
RPGLCNPRAIALTTKPQSPSPNI 
KRLVIGEQMIDVLGPEKRRRRT 
TQEKI A I VQQSFEPGMTVSL V A 
RQHGVAASQEGSLTAVDAGEQ 
VVPASELAAAMKQIKELQRLL 
GKKTMENELLKEAVEYGRAKK 
W1AHAPLLPGDGERTDDWMDG 
RRSRHTDDTDVL* SASWRQQV 
QRQEQPVLRRRQQ* DFLLGWL 
LHHVAGQRGRPSSPVQSSAEQL 
RSFPVWYAVCVSPALRHQSSVL 


10380 


40748 


A 


10441 


1 


2781 


MGKKQNRKTGNSKKQSASPPP 
KERSSSPATEQSWMENDFDEM 
REEGFRRSNYSELREDIQTKGK 
EVENFEKNLEECITRITNTEK.CL 
KELMELKTKARELREECRSLRS 
RCDQLEERVSVMEDEMNEMN 
DGENGTKLENTLQDIIQENFPN 
LARQANVQIQEIQRTPQRYSSR 
RATPRH1IVRFTKVEMKEKMLR 
AAREKDFKPTKIKREKEGHYIM 
VKGSIQQEELT1LKIYAPNTGAP 
RFTKQVLSDLQRDLD 


10381 


40749 


A 


10442 


1 


2445 




10382 


40750 


A 


10443 


1 


1428 




10383 


40751 


A 


10444 


1 


2478 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10384 


40752 


A 


10445 




1746 


metqktlqk1nesrswffekin 

kidrplarlikkkreknqidtik 

ndkgdittdpteiqttireyykh 

lyanklenleemdkfldtytl 

prlnqeeaeslnkp1tgpe1eaii 

n slptkk i pg pdgftaef yqr y 

keelqhikklihhdqvgfipgm 

qgwfnihklinviqyinrtk.dk. 

nhmiisidaekasdkiqqpfmlk 

tlnklgidgtylkiiraiydk.pt 

an1ilngqkleafplktgtrqg 

cllspllfn ivle vlarairqek 

ekkcirlgkeevklslfaddmi 

vylenp1vsaqnllklisnfskv 

sgykinvqksqaflytnnrqie 

sqimselpftiaskriqylg1qlt 

rdvkdlfkenykpllneikedt 

nkwknipcsw1grinimkmam 

lpkv1yrfdaipiklpmtfftele 

kttlkf1wnqkrar1aksilsq 

knkaggitlpdfklyykaivtk 

tawywyqkrdvdqwnrieps 

ETIPHICNHLIFDKPDKNKQWG 
KDSLFNKWCWEIWLAIGRKRK 
LDPFLTPYTKINSRWI KDFNIRP 
KTIKTLEESLGUQDISMGKKFTS 


10385 


40753 


A 


10446 


2 


541 




10386 


40754 


B 


10447 


1 


1533 




10387 


40755 


A 


10448 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MGVWIKN*1KPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

R\WCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LA1TSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYG1DRSVLQSRP1H 

SQKK*NRSSLYSSGK*L*PALQC 

WWFYCTTSLPVIRVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 


10388 


40756 


A 


10449 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MG V WI KN* 1KPMS*REQL* P WL 

PLKRSLICFLSAHFWLVVRRPK 

R\WCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LAITSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYGIDRSVLQSRPIH 

SQKK*NRSSLYSSGK*L*PALQC 

WWF/CTTSLPV1RVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10389 


40757 


A 


10450 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MGVWIKN*1KPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

R\WCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LAITSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYGIDRSVLQSRP1H 

SQKK*NRSSLYSSGK*L*PALQC 

WWF/CTTSLPVIRVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 


10390 


40758 


A 


10451 


753 


1468 


LVTSYSLLPRHPDRGRGYHFD 

MGVWIKN*IKPMS*REQL*PWL 

PLKRSLICFLSAHFWLVVRRPK 

R\WCKPVQVSATFTVIADNNLY 

RQNSFVYSFTECTNDG*LAITSF 

CRDQAVRLVNEVFTGCCREICT 

/CATGYARRYGIDRSVLQSRPIH 

SQKK*NRSSLYSSGK*L*PALQC 

WWF/CTTSLPVIRVVKEILLPLL 

VSITVSLRVKYPRDMYSCLGTF 

LRSPVAIRIPLSRNQVKR 


10391 


40759 


B 


10452 




2259 




10392 


40760 


B 


10453 




684 




10393 


40761 


A 


10454 




1419 




10394 


40762 


B 


10455 




462 




10395 


40763 


B 


10456 




915 




10396 


40764 


B 


10457 




1659 




10397 


40765 


A 


10458 




[1659 




10398 


40766 


A 


10459 




1224 


M1VYLENP1VSAQNLLKLISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRIKYPGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVERINIVKM 

AILPKTAKNGPVLPPLHSEEKIP 

FN\FH*LFR*TITATKA*QKRR* 

MCQNLMTH\QNQRSGRSQIYF* 

RRRKNISDRSAVYR*RQLYIRR 

QPYAERPSVHVEDKGHKYLVFE 

ANTGTENGYQGEESLFNKAYY 

GGGTNFFCKESQKLQQSAKKR 

DAELANGALGIIELNNDYTLKK 

VMKPLITSNTVTDEIERANVFK 

MNGKWYLFTDSRGSKMTIDGI 

LPISDPTIKQDFRLLGQTSVDRL 

LQLSQGQAVKGNQLLPVSLVK 

RKTTLAPNTQTASPRALADSLM 

QLARQVSRLESGQ 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 


SEQ ID NO: 

in USSN 
0S)/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10399 


40767 


A 


10460 


1 


2241 


MEDEMNEMKQEEKFREKRIKR 

NEQTLQEIWDYVKRPNLHL1GV 

PESDGENGTKLENTLQDIIQENF 

PNLARQANVQ1QEIQRMPQRYS 

SRRATPRH11VRFTKVEMKEKM 

LRAAREKDRSMRQKVNK.DTQE 

LNSALHQADLID1YRTLHPKSTE 

YTFFSAPHHTYTKIDHILGSKAL 

LRKCKRTEIITNYLSDHSAIKLE 

LRIKNLTQNRSTTWKLNNLLLN 

DYWVHNKMKAEIKMFFETNEN 

KDTTYQNLWDAFKA/EIQTT1K 

E Y YKH L Y AN K.LEN LEEMDKFL 

DTAYTLPRLNQEEVESLNRPITG 

AEIVA11NSLPTKKSPGPDGFTA 

EFYQRYKEELVPFLLKLFQSIEK 

QGILPNSFYEASTILIPKPGRDTT 

EKENFRPISLMNIDAKILNKILA 

KRIQQH1KKLIHHDQVGFIPGM 

QGWFNIHKSINV1QHINRAKDK 

NHMIISIDAEKAFDK1QQRFML 

KTLNKLG1DGTYFKI1RAIYDKP 

TANIILNGQKLEAIPLKAGTRQG 

CPLSPLLFNIVLEVLARV1RQEK 

EIK.G1QLGKEEVKESLFADDMI 

VYLENPIVTAQNLLKLISNFSKV 

SG Y K IN VQKSQAFLYTNN RQTE 

SQIMSELPFTIASKRJKYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSWVGR1NIMKMAIL 

PKV1YRFNA 1 PI KLPMTFFTELE 

KTKVFIWNQKSAH1TK.GILSQKN 


10400 


40768 


B 


10461 


1 


1254 




10401 


40769 


A 


10462 


551 


868 


S1QHWSR1SSRLVYRSKAVAAA 
LLPMNCSLWSTQAGFLPRFG*R 
♦TRHLSTIEPEDYNLLFRRVSLK 
LSVWLPTWQSKSNGWSQKCL 
WMHLKFDSLNALLPPTGF 


10402 


40770 


A 


10463 


1 


2985 


MEDEMNEMKREGKFREKRJKR 
NEQSLQEIWDYVKRPNLHLIGV 
PESDVENGTKLENTLQDIIQENF 
PNLARQANVQIQEIQRTPQRYS 
SRRATPRHIIVRFTKVEMKEKM 
LRAAREKGHCNSGKSHRSLWE 
QNKGIFTTCICDDAEDLQSPSTA 
GPWFGVLYTKGGPYPQEDIFSE 
EVHTGPKLRKKIQEYQLTSKWS 
KSDVQVSVERRMAGGNPNQCH 
IGEVLLDGFTAEFYRRYKEELV 
PFLLKLFQS1EKEG 


10403 


40771 


B 


10464 


1 


2277 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


10404 


40772 


A 


10465 


1 


1064 




10405 


40773 


B 


10466 


1 


1827 




10406 


40774 


A 


10467 


1 186 


1208 


ATKMVRLSVAALVQRMKEFCA 
AK.FPAVITCWWSVWAQSA*WR 
♦CWRKTK1 


10407 


40775 


B 


10468 


1 


1992 




10408 


40776 


A 


10469 


1488 


1920 


RVRVTAVITERDCVSRSRWTAV 
IVRHCTGRSLPAASTVKQYRTS 
CWERWN/CRFGNDLPSSPVEWL 
TDN/EFMLPG**NTPVRPDVGLE 
PT*TRAACQESRCN/RLTPGIVL 
E1IGVWMQRWSLECRLAIPCIFG 
WLPRVVGEESGA 


10409 


40777 


A 


10470 




1659 




10410 


40778 


A 


10471 




987 




10411 


40779 


A 


10472 




1278 




10412 


40780 


B 


10473 




1556 




10413 


40781 


A 


10474 




1905 




10414 


40782 


A 


10475 


644 


949 


MRKPTLGRTYPSRPPSPA A ARG 
ASRAALGPGHGLETRKSAPCTI 
MFRICIAGCCWLPCGTPTSVLT 
KRWH * P* VI FLWSRRIHTASCLP 
SQRSITGHVHHQ 


10415 


40783 


A 


10476 


1 


1217 




10416 


40784 


A 


10477 


83 


1134 




10417 


40785 


A 


10478 


2450 


2607 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10418 


40786 


A 


10479 




2604 


MPLRAFNPVSSFRWARGMTIV 

AALMTVFFIMQLVGQVPAALW 

VIFGEDRFRWSATMIGLSLAVF 

GILHALAQAFVTGPATKRFGEK 

QAIIAGMAADALGYVLLAFAT 

RGWMAFPIMILLASGGIGMPAL 

QAMLSRQVDDDHQGQLQGSL 

AALTSLTSIIGPLIVTAIYAASAS 

TWNGNRACSSSVTRIVSILSRFI 

GIITPMNRNPPYTEASVTKQEK 

TALNM ARFIRSQTLTLLEKLN E 

LDADEQADICESLHDHADELYR 

SCLARFGDDGNSYDHDYAKLA 

CLQVEGRGGGTFAHELLAVEY 

AGWISPAFRLKVNQTFIDYRTG 

RLQPAIPQSLPEALRLAADLAE 

QKQRLEQKM LMD A PK VEFA ER 

VATASGVL1GNYAKVLGLGQN 

YLFTWLRDNG1L1/CNR*TQERP 

QTRIHISWVFH/LLKKP*SIQAM 

EAG/LSFTTR1TGKGQQWLMKR 

LLDARNRDRYKQWKQDFFIIDS 

YNRQSAGHILSQCANLAATTSE 

YFIHKPHRL1AAETGYSQSTVV 

RAFREAVNKGILSVE1VIGDHRE 

RRANL YRFTPSFL AFAQQA KN A 

LIESKLKISSAATKVKAVLAKTL 

ALFNFLSTPPCQNDTPSPCQDD 

VAIKNKKSQV K.KTKRS VSGGA 

GTTSLKKLTSWIAKAKAKADN 

LRLSKKRTQKHEFKQKVEAAA 

RKYAYLKNKRSPDIGGISNFDN 


10419 


40787 


A 


10480 


1 


2559 
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WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10420 


40788 


A 


10481 


1 


1676 


MLNGEKLAVKQEALLAAISEK 

DANIALLELSSSKKKTQEEVAA 

LKREKDRLVQQLKQQVEGRGG 

GTF AHELL A VE Y AG WI SP A FRL 

KVNQTFIDYRTGRLQPAIPQSLP 

EALRLAADLAEQKQRLEQKML 

MDAPKVEFAERVATASGVLIG 

NYAKVLGLGQNYLFTWLRDN 

GILIATGERRNVPKQEY1SRGYF 

TLKETVIDTSNGSRISFTTRITGK 

GQQWLMKRLLDADVVRTTSIV 

ML AK VTFLSCITM SDFTFSG YE 

LACFVTH SGLSRSAGH 1LSQCA 

NL A ATTSE YFI HKPHRLI A AETG 

YSQSTVVRAFREAVNKGILSVE 

IV1GDHRERRANLYRFTPSFLAF 

AQQAKNALIESKLKISSAATKV 

KAVLAK.TLALFNFLSTPPCQND 

TPSPCQDDVAIKNK.KSQVKKTK 

RSVSGGAGTTSLKKLTSWIAKA 

KAKADNLRLSKKRTQKHEFKQ 

KVEAAARKYAYLKNKRSPDIG 

GISNFDNLPHCMTVNEALNAVL 

AKNKDNEQWGAVAGAYIADIT 

DGEDRARHFGLMSACFGVGM 

VAGPVAGGLLGAISLHAPFLAA 

AVLNGLNLLLGCFLMQESHKG 

ERRGELLKIVVLPGDHVGQE1T 

AEAIKVLKAISDVRSNVKFDFE 

NHLIGGAAIDLQGGGGKPRCVS 

KSLMLH/CWHSCRLEPRWR*QR 

VQR1RL*VHP*AFFAPAVAFALP 


10421 


40789 


A 


10482 


1 


3213 




10422 


40790 


A 


10483 


1089 


1373 




10423 


40791 


A 


10484 


2720 


2968 


TTTLVRLPCRSPKRRIKALRSQL 
RRKS I LKPLLS* S R* STTK * RNTP 
CSQVSSLSRLSTRYRPvRMKHSV 
NLVWTWVPYSSAP 


10424 


40792 


A 


10485 


2 


2264 




10425 


40793 


A 


10486 


1693 


1980 




10426 


40794 


A 


10487 


1776 


2026 


SLETRKSAPCTIMFRIC1AGCCW 
LPCGTPTSVLTKRWH*P*VIFL 
WSRRIHTASCLPSQRSSNRACSS 
SVTR1VSILSRFIGI 


10427 


40795 


A 


10488 


1323 


2064 




10428 


40796 


A 


10489 


53 


243 


WTVPLGAVPPVRMHEGLGCW 
CKLNGEVCMSGMCLLCWWDC 
D*RHDLKANLDRLMNVCQDGR 
KR 


10429 


40797 


A 


10490 


! 


3117 




10430 


40798 


A 


10491 


1 


1227 





1402 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10431 


40799 


B 


10492 




21 19 




10432 


40800 


A 


10493 


938 


1147 


SLETRKSAPCTIMFR1CIAGCCW 
LPCGTPTSVLTKRWH*P*VIFL 
WSRRIHTASCLPSQRSITGHVH 
HQ 


10433 


40801 


A 


10494 


1 


2822 


MVK.GSIQQEELT1LNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MEDFNTPLSTLDRSTRQKVNK 

NTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

G SKALLSKCKRTEIITN YLSDHS 

A I KLELRIKN LTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

1TKIRAELKEIETQ 


10434 


40802 


A 


10495 


2 


163 




10435 


40803 


A 


10496 


4051 


4355 


MRKPTLGRTYPSRPPSPAAARG 
A SRA ALGPG HGLETRKS A PCT1 
MFR1C1AGCCWLPCGTPTSVLT 
KRWH*P*VIFLWSRRIHTASCLP 
SQRS1TGHVHHQ 


10436 


40804 


B 


10497 


1692 


1781 




10437 


40805 


B 


10498 


1 


3477 




10438 


40806 


A 


10499 


179 


439 


KKEL VN LTTD* SLENR/WIDVL 
GPEKRRRRTTQEK1A1VQQSF/G 
TGDDGLPRCPATWCSSQPVISL 
A*A1PGRKSYCCRRRRTGCSCL 


10439 


40807 


A 


10500 


1 


7456 


MYQANGKQK.KAGVAILVSDKT 

DFKPTKIKRDKEGHYIMVKGSI 

QQEELTILNIYAPNTGAPTF1QQ 

VLSDLQRDLDSHTLIIGDFNTPL 

STSDRSTRQKVNK.DTQELNSAL 

HQADLIDIYRTLHPKSTEYTFFS 

APHHTYSKIDHILGSKALLSKC 

KRTEIITNYLSDHSAIKLELMIK 

NLTQNHSTIWKLNNLLLNDYW 

VHKEMKAEIKMFFETNENKDT 

TYQNLWDTFKAVCRGKFIALN 

AHKRKQERSKIDT 


10440 


40808 


A 


10501 


2476 


2718 


WPLRGRGGHRAAPGRHLHLQQ 
RLLLRLHLTACLLQDALDG/GP 
PRCWRGSCRWRCSAGPPRSWA 
RRPSATRSPSWPALECS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


10441 


40809 


A 


10502 


2 


4517 


HRLANW1KSQDPSVCYIPETHL 
TCRDTHRLKIKGWRKIYQANG 
KQKQAGVAIHISDKTDFKPTK1 
KRDKEGHYIMVKGSIQQEKLT1 
LNVYAPNTGAPRFIMQVLSDLQ 
RDLDSHTLIMGDFNTPLSTLDR 
LTRQKVNKDTQELNSALHQVD 
L 1 DI YRTLQPKSTEYTLFSAPHH 
TYSKIDH1LGSKALLSKCKRTEII 
TNYLSDHSAIKLELRJKKLTQIR 
STA WKLNN LLLNDYWVHNEM 
KAEIKMFFKNNEN 


10442 


40810 


B 


10503 


88 


501 




10443 


40811 


A 


10504 


1 


971 


MWALFM1RNVKKQRPVNLDLQ 

TIRFP1TAIASILHRVSGVITFVA 

VGILLWLLEYRLSYLKGSSKLR 

DYGQLLTLEIPAALLPIHTGIVN 

QN1NCTETLTASSDNLLRRAFC 

GDTHLHEVHLNTLFFNHFLCFA 

VIFDETRNKD1CA TSGQHAHFV 

DK.KRKRELLSHMIGKGNWQQV 

L VFTRTKH G AN H L AEQLNKDG 

IRSAA1HGNKSQGARTRALADF 

KSGD1RVLVATDIAA/RGLDIEE 

LPHVVNYELPNVPEDYVHRJGR 

TGRAAATGEALSLVRSFFDWC 

DDCAAAGGMGNRNAQLADGI 

YHLRCIELYLGDGMADFL 



1404 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10444 


40812 


A 


10505 




2201 


MSFDSLGLSPDILRAVAEQGYR 

EPTP1QQQAIPAVLEGRDLMAS 

AQTGTGKTAGFTLPLLQHLITR 

QPHAKGRRPVRALILTPTRELA 

AQ1GENVRDYSKYLNIRSLVVF 

GGVSINPQMMKL\RGGVDVLV 

ATPGRLLDLEHQNAVKLDQVEI 

LVLDEADRMLDMGF1HDIRRVL 

TKLPAKRQNLLFSATFSDDIKA 

LAEKLLHNPLEIEVARRNTASD 

QVTQHVHFVDKKRKRELLSHM 

IGKG\NWQQVLVFTRTKHGAN 

HLAEQLN KDG1RRAAKHGNKC 

KCAYSKFQKPSPHIFTMLIGVC 

GVNQSAITNVSNVSNMAKISGS 

GSHRLTKRV1KRDMRP1INHPV 

AYSDRRRLQTELLFWHARWLN 

HTRRQFRIKEGDNGGQCFLFLW 

TGRFNFNLPSFGRIQHQQRNMA 

VGFSLGAFVITFIAGRACMPSLF 

VISTVCLTVMVYVFPAYDGVT 

GRFYRASGSSLPVALQYTPNGA 

SRRYNQWRPSRMLSSLKKQKW 

RKGMSESLHLTRNGSILEITLDR 

PKANA1DAKTSFEMGEVFLNFR 

DDPQLRVA1ITGAGEKFFSAGW 

DLKAAAEGEAPDADFGPGGFA 

UL 1 Jc-irlNLL/rvr V 1 A A VINO I ArU 

GGFELALAADFIVCADNASFAL 
PEAKLG1VPDSGGVLRLPKILPP 

Ai V JNfclvl VM 1 UKKMUAbtALK 

WGIVNRVVSQAELMDNARELA 


10445 


40813 


A 


10506 


1 


168 


MCEKNLAYAHKVKAALEKGA 
SPGDFPREDYETNWEGXRFTLA 
DLNIHGKRALGMDV 


10446 


40814 


C 


10507 


1 


3861 




10447 


40815 


A 


10508 


1 


7407 




10448 


40816 


A 


10509 


290 


661 


QPLPEGRW/THLWHNDELDGS 
RWHK/QQHGFLSLPVYVRDNT 
LRALGNNDQRPDYVWHE/GTA 
FHLFN\LKAARTGNTITAIDASE 
AKNWTLCLRNGVKVNGLQDG 
SQAESEQGLVVKPQGNALTITL 


10449 


40817 


A 


10510 


3 


510 


KFHFMSPFPAHSMVQALE*LYA 
LGGLDKDCRLTEPLGMRIAEFP 
LNPMFAKMLLESGNFGCSQEIL 
SIAAMMQIQNIFVVPPNHKSHA1 
RVHRKFAVEEGDHLTMLNIYE 
AF1KHNKDSKWCQEHFLNYKG 
LVRAATVREQLKKLLVKFQVP 
RKSSEGDPDLVLRCIVS 



1405 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


10450 


40818 


A 


10511 


1 


1920 


MIWGRAWWLTPVIPALWAAK 

VAGRVAEERGAVLGHEVGYCI 

RFDDCTDQLATRIKRLTESFSLI 

LSV1MLDEAHERTLYTDIAIGLL 

KK1QKKRGDLRLIVASATLDAD 

EEVETVVSML1 EQARAL ARTG 

MK.RHLRVLPMYAGLPSFEQMK 

VFERVSRSVRKVIVATNVAETSI 

TISGIVYVIDCGFVKLRAYNPRT 

AIECLVVVPVSQASANQRAGR 

GGRSRSGKC YRLYTEE AFDKL P 

QSTVPEMQRSNLAPV1LQLKAL 

GIDNVLRFHFMSPPPAQSMVQA 

LELLYALG\SLDKDCRLTEPLG 

MRIAEFPLNPMFAKMLLESGNF 

GCSQEILSIAAMMQIQNIFVVPP 

NQKSHAIRVHRKFAVEEGDHL 

TMLNI YE A FI KVSTTTARS A AST 

HHPLEHNKDSKWCQEHFLNYK. 

GLVRAATVREQLKKLLVKFQV 

PRKSSEGDPDLVLRCIVSGRFA 

NAARFHSTGAYRTIRDDHELHI 

H PA S VL YAEKPPRW VI YN E\LL 

QTSKYYMRDVTAIESAWAVGS 

WLHTFYSTRERTCSLESQK.GPR 

SRDPLRREPTVYSCRDCWRPLL 

HAAAPGPRWGELAPAPVECLV 

ALKWAAACSLVLSSRCPQHLH 

PCWDPGGLCAWAGILLCCSGQ 

SGSWLTQHAH 


10451 


40819 


A 


10512 




414 




10452 


40820 


R 


10513 


62 


1408 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10453 


40821 


A 


10514 


1 


1388 


MGTSSIFLCVLFLCGALGLTMS 

PARGRLRCYICGFTKPCHPVPTE 

CRDDEACGISIGTSGCRGIFQVP 

DGQRDSRSHFPADVTKITWAC 

GQSPPGFKPLFPSCSSPKTGQM 

DVLIDLDFGFELRNRGIWGEGA 

IRDTEEKSADNLEPCSSPPPLEE 

VICCEGNAGFYEVGCVSTPLEA 

GYSVLGWNHPGFAGSTGVPFP 

QNEANAMDVVVQFA1HRLFFH 

PQDIIIYAVLAIGGFTATWAAMS 

YPDVSAMILDASFDDLVPLALK 

VMPDSWRGLVTRTVRQHLNLN 

NAEQLCRYQGPVLLIRKTQDG 

NLTPTVP\KDICSNRANCLLVKA 

LQ\HRYPG\VMAEEGLLVARQW 

LEA SSQLEEAS1 YSRWNEVEED 

WCL\SVLR\SY\QAEHGADFPW\ 

SVGEDMSA\DGR\RQL\ALFLAR 

KHLHNFEATHCTPLPAQNFPRC 

PWHPLGTQLGLIMEEWGERRH 


10454 


40822 


A 


10515 


1 


1519 


MGFLPKLLLLASFFPAGQASWG 

VSSPQDVQGVKGSCLL1PCIFSF 

PADVEVPDG1TA1WYYDYSGQR 

RVFMGNPEHRVCNLLLKDLQP 

EDSGSYNFRFE1SEVNRWSDVK 

GTL VTVTARSLSPPG RHLETLH 

MAMSWQDHGR1LRCQLSVAN 

HRAQSE1HLQVKYAPRGVKILL 

SPSGRNILPGELVTLTCQVNSSY 

PAVSS1KWLKDGVRLQTKTGV 

LHLPQAAWSDAGVYTCQAENG 

VGSLVSPP1SLHIFMAEVQVSPA 

GPILENQTVTLVCNTPNEAPSD 

LRYSWYKNHVLLEDAHSHTLR 

LHLATRADTGFYFCEVQNVHG 

SERSGPVSVVVNHPPKTPTMM 

VFVEPEGGLRGILDCRVDSEPL 

ASLTLHLGSRLVASSQPQGAPA 

EPHIHVLASPNALRVDIEALRPS 

DQGEYICSASNVLGSASTSTYF 

GVRALHRL/LSVPAAALGPGTA/ 

VWASCSCCWAWGPATPGGTG 

YYLTGTYKSGGQTQMLSASLF 
















10456 


40824 


A 


10517 


373 


631 


SGGPDTDVVS1PYSCSRMHLCS 
♦LCELLSFSWETLCRAVKENEL 
PKKE*RAPANQGPTGESSLSGL 
SDSPLQPGGDGVEERRALLF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


10457 


40825 


A 


10518 


1 


5521 


MANRFRSGEDSGGA1WQDCVE 
EGASELGFLESLLYTQGNDRKQ 
CSLTNQGRQVFALLMLRKGHL 
HVFV1LFGPAGPAPPQPLPSVEQ 
VPLSLVPGPKGVAVSRTPPFFH 
QVHDCPFQDPKWEEQGSWDKI 
A A L Al AELTLTSPVARDTSDPQ 
CAQQAAFLHGQASWGVSSPQD 
VQGVKGSCLLIPCIFSFPADVEV 
PDGITAIWYYDYSGQRQVVSHS 
ADPK.LV E ARFRG RTEFMGNPE 
HRVCNLLLKDLQPEDS 


10458 


40826 


A 


10519 




1149 




10459 


40827 


A 


10520 


1 1 1 


370 


SHRRSLGEAARHPSFRPAGTAF 
E*VSQKVVHPRDLEDRSACVPV 
GCSLTRESFFRLNNQPHGTRFLP 
IPSNPESSRRAVPSAHLTV 


10460 


40828 


A 


10521 


1 


220 




10461 


40829 


A 


10522 


654 


967 




10462 


40830 


A 


10523 


2 


1415 




10463 


40831 


A 


10524 






CGKAFTQHSRL1QH/QRMHTGE 
KPYEYWEFGEKPRIYLQRKTFM 
KLDTTTG EGQS YQRNQMPECP 
YGEKPCKCKECGKSFRR/SSELT 
RHQRAHTGEKP 


10464 


40832 


A 


10525 




378 


GDFSPQKPPMAPHGCLTYLAFQ 
K.VKEGKKEEKKEKKKRKKERK 
KERKKERKKERKKERKRKEKK. 
E\EGKEGRKEGRKEGRKEGRKE 
KKE1SKKEIVAPTSLNPLKCSVL 


10465 


40833 


A 


10526 


1 


235 
















N KEM H WPCTG LCS HQP WGFK 
DCSLLE* RLPGQQEQNSIERKK 
RKKEKKEKK.EKRKKRKKGKKE 
ERKKERKYH FILLLGMPTS 


10467 


40835 


A 


10528 


127 


376 




10468 


40836 


A 


10529 




710 


EPG/NPERLK/GFSYPEFEDLDA 
LFSTLGLNEESVDSFDDYLPRR 
GVDSFGDKYQD/RCNSDQYHD 
GCQDRFRDGSHQDMGQCGGR 
D*DDD*GSRDYDRGYDSATGS 
CRRAFGSGYLRDDDYWVESSET 

Ci^V^rr 1 UotulvV rrvv^i ottKr 

AKKDENKVDGMN/APKVQSGN 
SGRGPGDGGNKDCWRESDRKD 
GKKDQVCRSAPESKKPEENPAS 
KFSSASK.CAAVSVDGEDEKEG 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10469 


40837 


A 


10530 


1 


548 


MQRSENDILGMDLRPLICIKDE 
KEEVGEKEEGEKEEEECEEQEE 
EGGKEWEEPGNYHLGQSLSHD 
WQSSETEQQPPTGSEGKVPPVQ 
PSEERPAKKDENKVDGMN/APK 
VQSGNSGRGPGDGGNKDCWRE 
SDRKDGKKDQVCRSAPESKKP 
EENPASKFSSASKCAAVSVDGE 
DEKEGADYTK 


10470 


40838 


C 


10531 


37 


289 




10471 


40839 


A 


10532 




1062 




10472 


40840 


A 


10533 




1977 




10473 


40841 


A 


10534 




2050 


LPLLHAGFNRRFMENSSI1ACYN 

ELIQ1EHGEVRSQFKLRACNSVF 

TALDHCHEAIE1TSDDHVIQYV 

NPA FERMMG YHKGELLGKELA 

DLPKSDKNRADLLDTINTCIKK 

GKEWQGVYYARRKSGDS1QQH 

VKITPV1GQGGK1RHFVSLKKLC 

CTTDNNKQ1HK1HRDSGDNSQT 

EPHSFRYKNRRKESIDVKSISSR 

GSDAPSLQNRRYPSMARJHSMT 

1EAPITKV1N11NAAQENSPVTVA 

E ALDRVLE1 LRTTEL YSPQLGTK 

DEDPHTSDLVGGLMTDGLRRL 

SGNEYVFTKNVHQSHSHLAAMP 

I"NHSMDV\PPCISQLLDNEESWD 

FNI FELEAITHKRPL V YLGLK VF 

SRFGVCEFLNCSETTLRAWFQV 

IEANYHSSNAYHNSTHAADVL 

HATAFFLGKERVKGSLDQLDE 

VAALIAATVHDVDHPGRTANSF 

L\CNAGSELAVLYNDT\AV\LES 

H HTALAFQ\LTVKDTK\CNIFKN 

1D/RGNHYRTLRQA1IDMVLATE 

MTKHFEHVNKFVNSINKPMAA 

EIEGSDCECNPAGKNFPENQILI 

KRMMIKCADVANPCRPLDLCIE 

WAGRISEEYFAQTDEEKRQGLP 

VVMPVFDRNTCSIPKSQ1SFIDY 

FITDMFDAWDAFAHLPALMQH 

LADNYKHWKTLDDLKCKSLRL 

PSDRLKPSHRGGLLTDKGHCES 


10474 


40842 


A 


10535 


2 


445 


ERTFNCCYPGCHFKTVHGMKD 
LDRHLR1HTGDKPHKCEFCDKC 
FSRKDNLTMHMRCHTSVKPHK 
CHLCDYAAVDSSSLKKHLRIHS 
DERPYKCQLCPYASRNSSQLTV 
HLRSHTGPGP\ADLLEHSRLHQ 
ADHPEKCPECSYSCSSAA 


10475 


40843 


A 


10536 




957 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, '-possible nucleotide insertion) 


10476 


40844 


A 


10537 




1438 


MSRRKQAKPQHLNSEEPRPARR 

ECAEVAPQVAGEPASELDDDV 

PKANCLSTESTDTPKAPVITLPS 

EAREQMATLGERTFNCCYPGC 

HFKTVHGMKDLDRHLRJHTVP 

FCFSKVYWNGFQLGMISPPKGT 

MSGD1FDCYNWRRKGSTG1CIW 

TGGGGTPICPGYHLGQIFVAILT 

K.KPLTLTPYVFEGDKPHKCEFC 

DKCFSRKDNLTMHMRCYHTSV 

KPH KCHLCDYAA VDSSSLKKH 

LRIHSDERPYKCQWCPYASRNS 

SQLTVHLRSHTA\GDTPFQCWL 

CSAKFKISSDLKRHMIVHSGEK 

PFKCEFCDVRCTMKANLKSHIR 

1KHTFKCLHCAFQGRDRADLLE 

HSRA/LHQADHT\EKCPECSYSC 

SSAAALRVHSRVHCKDRPFKC 

DFCSFDTKRPSSLAKHVDKVHR 

DE AKTENRAPLG KEG L REG SSQ 

HVAK1VTQRAFRCETCGASFVR 

DDSLRCH KKQ1 1SDQSEKQNLT 


10477 


40845 


A 


10538 


1 


1427 


MIAFDSMSHIQVMLMQEESTAP 

ATLEHILGHSQLCGSDGLAHAA 

VWVLAHLHYWFTGLSPGPMD 

VLPLHPAISSSFHLWRVAFISKA 

GKPRAAGHLLKRFLRCQFQRA 

ASSLLFTTVEAM LGTESGTEKV 

MRGAGTWYHIIIENWPSAECV 

WTEEYQQGRGQEDSAEDRKLF 

VGMLNKQQSEDDVRRLFEAFG 

NIEECT1LRGPDGNSKGCAFVK 

YSSHAEAQAAINALHGSQTMP 

GASSSLVVKFADTDKERTMRR 

MQQMAGQMGMFNPMAIPFGA 

YGAYAQALMQQQAALMASVA 

QGGYLNPMAAFAAAQMQQMA 

ALNMNGLAAAPMTPTSGGSTP 

PG1TAPAVPS1PSPIGVNGFTGLP 

PQANGQPAAEEI\FANGIHPYPA 

QSPTAADPLQQAYAGVQQYAG 

PAAYPAAYGQ1SQAFPQPPPM1P 

QQQREGFVSFDNPASAQTAIQA 

MNGFQ1GMKRLKVQLKRPKDA 

NRPY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10478 


40846 


A 


10539 


1 


547 


AAAPMTPTSGGSTPPG1TAPAV 

PS1PSPIGVNGFTGLPPQANGQP 

AAEAVFANGIHPYPAQSPTAAD 

P1AQQAYAGVQQYAGPAAYPA 

AYGQISQVAFPQPPPMIPQQQRE 

GPEG\CNLFIYHLPQEFGDS\EL 

MQVMFLPFGFRE/RFDNPASAQT 

AIQAMNGF\Q1GMKRLKVQLKR 

PKDANRPY 


10479 


40847 


A 


10540 


96 


1080 


WFKCYGCNSS/RDWQRSTYLLS 

WEVR/G/RPVPDSGCKAVVALC 

SQPAHPSNICK.GVGGCLTKAHLL 

LMGAMGIRVACLEVWRDGEER 

GGEEATFFTSLA ERQ VGTAHRH 

LHQPALY1QIRKVPAALHMCVV 

QKPSLFQADSRAPLEQGLRQQA 

SLATARPIVSGANAGPAGLK.VP 

QAAQLQLSPYLHRGVGDEACR 

YGRSQPTRKAFALCICAAPALP 

CPALDGSWMVCGLGQETRTSL 

ANVQSFTQRPQQQPLTVWMLN 

RGRKPAQGTLTVICPIGPGHLLT 

STITESVCVPRRNKYHSRTLPA 

AQHCQWLVTAVPTALGLVIRA 

GSKKLC 


10480 


40848 


A 


10541 


1 


392 




10481 


40849 


A 


10542 


1 


110 


FFWSHS*VYYTCFLLQN*KHLK 
PGPSGSLSPSISGN 


10482 


40850 


A 


10543 


1 


978 


MAAATRGCRPWGSLLGLLGLV 

S A A A A A WDL ASLRCTLG A FC E 

CDFRPDLPGLECDLAQHLAGQ 

HLAKALVVKALKAFVRDPAPT 

KPLVLSLHGWTGTGKSYVSSLL 

AHYLFQGGLRSPRVHHFSPVLH 

FPHPSH 1 ERYKMDLKS WVQGN 

LTACGRSLFLF\DEMDK\M PPG L 

\MEVLRPFLGSSWVVYGTNYR 

K A 1 F I F 1 SNTG G EQINQ V A LE A W 

RSRRDREEILLQELEPVISRAVL 

DKPAPLPSPNSGHHWKERLLD 

AVVPFLPLQRHHVRHCVLNEL 

AQLGPGAKGMRVVQAVLDSTT 

FFPEDEQLFSSNGCKTVASRJAF 



1411 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10483 


40851 


A 


10544 


1 


560 


ATSPHQSQQSTVDVGQLHDPQP 
YPQHA1QVQHIQVSEPTASAPSS 
AQGSSSTQGQGVLQQQQQQQQ 
NSSVQHTYLPSAWNSFRGYSSE 
IQMMTLPPGQFVITDSGVATPV 
TTGQVKAVTSGHYVLSESQSEL 
EEKQTSALSGGVQVEPPAHSDS 
LDPQTNKQQQTTQYIITTTTNG 
NGSSEVHITKP 


10484 


40852 


A 


10545 


3 


205 




10485 


40853 


A 


10546 


2 


348 


ADQARGKPTEWAVSATQFQLD 
FPIT*CYGLL*QRVSRRHIGALQ 
GKPVPLLHVLLYPITPREGGLG 
DRARLCLKQQQQQQQQQQQQ 
QLLLLLLLLLLLLLLLQQCEGT 
EGRPFPD 


10486 


40854 


A 


10547 




1146 


MVTYKLVLIRCGESTWNLENH 
FSSXWQKRA/IRJLWTVLDAIDQ 
MRLPVVRTWCLKEWHYGSLA 
GLNKA ETS AKHGE AQSN ISKGC 
RYADLTEDQLSSGESLKE1VPQI 
KEGKWVLTAAHGNSLRGIVKH 
LEGLSEEAIMELNLPTGIPIVYE 
LDKNLKP1KPMQFLGDEVTLCK 
AMEAVAAQSKAKKRRPAGML 
LSPGTPSLAIPSSAPAPCTCHTD 
H I WN SP V YSDL A I LRANPFC VHI 
SKANYLVNELHTAVNVAGLYI 
GWRCPHYLWDCFRIGDESRCF 
CGHLLREHR1ISD1SVPCKVSQC 
RCFMFCFIPSRPEEVGCCCGCFE 
SNFLCAACDRRWEEHETFFDTQ 
KTRQRGGRPRGADYVPFAEMA 
VLREAILSNSDF 


10487 


40855 


A 


10548 


2 


516 


GRLNERHYGGLTGLN1AETAA 

KHGEAQVKIWRRSYDVPPPPKE 

PDHPFYRNIRMDRRYADLTED 

QLPSCESLKDTIARALPFWNEEI 

GPQIKEGKRVLIATHGNSLRGIV 

KPWEGLSEEAIMELNLPTGIPIV 

YELDKNLKPIKPMQFLG\DEET 

VRKAMEAVAAQGKAKK 


10488 


40856 


B 


10549 


123 


237 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10489 


40857 


A 


10550 




952 


PAAPQVAGRLGLGCPLHLHVF 

AVVSAMLPLLRCVPRVLGSSV 

AGLRAAAPASPFRQLLQPAPRL 

CTRPFGLLS VRAGSERRPG LLRP 

RGPCACGCGCGSLHTDGDKAF 

VDFLSDEIKEERKIQKHKTLPK 

MSGGWELELNGTEAKLVRKVA 

GEK.I P VPF\NINNSIPP\TFYGEKD 

PSQSQKV\EDREPELTSLPK.F\VV 

EVIKNDDGRKAVLVLDCHYPED 

EVGQEDEAESD1FSI\REVSFQS\ 

TGESEWKDTNYTLNTDSLDWA 

LYDHLMDFLADRGVDNTFADE 

LVELSTALEHQEY1TFLEDLQEV 

LSRAHRADRC 


10490 


40858 


A 


10551 


1 


879 


AAGCRKENSLDLRSQFPRGRDS 

EDFNVKEEANAAAEEIRYTHIL 

NRVLPPDIRILAWAPVEPSFSAR 

FSCLERTYRYFFPRADLDIVTM 

DYAAQKYVGTHDFRNLCKMD 

VANGVINFQRTILSAQVQLVGQ 

SPG EG RWQEPFQLCQFE VTG Q 

AFLYHQVRCMMAILFLIGQGM 

EKPEI1DE\LLNIEKNPQKPQYSM 

AC\EFPLVL\YACKFENVKWIYD 

QE\LRSSN1THLQQLWANHAVK 

THMLYSMLQGLDTVPVPCGMG 

PKMDGMTEWGNVKPSVIKQTQ 

CLCRRSEDAH1 


10491 


40859 


A 


10552 


231 


358 




10492 


40860 


A 


10553 


2 


319 




10493 


40861 


A 


10554 


573 


1660 


MAAPTPARPVLTHLLVALFGM 

GSWAAVNGIWVELPVVVKELP 

EGWSLPSYVSVLVALGNLGLL 

VVTLWRRLAPGKDEQVP1RVV 

QVLGMVGTALLASLWHHVAP 

VAGQLHSVAFLALAFVLALAC 

CASNVTFLPFLSHLPPRFLRSFF 

LG\QGLSALL\PCVLALVQGVG 

RLECPPAPINGTPGPPLDFLERF 

PASTFFWALTALLVASAAAFQG 

LLLLLPPPPSVPTGELGSGLQVG 

APGAEEEVEESSPLQEPPSQAA 

GTTPGPDPKAYQLLSARSACLL 

GLLAATNALTNGVLPAVQSFSC 

LPYGRLALPPG L WCWA VLPI P 

WACFLGHGCCCAGPWQGWGG 

LLSAGRVLWGLPDGRWQS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ IIJ NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10494 


40862 


A 


10555 


154 


850 


QFFRV1TCLPFKGPDYRLYKSEP 
ELTTVAEVDESNGEEKSEPVSEI 
ETSVVKGSHFPVGVVPPRAKSP 
TPESSTIASYVTLRKTKJCMMDL 
RTERPRSAVEQLCLAESTRPRM 
TVEEQMERIRRH\QQACLREKK 
K.GLK.CFSVLSDQSPLQSPSNLR 
DNPFRTTQTRRRDDKELDTAIR 
ENDVKPDH ETPATE1 VQLKETE 
PQNVDFS/IRGLLDCPSVSILPGR 
S1KRAKNQNS 


10495 


40863 


C 


10556 


39 


436 




10496 


40864 


A 


10557 


2 


959 




10497 


40865 


A 


10558 


34 


1044 


QGCAVAGPLHPARLPCCVHGC 
PVRMHALSLCHVRCHFAVTFR 
LMYLDWLPTVIEPCGVGSNKV 
PVVQHPHHVHPLTPLITYSNEH 
FTPGN PPPH L P A D VDPK17 GM C 
SCGTGRCAVARTCR1RSCVPCE 
ALSPCDARGAHSAG1PRPPHPPD 
ISPYYPLSPGT\QGQPVYPITTGG 
FRHPYPTALTVNASMSRKHQD 
SKKEEEKKKPH1KKPLNAFMLY 
MKEMRAKVVAECTLKESAAIN 
QILGRRLGYNARAFGLKRGWR 
LDKYRGFVWMEMAVWSLPPA 
FSFQGKKKK.RKRDKQPGETND 
KPESSLGASSLMVVGNWTYRN 
QEKHIPTLELDHTVSV 


10498 


40866 


A 


10559 




398 




10499 


40867 


A 


10560 


174 


362 




10500 


40868 


A 


10561 


14 


266 




10501 


40869 


B 


10562 


67 


474 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10502 


40870 


A 


10563 


1938 


3291 


ERRKRFGMLDATDGPGTEDAA 

LRMEVDRSPGLPMSDLKTHNV 

HVEIEQRWHQVETTPLREEK.QV 

PIAPVHLSSEDGGDRLSTHELTS 

LLEKELEQSQKEASDLLEQNRL 

LQDQLRV ALG REQSAREG Y VL 

QATCERGFAAMEETHQKKIED 

LQRQHQRELEKLREEKDRLLAE 

ETAATISAIEAMKNAHREEMER 

ELEKSQRSQISSVNSDVEALRG 

QYLEELQSVHRELEWLSEQYS 

AKCLENAHLAQALEAERQALR 

QCQRENQELNAHNQELNNRLA 

AE1TRLRTLLTGDGGGEATGSP 

LAQGKDAH*LKGLM\RVKESEI 

QYLKQEISSLKDELQTALR\DK 

KYASDKYKDIYTELS1AKAKA\ 

DQDISRLKEQLKAATEALGEKS 

PDSATVSGY\DI\MKSKSNP\DFL 

KKDRSC VTRQLRNI RSKSLKEG 

LTVQERLKLFESRDLK.KD 


10503 


40871 


B 


10564 


58 


4405 




10504 


40872 


A 


10565 


3 


156 


NSSHHCHHHHHHHNHHHQHH 
QHNHC\HQHHHYNHHYDYHH 
DDNYYHHHHHHH 


10505 


40873 


A 


10566 


10 


445 


HRSTITRQCPSGLETRIALLPPA 

VFPSGSRTLPPSTPGSSSPQPR/P 

PLTRGPGPPRTHALASGTRGPA 

RGEEKVADTPHHGEGGCPNSE 

KEPFLHPTAPPPRLPTPSPESGP 

VPHTLQQAPPLRRHLGGTPAGA 

PASPQSSEWGG 


10506 


40874 


A 


10567 




288 




10507 


40875 


A 


10568 


50 


542 


TLSPERLSPELRLLPYMITLGDA 
VHNFADG\LAVGAAFAI\SWKT 
GLATSLAVFCHELPHELGGLRP 
LAAPGAVPCAKELLLNLASALT 
AFAGLYVALAVGVSEESEAW1\ 
LAVATVALFLYVAICDMLPAML 
K.VRDPRPWLLFLLHNVGLLGG 

W J V rAUA VrvKu 


10508 


40876 


A 


10569 




690 




10509 


40877 


B 


10570 


34 


465 




10510 


40878 


A 


10571 


1 


624 




10511 


40879 


A 


10572 


3 


933 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10512 


40880 


A 


10573 


1 


1481 


RRFPPAGAVAVIERGVRGGSQR 

CRTMADQLYLENIDEFVVTDQN 

KIVTYKWLSYTLGVHVNQAKQ 

MLYDYVERKRICENSGAQLHVT 

YLVSGSLIQNGHSCHKVAVLRE 

DK.LEAVKSKLAVTASIHVYS1Q\ 

KAM LKDSGPLFNTDYDILKSNL 

QNCSKFSAIQCAVAAVPRAPAES 

SSSSKrCFEQSHLHMSSETQANN 

ELTTNGHGPPASKQVSQQPKGI 

MGMFASKAAAKTQETNKETKT 

EAKEVTNASAAGNKAPGK.GN 

MMSNFFGKAAMNKFKVNLDS 

EQAVKEEK1VEQPTVSVTEPKL 

ATPAGLKKSSKKAEPVKVLQK 

EKKVRGKRVALSDDETKETENM 

RKKRRTUKLPESDNSEYEVFPD 

SSGAYEAESPSPPPPPSPPLEPVP 

KTEPEPPSVKSSSGENK.RKRKR 

VLKSK.TYLDGEGCIVTEKVYES 

ESCTDSEEELNMKTSSVHRPPA 

MTVKKEPREERKGPKKGTAAL 

GKANRQVSITGFFQRK 


10513 


40881 


A 


10574 


1 


too 
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SEQID 

NO: 


SEQID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10514 


40882 


A 


10575 


2 


2271 


PELLTEGVKEP1MDSQERDSGD 

PLVDESLKRQGFQENYDARLSR 

IDIANTLREQVQDLFNKKYGEA 

LGIKYPVQVPYKRIKSNPGSVII 

EGLPPGIPFRKPCTFGSQNLERIL 

AVADKIKFTATARPFQGLIPKPD 

EDDANRLGEK\VILREQ\1KELF\ 

NEKLR*GPWGLNRPVLVPYKL\ 

IRDSPDAVEVPGLPDDIPIRNPN 

TYDIHRLEKILKAREHVRMAIIS 

QLQLLQQQQHHISEGRPFAEIC 

NDAKVPGESEARKPPFCPVGTR 

LFLLKKREPEVSMNKDRYPQE 

APRNLQSLRTLLDILDDPRGGC 

VHLRQSQSRWRGADTRELPRG 

MLEGLRQLLSA1GCPRDPTCAP 

A QPGDQPLQR L A FTL ANEPQTV 

LEKPPPRFRRRGAARSPEQLYTP 

RRGGVLPAEPERTQSASADAGS 

LACRALEVDSGCPTGPPCPKGS 

RRLTITSG VDCGLLKQM KELEQ 

EKVVLLQGLEMMAGSRLQRLQ 

PVQDRQCRLGQSRASADFGPA 

GSPHPLGRLLPKVQEVARCVGE 

LLAAAGASRALPTSSSGPLCPA 

LTFTSFPG WQQQTILMLKEQN R 

RLTQEVTEKSGRVMQLEQKSA 

L 1 1 VI Is. \£ L, r c. A A L. J> U \j c A o U L. 

HLHLARLGWAEPQGSSVTQPFE 
GGRPVSPNVSGWRPPAAQAVP 
EWAPSCPTCHPGFPGPPPAGPR 
TEPLTRFWLLVLTWAGALLSLH 


10515 


40883 


A 


10576 


346 


3136 


ALRTKRLWPGGHCRAEAPQWP 

P/ASPLAPATALAAHSRHLSLCR 

SDK.GSMSEDCGPGTSGELGGLR 

PIK 1 EPE VLDIIQVTVPDALPTSE 

EMTDSMPGHLPSEDSGYGMET 

LTDKKWTWDGAKAIGISEPIKV 

LYSKFLMHPEELFVVGLPEGISL 

RRPNCFGIAKLWKILEASNSIQF 

VIKSGEEIRWDRELFCRACSMP 

GGSLLQIAKSYTTGLESKSCDP 

AVESKASAGQDEMQPHARPKL 

LTEGVICEPIVD 
















10517 


40885 


B 


10578 


1 


720 




10518 


40886 


B 


10579 


1 


1478 




10519 


40887 


B 


10580 


1 


1895 




10520 


40888 


A 


10581 


2 


413 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10521 


40889 


A 


10582 


2 


969 


WG SWA PQSRGCPYQPG A AQG R 

ALAPQHRGSCSPPWTGGGKE/Y 

LMRAHFGLPSVEAEDKEGKPPI 

SVKFEIPYFTTSGIQVRLAPGSL 

YGRKRSSLGKSHPSLLQVDGQ 

YSQQQGAGHPRGTK.RGSQTPG 

ARQRVEPGKCWPVVCVPHVPC 

PPTSTA L RK.HLRPQRAI YTSRLA 

PGALGGHCSVCLLPGLAGLAC 

GAFPGPAWVTRCCHSARSVLT 

HQGAPPGPDITVPARLPEPEVE 

VSCRGRRPALLNAQQSPPSLPPP 

PPSAAAEASCSHHVRQRRLRAG 

PEGQGFYLFHDRNKHS1LKLAK 

PREPFCVVTDSRIQFGPPH 


10522 


40890 


A 


10583 


50 


1083 


NPRA1FKSVRTCPVPPTQPCRNV 

KARSCGVGAGTTSFTLSVWPH 

RYITQEGHKLETGAPRAPGTVT 

NAVCWRSEGIKYRKNEVFLDVI 

ESVNLLVSAVNGNVLRSEIVGSI 

KMRVFLSGMPELRLGLN\DKVL 

FDNTGRGKASKSVEVLEDVKFHQ 

CVRLSRFENDR\TISFIPPDG\EFE 

\LMSYRLNTHVK\PLIWIESVIEK 

HSHSR1EYMIKAKSQFKR\RSTA 

NN VG DPHFPL PN DCRLN PSFK\T 

TVGERLSWVPENSE1VWSIKSFP 

GGKEYLMRAHFGLPSV\EAEDK 

EGKPPDSV FKF\E1 PYFVLTSGIQ 

VRYLK11EKSGYQALPWVRY1T 

QNGDYQLRTQ 


10523 


40891 


C 


10584 


175 


454 




10524 


40892 


A 


10585 


1 


193 


LLPRPGSGLDFLLSPVLPS/HSAS 
WACPLPRPSPMPSSCC*R*RKE 
MASGFSKGPTLGCCPTCPP 


10525 


40893 


A 


10586 


2780 


2965 


SPSQGESIPT* WRPTGPSPPTSSP 
GPA*SSLSPRPSPSSASASPSMC 
VRPSMWAASLLKSL 


10526 


40894 


A 


10587 


1 


1502 




10527 


40895 


A 


10588 


1256 


1990 


RCAPMTTCAWASCCSPWPTPF 

GTGPPSTSVSTSWPWQPWGWG 

WL*VGAAPAGGRQHPSPPALPR 

RSSG RSKLSRPSLCQL VPG IL*T 

RLLSPPQKESLPWRGSWREFPL 

PQLNTLPATEADPGVSSLPSAQ 

DTJT PCVfl^VI CDnPQI A PA PA 

SGYPESTALPQNGRGPWAVGF 
GQ1PFLCIHNVGRSLGAGPGSG 
KPLPCVFRSTFSSSHQYCRLGR 
KHNFHFTKGKLRCGCGPGDGR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10528 


40896 


A 


10589 


375 


678 


RCCCCTTRPARKCRTTMGIRHS 
TWPAPTATRTTHSGSRSPGSTA 
ASPRGLCPRPALTDCPCGHLSG 
LPVASV*AGSCPHVPGDQTTRK 
SGTVFPTQCTRP 


10529 


40897 


B 


10590 


1 


2452 




10530 


40898 


B 


10591 


1 


1140 




10531 


40899 


A 


10592 


1 


1617 




10532 


40900 


A 


10593 


1 


1448 


RERSCLHLVC1RCSCDVVEMGS 

VLGLCSMASWIPCLCGSAPCLL 

CRCCPSGNNSTVTRLIYALFLL 

VGVCVACVMLIPGMEEQLNKIP 

GFCENEKGVVPCN1LVGYKAV 

YRLCFGLAMFYLLLSLLMIKVK 

SSSDPRAAVHNGFWFFKFAAAI 

AIIIGAFFIPEGTFTTVWFYVGM 

AGAFCFIL1QLVLLIDFAHSWNE 

SWVEKMEEGNSRCWYAALLS 

ATALNYLLSLVAIVLFFVYYTH 

PASCSENKAFISVNMLLCVGAS 

VMSILPK1QESQPRSGLLQSSV1T 

VYTMYLTRS\CMTNEPETNCNP 

SLLSIIGYNTTSTVPKEGQSWQ 

WWHAQGMIGLILFLLCVFYSSIR 

TSNNGQVNKLTLTvSGESTLIGR 

WVGAR\SDGITGRDGGTDVSPE 

AVRINGK/RDGCSLYSYSFFHF 

MLC\LASLY1M\M\TLTSWYRYE 

P\SAWMESQWTAVL/WVK1SSS 

WIG1VLYVWTLVAPLVLTNRDF 


10533 


40901 


A 


10594 


3 


343 


GVLLCRL*QGQNYW/NFLQTK 

V 1 OINlvlivIJKK. 1 1 rJVlriir LnAc»W 

PNTELRYWKENCPESQKGP*PM 
MALS*GCPLPWPAPNVTSSSKG 
WSPGQLWMYRFGRPLRISSETG 
WSLWLT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10534 


40902 


A 


10595 


1 


2500 


MEDAWGIRKETGRVKEEAEKV 

TGWGNNWRNVEKSSMSRKVK 

AARPGFKKLPMTSDIPPKCTIKD 

LLPKEKSSTEAVFHTVVLERHE 

S PDI EDFSFK EPQKN VHDFECQ 

WRDDTGNYKGVLMAQKEGKR 

DQRDRRDIENKLMNNQLGVSF 

HSHLPELQLFQGEGKMYECNQ 

VEKSTNNGSSVSPLQQIPSSVQT 

HRSKKYHELNHFSLLTQRRJCA 

NSCGKPYKCNECGKAFTQNSN 

LTSHRRIHSGEKPYKCSECGKT 

FTVRSNLTIHQVIHTGEK.PYKC 

HECGKVFRHNSYLATHRRIHTG 

EKPYKCNECGKAFRGHSNLTT 

HQLIHTGEKPFKCNECGKLFTQ 

NSHLISHWRIHTGEKPYKCNEC 

GKAFSVRSSLAIHQTIHTGEKPY 

KCNECGKVFRY"NSYLGRHRRV 

HTGEKPYKCNECGKAFSMHSN 

LATHQVIHTGTKPFKCNECSVQ 

VFTQNSQLANHRRIHTGEKPYK 

cnecgkafsvrssltthqaihs 
gekpykc1ecgksftqkshlrs 
hrgihsgekpykcnecgkvfa 
qtsqlarhwrvhtgekpyk.cn 
dcgrafsdrssltfhqaihtge 

KPYKCHECGKVFRHNSYLATH 

r> n it rrr" i: 1/ dvltx i.ytl' a t? c a a 
KKIH 1 UtiS.r I RCINtCLiKAr oM 

HSNLTTHKVIHTGEKPYKCNQC 
GKVFUQNSHLANHQRTHTGEK 
PYRCNECGKAFSVRSSLTTHQA 


10535 


40903 


A 


10596 


330 


432 




10536 


40904 


A 


10597 


1 


147 




10537 


40905 


A 


10598 


1 


380 


RTRGRGQRGKMELVQVLKRGL 

QQITGHGGLRGYLRVFFRTNDA 

KVGTLVGEDKYGNKYYEDNK 

Q/FFWHRWLHSMTDDPPTTKPL 

TARKFIWTNHKFNVTGTPEQY 

VPYSTTRKKIQEWIPPSTPYK 


10538 


40906 


A 


10599 


9 


536 


VLKRGLQQITGHGG/LFRGYLR 

VFFRTNDAKVGTLVGEDKYGN 

K.YYEDNKQFFGDERLQASGLA 

LTLCEQTEEGSCLWSQRSKLGK 

SQSMNFKNSKTRSFQRTVSAGK 

TKYYHPVVAGRQQQARATCD 

HVDPRTQEHGPGAAWPYWPRL 

GLKHALLTFTVALQYRAQPLFR 

LPNLPL 


10539 


40907 


A 


10600 


239 


263 




10540 


40908 


A 


10601 


1 


600 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10541 


40909 


A 


10602 


1 


1178 




10542 


40910 


A 


10603 


1 


1038 


MHLEVNSSPEPLDENLDNTVTS 
ALSGHEQRIQTSLPVLLTTKTEI 
LARFSQLQFPEEQSSFAYPANC 
VKSKGMNTKLPLPvPLKVCREL 
T1DSDRDILYRTLFMGDSGMGK 
VQFEFGEEVHIVIKSTGFGPFSS 
YATLEPFVAVQLWGGGQHYQ 
GQQPPMGMMGQVNQGNHMM 
GQRQIPPYRPPQQGPPQQYSGQ 
EDYYGDQYSHGGQGPPEGMN 
QQYYPDGHNDYGYQQPSDPEQ 
GYDRPYEDSSQHYYEGGNSQY 
GQQHDAYQGPPPQQGYPPQQQ 
QYPGQQGYP\KQQQGYGPSQG 
GPGPQYPNYPQGQGQQYGGY1 
PTQPGPPQPPQQRPYGYDQGQY 


10543 


40911 


A 


10604 


130 


213 


LKVST*AMPLPR*TPSRRCQP*R 
TGTSP 


10544 


40912 


A 


10605 


124 


208 


LKVST*AMPLPR*TPSRRCQP*R 
TGTSP 


10545 


40913 


B 


10606 


140 


589 




10546 


40914 


A 


10607 


1 


302 




10547 


40915 


A 


10608 


2 


98 




10548 


40916 


A 


10609 


2 


190 




10549 


40917 


B 


10610 


1 


856 




10550 


40918 


A 


10611 


123 


1287 


AFSLGK\MSEKKLFGPNGERM P 

FS K VKALC AG LQATV A APKN A 

EEN KAIQDVAKDTAFLGITDEA 

TEGQFMYLTGGRLTYSNWKKD 

EPNDHGSGEDCVILLNNGLWN 

GISCTSSFIAIFQWAHYQYRQAE 

NYPKGELHTLRVKLCGPSWPT 

NA1HFRSRLLMPLGPTVLLMTM 

AVFQLSQAVAMCSWCCGLVLP 

PAGCLQDKASKPRETQAQPGL 

CVRGNFRIPSRQDFAAALARAL 

SGLDLWASLWVPFADFLGSSLS 

VPWFSYLENDEEDLTRLSLRLN 

G E RTFLESPG K.KRI GAGTPPMS 

QEAVMLAVMERDPGQCRGEE 

GPTECRAMWPGWGGRHSLPGH 

PAMLCSFLGSDLEIRGSNGGWE 

PPF1PGLQPELARGIQGSGRGAE 


10551 


40919 


A 


10612 


292 


445 


LSICLQSAVCTPGMD/PAAPCSL 
GILDWGTLPSTAEPGREGPADA 
WVDPGVR 


10552 


40920 


A 


10613 


363 


575 


HLLPTQGALCPAEGWPAPWQG 
YTPTCDCAEDTTQLERAGQLPP 
VF*SCHRGGVSSQ*GSPGVPQL 
LHQPE 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10553 


40921 


A 


10614 




638 


SSKLSGLTTNVVD1ILAHHFGQE 

ELQANLDL1QTYRMHIAQDINQ 

DNLQLFLNSYNGRRDLEIERPIL 

GQNDNKSKTLKG\STLLVVGDN 

SPAVEAVVECNSRLNPINTTL\L 

KMADCGGLPPG*FSPGKLTEAF 

KYFLQGMGYIPLVLCYSTASGS 

MTSVARSR\THSTSSSLGSGESP 

FSRSVTSNQSDGT\QES\CESPDV 

LDRQQTMEVSC 


10554 


40922 


A 


10615 


3 


1152 


KSCFNA FFNFEDMQEITQH\F A V 
CHVDAPGQQEGAP/SPFPTGYQ 
YPTMDELAEMLPPVLTHLSLKS 
IIGIGVGAGAYILNSRFALNHPEL 
VERPLCSLMVDPC/ALKGWIDW 
AASKLSG\LTTNVV\EI1LAHHFG 
QEELQANLD\LIQTYRMH I AQDI 
NQDNLQLFLNSYNGRRDLEIER 
P1LGQNDNKSKTLKCSTLLVVG 
DNSPAVEAVMADCGGLPQVVQ 
PGKLTEAFKYFLQGMGYIPVCA 
AQSPEHRVSTASASMTRLARSRT 
HSTSSSLGSGESPFSRSVTSNQS 
DGTQESCESPDVLDRHQTMEIS 
LDDVLLSALLRNNGKSAQQKKI 
SAKPKLEFLCPRPGTCDHGSRE 
KQGHSRGPGQFPGRWPGRAVA 
ETRGAIDHRL 


10555 


40923 


A 


10616 


169 


270 


GICPFLQLSFYHLLD*DTRYLQI 
LRLQLKPHSFH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10556 


40924 


A 


10617 


1 


1551 


MRKDSCASSMHQQVSRSKKRA 

GQKTPPEDQEGGQRALRSSHIR 

LGQFLLIEDCKTPSPSSLGADAI 

AKQRKTSVSAAASVSATIPIRR 

VQGPTVVGSWARGVSAAASGP 

RGTGPKGKARSEKGCSLSHGPQ 

TNKPLVVQKGQKMEQANHPV 

GLV IS V V YKD1 LKK1 VQRETSHP 

LIHVRYAEAITGRRTAPEDKGS 

LGRDMLAKAG A 1 1 YMNMGNKL 

P1WCHLLEEGIYLEVWALEGQF 

GRAKNACPVQIRLKDPTTFPYQ 

RQYPLRPEAHKGLQDIVKHVK 

AQGLVKKCSSPCNTPILGVQKP 

NGQWSLVQDLRLISEAVIPLYP 

V VPNPYTLLSQI PEEAE WFPVL 

DLKDAFFCIPLHYDSHDSQFLF 

AFEDPTDHTSQLIWTVLPQGFR 

DSPHLFGQALAQDLGHFSSPGT 

LVLQYVDDLLLATSSEASCQQA 

TLDLLNFLANQGYKASRSKAQ 

LCLQQVKYLGLILARGTRTLGK 

ERIQPILAYPHPKTLKQLWGFL 

QIT/GFCQLW1PR*SK1 


10557 


40925 


A 


10618 


1 


1022 


MKPSVWAL1QLNLSPYEKGILG 
LTKRHQGRLCTDGRQGIQPLPP 
SQAHTGIPLLHPYSIQVDCAIDR 
GKLCFCCCIGECN Y SDQQGPGT 
VAGSWARG1SAAVSVSAT1LISR 
VQGPLHVLGQEVFLLLRRQTNL 
AGSERTENGAGQSPGGACYQC 
GLQGHFTKDCPMRNKLPPRPCP 
LYQGNHWKDGEPIEHDCQQIIV 
QTSAAREDLLEVPLANPDLNLY 
TDGSSFVENGEVAKAVIAQFPT 
TVGVSCLDGRLRVLEVLARAIR 
/LGEGNKGYSIRKRGSQIVPVCR 

QQSLRIQNQCAKITSILIHQ*QT 


10558 


40926 


A 


10619 


1 


2091 




10559 


40927 


B 


10620 


1 


2269 




10560 


40928 


A 


10621 


1 


1776 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10561 


40929 


A 


10622 


112 


1465 


LLKGARCLIQRPSFA/LQQETHR 

AHTLLLEWEPQAETAFTTLKQA 

LLQAAA LTLPTRQNFSLY VTDR 

AEIALGVLIQTCGTTPQPVAYLT 

IEK.GKERGEQQHKQLAEAAER 

KERK.RQEVREREKEKETERQSK 

KEREEETK.MESERKRETEKEVS 

TLAALEEPFSPPQPSLGLAEAGA 

GSLFSWGGVEGEVRGGGRAAH 

SAHRLVQVPGGQVRVQVFENP 

LLKAIKSDLPRSSLWSGRKTSV 

SAAALKE1RKEISKGTQ1PLGYR 

LCPLQAVGGGEFGPTKIHVPFS 

LSDLKQIKADLGKFSDDPDRYi 

DVLQGLGKTFDLTWRDVMLLL 

DQTLAFNEKNAALAAASEFGGI 

WYLSQVNDRMTAEERDQFPTG 

QQAIPSMDPHWDLDSDHGDWS 

HK.HLLTCVLEGLRGIRKKPMN 

Y SMMST1 1QGKEEN PSAFLQQL 

WKSLRKYTPPSSKSL 


10562 


40930 


C 


10623 


52 


690 




10563 


40931 


C 


10624 


199 


285 




10564 


40932 


A 


10625 


59 


411 


SWPSDKQTLVVQRGQKMEQA 
NHPDPTDHMSQLMWT/VLPQG 
FRDSPHLFGQALAQDLGHFSSP 
GTLVLQYVDDLLLATSSEASCQ 
QATLALLNFLANQGYK/LSRSK 
AQLCLQQVKYLCL 


10565 


40933 


A 


10626 


280 


571 


D1YVPIRIPKLPQAYAD/PAVPP 
CTSGRIWL*IHAGAWSSFWLVS 
Y*LLPQFQILLLVYSEIQILPGLV 
LGECMCQGICPFLLDFLVYLRR 
GVCSIL 


10566 


40934 


A 


10627 


60 


148 


WGRGEPLCLAQGLTHQSAPC 
QNRPLGSL 


10567 


40935 


B 


10628 


1 


397 




10568 


40936 


A 


10629 


55 


219 


LGNKHLLGSIDPRGSWVTGEYI 
FLRPPIAA*GRQ*DFLPFPELWW 
TSLNNSWAFS 


10569 


40937 


A 


10630 


3 


494 




10570 


40938 


A 


10631 


2 


689 




10571 


40939 


A 


10632 


157 


277 


DV*SNNSMTSLQVRCRTSMYLS 
GSSENFPRSTW1CDAVAETPLA 
QEPATVPGP 


10572 


40940 


A 


10633 


230 


543 


PSDRQTLVVQRGQKIEQANHL 
VGLVTSVVWKDTLKKIVHGMA 
FSML1 SC/PRQLSSRSITIQG 1 LGR 
AVTRYFSHLLSCNWETLLQIDQ 
GHQATDGLTNGTPNELN 


10573 


40941 


B 


10634 


1 


669 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10574 


40942 


A 


10635 


1 19 


409 


GDICHHLGLTPVGSHSLLSCSR* 
QVA*VGAVTAATIGTG1LLQQL 
AFLVCNWLLLSGSSENFPRSALI 
CFKSEREKGTCIQVGPNSPPPTA 
CKGHN 


10575 


40943 


A 


10636 


3 


482 


LSSYSGGDLEKLYV*LRDCKYT 
NQHSVSSSRFVNIPISTLCLTQG 
L * MHPMDTL YL ATLGGDL ENL 
CVHTLYLANLVGMWRTFVSSS 
GIVNAP1STLSKQTT*LSVKWTN 
QQDVGGARQENKSRLPEPAVT 
TPLGSPPTPWKLCSFALCNKSC 
YCPKKKK 


10576 


40944 


A 


10637 


1 


2331 




10577 


40945 


A 


10638 


879 


1353 


SNNRTEGARGKRQLMSSP/STE 

PRVRLTIEGQETDFLLDTGAAFS 

VLTSCLGRLSSRSVTIR*1LGQPV 

TRYFS/QPLSCNWETLLFSHAFL 

IMPESSTPLLGRDILAKAGAIIY1 

NMGNKLPICCPXLLVEGINPEV 

W ALEG QFG RA KN ARPLQ1RLK 


10578 


40946 


A 


10639 


345 


1996 




10579 


40947 


B 


10640 


97 


1110 




10580 


40948 


A 


10641 


728 


5171 




10581 


40949 


C 


10642 


1 


2049 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10582 


40950 


A 


10643 


1 


2019 


MNAHPEFRMAMKDGELVIWD 

SVHPCYTVFHEQTETFSSLWSE 

YHDDFRQFLH I YSQDV AC YGE 

NLAYFPKGF1ENMFFVSANPWV 

SFTSFDLNVANMDNFFAPVFTM 

GKY YTQGDKVLMPLAIQ VH HA 

VCDGFHVGRMLNELQQYCDE 

WQG G AQ YPL RPE AHKG IQDI V 

KYLKAQGLGRKCSSPCNTPILG 

VQKLNGQWRLVQDLRLIN/EGF 

F*SSKLQAMQAMFAENSMSSV 

YSPTQEAEYWLPHGILQPADCF 

FEAASTSRSMWPRE/DWLSTT7S 

LTTWNMDFADFGTTIKQDFRLL 

GQTSVDRLLQLSQGQAVKGNQ 

LLPVSLVKRKTTLAPNTQTASP 

RALADSLMQLARQVSRLESGH 

LDHGSHSYRRSDNSLDPRSHSC 

CRSDIGLGPRSHLYCRSDYQRE 

TT1PSMPVK.GNQAPCMKSNNA 

LIVILGTVTLDAVGIGLVMPVLP 

GLLRDIVHSDSIASHYGVLLAL 

YALMQFLCAPVLGALSDRFGR 

RPVLLASLLGAT1DYEIMATTPS 

WEDEEPIEHDSQQI1VQTYATR 

DDLLEVPLANPDLNLYADGSSF 

VENGIRRAGYAIVSDVTVLENS 

LAAVTLQNRQGLDLLTAEKGG 

LCTFSGKECCFYTNQSG1SSPLE 

DTTTAGPFLHPIQQEVARAIIGQ 

FPTAFGVSCLEGRLRGEASWTS 


10583 


40951 


A 


10644 


803 


1171 




10584 


40952 


A 


10645 


1 


2148 




10585 


40953 


A 


10646 


1094 


3886 


SNDRTEDDCGKHPFMSSPPYTEP 
WVCLIIEGQEIDFLLDTGTTFSV 
LIPCLGRLSSRSVTIQGILGQPVT 
RYFSHLLSCNWETLLFSHAFLV 
MPESPTPLLGRD1LAKAGAIISM 
KTGNKLPICCPLLEGINPEVWA 
LEGQFGRAKNAHPLQIRLKDPI 
SFPYQRQYPLRPEAHKGLQDIV 
K.HLKAQDSVRKCSSPCNTPILG 
VQKLNSQWRLVQDLRLINEAVI 
PLYPVVRNPYTLLSQVPEEAEW 
FTVLDLKD 


10586 


40954 


A 


10647 


762 


1298 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
iii USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10587 


40955 


A 


10648 


893 


2165 


GPRGTGPKGKARSEKGRSLSHG 

PQTNKPLVVQKGQKMEQANHP 

VGLVISVVYKDILKKIVQRETS 

HPL1HVRYAEAITGRRTAPEDK 

GSLGRDMLAKAGAIIYMNMGN 

KLPIWCHLLEEGIYLEVWALEG 

QFGRAKNACPVQIRLKDPTTFP 

YQRQYPLRPEAHKGLQDIVKH 

V K AQGL VKKCSS PCNTPILG VQ 

KPNGQWSLVQDLRL1SEAVIPL 

YPVVPNPYTLLSQIPEEAEWFP 

VLDLKDAFFC1PLHYDSHDSQF 

LFAFEDPTDHTSQL1WTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLVLQYVDDLLLATSSEASCQ 

QATLDLLNFLANQGYKASRSK 

AQLCLQQVKYLGL1LARGTRTL 

GKERIQPILAYPHPKTLKQLWG 

FLEITGFC*LWIPGYSK1ARPLYT 


10588 


40956 


A 


10649 


2 


403 




10589 


40957 


B 


10650 


51 


1038 




10590 


40958 


A 


10651 


581 


1128 


SPCRAQRHSCMWGLWQQSPCS 
PGSWQDSSPAQSGPPPR*PFSVP 
SSPWCLPSTWPLSPSPLPASWR 
RKTSAPSLLSLATAGPP*AGVC 
E/AKTPKKKYSDDDEEEESEEN 
SRDSESDFSDDFSDDFVETRRR 
RSRRNQKRQ1NYK.EDSESDGSQ 
KSLRRGKEIRRVHKRRLSSSESE 
GYFFIKS 


10591 


40959 


B 


10652 




4296 




10592 


40960 


A 


10653 


2 


447 


KEKKRNKKKKT1GSPKRJQSPL 
NNKLLN SPA KTLPG/AC/G SPQK 
LIDGFLKHEGPPAEKPLEELSAS 
TSGVPGLSSLQSDPAGCVRPPW 
VIS. 1 1 L'ljJccJSJJL.n.iS.LLJij V Its. I 
MKRLMQQSVESVWNMAFDFIL 
DNVQVVLQQTYGSTLKVT 


10593 


40961 


C 


10654 


286 


336 




10594 


40962 


A 


10655 


421 


638 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10595 


40963 


A 


10657 




888 


MMNEKNLEKGLGVDSVDKDA 
MNAAIQQAIKAQPSMSPKKAPP 
APAKEARNVVAVGTGGRGTHD 
RDPSEKPPRLQWFEQQAKKLA 
KQQEEDSEEEEEDLDGDVLEIG 
KSKIKVLAESVSDWEDIDSDEE 
LECEDTEAMDDVVEQDAEEEE 
AEEGPPLGAIPITDCLFCSHHSSS 
LMKNVA H MTKDHSFFIPDIEYL 
SDIKGLIKYLGTHSSSSNVCKGL 
WDLEKRPSIDLK/CRT*YSTKRH 
/CTRTLSASSHFILCQWPSVLS/P 
VH ASTDQEIQEMHDDQSN PQN 
AVVREHCVGWGWGV 


10596 


40964 


A 


10658 


1 


1545 


MATYTCITCRVAFRDADMQRA 

HYKTDWH RYN LRRKV ASMAP 

VTAEGFQERVRAYHGPSRRRRA 

RARP/L YCTVC SK.KF A SFNA YE 

NHLKSRRHVELEK.KAVQAVNR 

KVEMMNEKNLEKGLGVDSVD 

K.DAMNAAIQQAIKAQPSMSPK 

KAPPAPAKEARNVVAVGTGGR 

GTHDRDPSEKPPRLQWFEQQA 

KKLAKQQEEDSEEEEEDLDGD 

VLEIGKSKIKVLAESVSDWEDI 

DSDEELECEDTEAMDDVVEQD 

AEEEEAEEGPPLGA1P1TDCLFC 

SHHSSSLMKNVAHMTKDHSFFI 

PDIEYLSDIKGL1 K.YLGEK VGVG 

KICLWCNEKGKSFYSTEAVQA 

HMN DKSHCKLFTDG DAALEFA 

DFYDFSWRLAVGGHDWVERLT 

ASHYFYGYYPGARVGHRSLMR 

YYKQRFGLSRAVAVAKNRKAV 

GRVLQQYRALGWTGSTGAAL 

A>ii?t7Drn\4rw\/r\[?ivyik'ci^w\/iT v 
JVlrvtfKL'iVl^ I vts^KiVIJs.oK.VViVlLK. 

TGMKNNATKQMHFRVQGSQK 
EIQIFHSSEIDGIATAVEDDFASP 
TPTKDAKN 


10597 


40965 


A 


10659 


3 


943 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10598 


40966 


A 


10660 


1 


2427 


M ATYTCITCRV AFRDA DMQRA 

HYKTDWHRYNLRRKVASMAP 

VTAEGFQERVRA\HGPSRRRRA 

RARP/LYCTVCSKKFASFNAYE 

NHLKSRRHVELEKKAVQAVNR 

KVEMMNEKNLEK.GLGVDSVD 

KDAMNAAIQQAIKAQPSMSPK 

KAPPAPAKEARNVVAVGTGGR 

GTHDRDPSEKPPRLQWFEQQA 

KKL A KQQEEDSEEE EEDLDG D 

D WEDIDSDEELECEDTEAM DD 

V VEQDAEEEEAEEG PPLG Al PIT 

DCLFCSHHSSSLMKNVAHMTK 

DHSFF1PDIEYLSDIKGLIKYLGE 

KVGVGKICLWCNEKGKSFYST 

EAVQAHMNDKSHCKLFTDGD 

AALEFADFYDFSWRLAVGGHD 

WVEVEGRIRGCGSREDNECLL 

VCNFSVIGVAIQITRKGRTPIRA 

EELPSEKNLEYDDETMELILPSG 

ARVGHRSLMRYYKQRFGLSRA 

VAVAKNRKAVGRVLQQYRAL 

GWTGSTGAALMRERDMQYVQ 

RMKSKWMLKTGMKNNATKQ 

MHFRVQMDCRGIAVLVFKAPS 

FYL1MAPKHKSGDAGDSNMPK 

GSRKVLPLSEKVKVLKEKKLY 

AEVAKIHGVKLQTFGVSVTAH 

KGSVDPKSEQQQDLLQRVKEQ 

SFHSVEADPAAEGAGSGLSQLR 

KGLPQCSSRLNGSSSATKVGAQ 

AEEAPRASEGCEGCQHAVTSQ 


10599 


40967 


A 


10661 




658 


GTKGWAFP1TDCLFCSHHSSSL 
MKNVAHMTKDHSFF1PDIEYLS 
DIKGLIKYLGEKVGVGKICLWC 
NEKGKSFYSTEAVQAHMNDKS 
HCKLLAQDGDAALEFADFYDFR 
SSYPDHK.EGEDPNKAEELPSEK 
NLEYDDETMELILPSGARVGH\ 
RSLMRYYKQAIWLVKNLWQLP 
KIRKAVGRVLQQYRSPGIGLGS 
TGAALMRERDMQYVQRMKSK 
MGC 


10600 


40968 


A 


10662 


1 


221 


MNPLANSTLTDVHPHF1FKQMA 

ELDRDMDEAGNHHSQQTNTRT 

ENQTPHVLTHKWELNNENTRT 

QGREHHTSEEFIAIQPEYYQKE 

KSNSDINLEGTSYWTENHCSGI 

YKVINCLESE1HSEEN*CQN* IFL 

SDNIQVELR*IPLMCDVPCPVSV 

CSHCSTPTYE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10601 


40969 


A 


10663 


1 


1815 


MHEAGNHHCQQSNTRKENQTP 

DVLTHKWEGFDQLRLEGLLCD 

VTLMPGDTDDAFPVHRVMMA 

SASDYFKAMFTGGMKEQDLM 

CIKLHGVSKVGLRKIIDFIYTAK 

LSLNMDNLQDTLEAASFLQILP 

VLDFCKVFLISGVTLDNCVEVG 

RIANTYNLTEVDKYVNSFVLKN 

FPALLSTGEFLKLPFERLAFVLS 

SNSLKHCTELELFKATCRWLRL 

EEPRMDF A A KLMK.NIRFPLM TP 

QELINYVQTVDFMRTDNTCVN 

LLLEASNYQMMPYMQPVMQS 

DRTA I RSDTTHL VTLGG VLRQQ 

LVVSKELRMYDEKAHEWKSLA 

PMDAPRYQHGIAVIGNFLYVV 

GGQSNYDTKGKTAVDTVFRFD 

PRYNKWMQVASLNEKRTFFHL 

SALKGYLYAVGGRNAAGELPT 

VECYNPRTNEWTYVAKMSEPH 

YGHAGTVYGGVMYISGGITHD 

TFQKELMCFDPDTDKWIQKAP 

MTTVRGLHCMCTVGERLYVIG 

GNHFRGTSDYDDVLSCEYYSPI\ 

LDQWTPIAAMLRRQSDVGVAV 

FENKIYVVGGYSWNNRCMVEI 

VQKYDPDKDEWHKVFDLPESL 

GG1RACTLTVFPPEETTPSPSRES 


10602 


40970 


A 


10664 


1 


1226 


MNEIEFRLERTPVDESDDEIQH 

DEIPTG KCI A PI FDKRLKHFR VT 

EGSPVTFTCKIVGIPVPKVYWF 

KDGKQISKRNEHCKMRREGDG 

TCSLH1 ESTTSDDDGN YTIM A A 

NPQGRISCSGHLMVQSLPIRSRL 

TSAGQSHRGRSRVQERDKEPLQ 

ERFFRPHFLQAPGDMVAHEGR 

LCRLDCKVSGLPPP\DMTWLLN 

GQPVLPDASHKMLVRETGVHS 

LLIDPLTQRDAGTYKCIATNKT 

GQNSFSLELSVVAKEVKKAPVI 

LEKLQNCGVPEGHPVRLECRV1 

GMPPPVFY WKKDN ETI PCTRER 

ISMHQDTTGYACLLIQPAKKSD 

AGWYTLSAKNEAGIVSCTARL 

DIYAQWFTHQ1PPPMSVRPSGSR 

YGSLTSKGLDIFSAFSSMESTM 

VYSCSSRSVVESDEL 


10603 


40971 


C 


10665 


166 


229 




10604 


40972 


B 


10666 


251 


371 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol first 
codon lor peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10605 


40973 


A 


10667 


79 


1391 


PWEGSAPATSPLGEDSAWGSA 
DGSESWSCRELLQPGDVLGESC 
GLTPPALPAHCIQEGCLPPLTQE 
LRCCQPPRMGRWALDVAFLW 
KAELTLGLELLYY\CFFIGINFY 
NKWLTKSF/HIFPLFMTMLHLA 
V1FLFSALSRALVQCSSHRARV 
VLSWADYLRRVAPTAALREVA 
SLFRKPSAEEMLCPPARQRGEA 
RELSQNPIIRAGEGRLQGHRQV 
ATVICAPAPFSVMGLSPELQQCI 
VGNFASRYTMTK.SSAVLFILIFS 
LIFK.LEELRAALVLVVLL1AGGL 
FMFTYKSTQFNVEGFA\WCWG 
PRSSVAFAGPSPRCSCRRLNSAS 
RIPSTPCSTCSHSCS/WGLFPLFA 
VFEG\TGLLLRVLGSLFLGGILA 
FGLGFSEFLL/VSSRTSSLTLSIA 
G1FKEVCTLLLAAHLLGDQISLL 
NWLGFA\SASREYPSTLPS 


10606 


40974 


A 


10668 


] 


1129 


MGRWALDVAFLWKAVLTLGL 

VLLYYCFS1GITFYNKWLTKSF 

HFPLFMTMLHLAVIFLFSALSR 

A LVQCSSHRARVVLSWADYLR 

RVAPTALATALDVGLSNWSFL 

YVTVSLYTMTKSSAVLFILIFSLI 

FKLEELRAALVLVVLLIAGGLF 

MFTYKSTQFNVEGFAVWCWGP 

RSSVAFAGPSPRCSCRRLNSASR 

1PSTPCSTCSHSCSWGLFPLFAV 

FEGLHLSTSEKIFRFQ\DTGLLR 

RVLG\SLFLGG I L A FG LGFSEFLL 

VSRTSSLTLSIAGIFKEVCTLLL 

AAHLLGDQISLLNW\LGFA\SAS 

REYPSTLPSKPCIPEVTQSPFQK 

PLVSVLLPVTLSDSDAGSVPGG 

SAAVTPLGRCGGHLQSGWVGP 


10607 


40975 


A 


10669 


566 


1026 


PVM PKLI YVIRTGKQLKISLGH 

VDFQTVPSFLQQLNV/WQT1KA 

SEHPDRNDCVAVLRQKRSLGS 

VENTSGKRKCWGGQSGFTTSE 

LEETEEDSDLSDYGDDVDGRK. 

DALAEPCFMLIGEIFELRGKPQY 

QLEIWQVPTGTPDHLEEEANEK 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 


10608 


40976 


A 


10670 


1717 


2340 


GIDVQGKKNSFSLSSFLERLPRD 
FFSHQEEETEEDSDLSDYGDDV 
DGRKDALAEPCFMLIGEIFELR 
GMFKWVRRTLIALVQVTFGRTI 
NKQIRDTVSWIFSEQMLVYYINI 
FRDAFVVPNGK.LAPPTTIRSKEQ 
SQETKQRAQQKLLENIPDMLQS 
LVGQQNARHGI 1/NKYSNALQE 
TRANKHLLYALMELLLIELCPE 
LRVHLDQL 


10609 


40977 


A 


10671 


181 


399 


NRYIVPISQIMKRKRRKVSIVLN 
VTGY*/RGM/RKPGLLNLASGFL 
LSTSPTSENSNRCRGLWQIDPW 
EEGETYV 


10610 


40978 


A 


10672 


66 


535 


CWWQDPLQRTRQKSVTATSTK 
1DMSNVKIPKHPADAYFKKQQL 
WKPRNRKLAGKLSTPAARDAP 
RARPPHEAPPPPPPPELRYRVPP 
RPAPSSWRHPSGKGRRGPPGIG 
GR1VGERQLRTEYGNDRPGREG 
DPAPGCCGGARTLSLYGEIKLR 
VK.F 


10611 


40979 


A 


10673 


67 


585 


SAAKSEMAGEKVEKPDTKEKK 
PEAK.KVDAGGK.VKK.GNLKAK 
KPK.K.GKPHCSRNPVLVRGIGRY 
SRSAMYSRKAMYKARK.YSAAK 
SKVEKKKKEKVLATVTKPVGG 
DKVGGTRG\VKLRK\MPR1\YPT 
EDVPRKLLSHGKKPFSQHVRKL 
RASITPGT1LIILTGRHRGKRVVF 


10612 


40980 


A 


10674 


2 


282 


CIALYCHLLN1CSKVKAEMQNL 
GREFIVPGMDSATSLIWATK/DL 
MNAVIEAPEKK.PLLKREKQDES 
QSEIKWASQKKHLNPVQALSEF 
KAMDSI 


10613 


40981 


A 


10675 


2 


2798 




10614 


40982 


A 


10676 


14 


2858 


PDWRETK.QRPSASGLWNLALA 
QLAAEMTAVHAGN1NFKWDPK 
SLEIRTLAVERLLEPLVTQVTTL 
VNTNSKGPSNKKRGRSKKAHV 
LAASVEQATENFLEKGDKIAKE 
SQF\L*E*LLAAVEYVRKQGDL 
MKTAAGEFADDPCSSVEQGNM 
VQAA*TLLSAVTCLLILA\DMG 
NVYTLL1QLKVVEDDILKLRNA 
GNEQDLGI*YKALKPEVNKVNI 
MAVKRQQELKDVGHRDQMAA 
ARG1LQKNVL1FYTASRA 


10615 


40983 


A 


10677 


1 


4545 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10616 


40984 


A 


10678 


1 


1921 


MAGLGMGEEG1PGGERWEHKR 

RAHIVSNHRITRTGTHPYTHSPY 

PHKDNVHTARREHKTQDLGTI 

RSVGHSSEHTQHTTPDTVPPLV 

V1VCRVCYRPPHGETRAEYTRH 

RGQNRRTKFWVGIKEEKNLAQ 

QERTEEQLAN1ARGGYVLKDC 

AGQPELIFIATGSEVELAVAAYE 

KLTAEGVKARVVSMPSTDAFD 

KQDAAYRESVLPKAVTARVAV 

EAG1ADYWYKYVGLNGAIVGM 

TTFGESAPAELLFEEFGFTVDNP 

LASRAVRLRLPFNNDQVEAAV 

GWKLAVERHNGPTALILSRQN 

LAQVERTPDQVKEIARGGYVL 

KDSGGKPDIILIATGSEMEITLQ 

AAEK.LAGEGRNVRVVSLPSTDI 

FDAQDEEYRESVLPSNVAARV 

AVEAGIADYWYKYVGLKGA1V 

GMTGYGESAPADKLFPFFGFTA 

EMVAKAHKVLGVKAGSHIPRK 

KYDVPGKKSFSPVKYSTIGSPSP 

ERPVSITTI PNSFV 1ITANRVLHC 

NADTPEEMHHW1TLLQRSKGD 

TRVEGQEF1VVEK.LIRGLAMED 

SRNMFAL/S*1QRPRRQSH*KSN 

RRS*CLSQV*KRASW*AFTN1* 

WPDRHGLRKYSFAVSPGN1HHL 

RIICRML*VVRLLLRLLNAVYE 


10617 


40985 


A 


10679 


1 


2940 




10618 


40986 


A 


10680 


2 


404 




10619 


40987 


A 


10681 


2 


546 


WCPHRWRPHTLTPTAAPAVTK 
SPEATHLYGQVSWNSQNLHLE 
GQLQSASLQGSFMLK**GDPLD 
F/VMSPPRPLFERLKARISQSTK 
TFTPCERLEKRRTSFLEGTLRRS 
FRTGSVVRQKVEEEQMLDMWI 
KEEVSSARASIIDKWRKFQGMN 
QEQ AMAKYM A LI ICE WPG YGST 
LFDVEGTDT 


10620 


40988 


A 


10682 


1 


555 




10621 


40989 


A 


10683 


1 


627 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10622 


40990 


A 


10684 


1 


7232 


MPEPPTHSMGSCAAGASLTSTA 

PCSTAPSPIDHLRAKECERTAQ 

DWQAAPPAALVRDPLAALVRT 

WRTFMSSSR1VNTP1GTLCLAQ 

GFQWFSVLSQVHASTDQE1QE 

MH DEQ ANPQN A VGTLD VG L I D 

SVCASDSPDRPNSFVIITANRVL 

HCNADTPEEMHHWITLLQRSK 

GDTRVEGQEFIVRGWLHKEVK 

NSPKMSSLKLK.KRWFVLTHIPG 

LLQEFREDALN WG PDEKIFKET 

ELVNDMDKINGRIERAE 


10623 


40991 


A 


10685 


1 


2146 


IDSVCASDSPDRPNSFVIITANR 

VLHCNADTPEEMHHWITLLQR 

SKGDTRVEGQEFIVRGWLHKE 

VKNSPKMSSLKLKKRWFVLTH 

NSLDYYKSSEK.NALKLGTLVL 

NSLCSVVPPDEK1FKETGYWNV 

TVYGRKHCYRLYTK.LLNEATR 

WSSAIQNVTDTKAPIDTPTQQLI 

QD1KENCLNSDVVEQIYKRNPIL 

RYTHHPLHSPLLPLPYGDMNLN 

LLKDKGYTTLQDEAIKIFNSLQ 

QLESMSDP1PUQG1LQTGHDLRP 

LRDELYCQL1KQTNKVPHPGSV 

GNLYSWQ1LTCLSCTFLPSRGIL 

KYLKFHLKR1REQFPGTEMEKY 

ALFTYESLKKTKCREFVLSRDEI 

E A L 1 HRQDMTSTV YCHG GG SC 

KITINSHTRAGEVVEKLIRGLA 

MEDSRNMFALFEYNGHVDKAI 

ESRTVVADVLAKFEKLAATSEV 

GDLPWKFYFKLYCFLDTDNVP 

KDSVEFAFMFEQAHEAVIHGH 

H PAPEENLQV L A AH ATSSIMQG 

DYTALHA\AIPP\LEEVYSLQRLK 

ARISQSTKTFTPCERLEKRRTSF 

LEGTLRRSF\RTGSVVRQKVEEE 

QMLDMWIICEEVSSARASI1DK 

WRKFQGMNQEQAMAKYMALI 

KEWPGYGSTLFDVEVRTGCHV 

LGWAGCWHLRTWITAKFMWR 

EDKMEHFALSTSFFRAPK1VPLT 

PPFSSQFLFSCVVNASVILGMN 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10624 


40992 


A 


10686 


28 


561 


MDIVQDATFVYATLQTAHYHR 
DAGLPVYLYEFEHHARGIIVKP 
RTDGADHGDEMYFLFGGPFAT 
GAKVPPDTPTGCPVSHLWMQT 
HPS1GWPQGAHQFLICYALPNE 
SLLLRKQQKQQE*GGRNPNDG 
N L PC WPRYNKDEK YLQLDFTT 
R VGM KLKEKKM AF WM SL YQS 
QRPEKQRQF 


10625 


40993 


A 


10687 


148 


444 




10626 


40994 


A 


10688 




1531 


PLPGARRCLHEFWGQLASMYV 
STRERYKWLRFNEDCLYLNVY 
APARAPGDPQLPVMVWFPGGA 
FIVGAASSYEGSDLAAREKEGL 
VFLQHRLG1FSFLSTDDSHARG 
NWGLLDQM\AALRWVQENIAA 
FRGRPREILTLFGQSAGAMSISG 
LMMSPLASGLFHRAISQSGTAL 
FRLFITRNPLKVAKKVAHLAGC 
N HN STQIL VNCLR A L 1 R\AKVM 
RVSNKMRFLQLNFQRDPEEI1W 
SMSPVVDGVVIPDDPLVLLTQG 
KVSSVPYLLGVNNLEFNWLLP 
YIMKFPLNRQAMRKETITKML 
WSTRTLLAKNSWGAEHGSKSL 
VGPPLAQLAPRPQNITKEQVPL 
VVEEYLDNVNEHDWKMLRNR 
MMD1VQDATFVYATLQTAHYH 
RDAGLPVYLYEFEHHARGI1VK 

rK 1 IJuAUHuUblVIY rLruurrA 

TGLSMGKEKALSLQMMKYWA 
NFARTGNPNDGNLPCWPRYNK 
DEKYLQLDFTTRVGMKLKEK1C 
MAFWMSLYQSQRPEKQRQF 
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SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10627 


40995 


A 


10689 


138 


1898 


ICKYIMNDQWARQNCLHSPTY 

GPSENVLSSAESKPEIQLSPSCPL 

IFSSQQALSQHVWLSHLSQLFSS 

L W AGVNPLH LG KH YPEDQKQQ 

QDPFCFSGKAEWIQEGEDSRLL 

FGRVSKNGTSKALSSPPEEQQP 

AQSKEDNTVVDIGSSPERRADL 

EETDKVLHGLEVSGFGEIKYEE 

FGPGF1KESNLLSLQKTQTGETP 

YMYTEWGDSFGSMSVLIKNPR 

THSGGKPYVCRECGRGFTWKS 

NLITHQRTHSGEKPYVCKDCGR 

GFTWKSNLFTHQRTHSGLKPY 

VCKECGQSFSLKSNLITHQRAH 

TG EKPYVCRECGRGFRQHSHL 

VRHKRTHSGEKPYICRECEQGF 

SQKSHL1RHLRTHTGEKPYVCT 

ECGRHFSWKSNLKTHQRTHSG 

VKPYVCLECGQCFSLKSNLNK 

HQ\RSHTGEKPFVCTECGRGFT 

RKSTLITHQRTHSGEKPFVCAE 

CGRGFNDKSTLISHQRTHSGEK 

PFMCRECGRRFRQKPNLFRHKR 

AHSGAFVCRECGQGFCAKLTLI 

KHQRAHAGGKPHVCRECGQGF 

SRQSHLIRHQRTHSGEKPYICRK 

CGRGFSRKSNL1RHQRTHSG 


10628 


40996 


C 


10690 


160 


294 




10629 


40997 


A 


10691 


3 


82 


SWACA1HPTGYLIEQAGG*WVT 
ARRD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10630 


40998 


A 


10692 




1399 


MLRRYRPDITSCHGSTAESKGG 
VVLDVSGRARPLRRTRNSPSPT 
SLTSSKMSGLDGGNKLPLAQTG 
GLAAPDHASGDPDRDQCQGLR 
EETEATQVMANTGGGSLETVA 
EGGASQDPVDCGPALRVPVAG 
SRGGAATKAGQEDAPPSTKGL 
EAASAAEAADSSQKNGCQLGE 
PRGPAGQKALEACGAGGLGSQ 
MIPGKK.AKEVTTKKRAISAAVE 
KEGEAGAAMEEKKVVQKEKK 
VAGGVKEETRPRAPKINNCMD 
SLEAIDQELSNVNAQADRAFLQ 
LER\KFGRMRRLHMQRISFIIQNI 
PGFWVTAFRNHPQLSPM1SGQD 
EDMLRYM1NLEVEELKHPRAG 
CKFKFI FQGNPYFRNEGLVKE Y 
ERRSSGRVVPFSTPI\RWH\RGQ\ 
DPQAHIHRNREGNT1PSFFNWFS 
DHSLLEFDRIAEIIKGELWPNPL 
QYYLMGEGPRRGIRGPPRQPVE 
SARSFRFQSG 


10631 


40999 


A 


10693 


3 


441 




10632 


41000 


A 


10694 


190 


2716 




10633 


41001 


A 


10695 




793 


MARQKKMGQSVLRAVFFLVLG 
LLGHSHGGFPNTISIGKRKRASR 
RSRLSLTRDHCPGKAFPAVFRA 
ERSTGGEQEAGMLQGGEESRLF 
GSLLWTLPWRACSSWKLSQGD 
ADCLAAPGR1TRARGAQSVVSG 
CRETGWXGLFMRNTVQEHSAFR 
FAVQLYNTNQNTTEKPFHLNY 
HETSPIPLKSPPVSFCCALVVHS 
TLH RPSLCS VSSL AH RSHIPSPH 
CHCKNCCCTPLQPTNVLVDYA 
LFARSREKANVTLKLPLTEVIPF 


10634 


41002 


A 


10696 


2 


2744 




10635 


41003 


A 


10697 


2 


2740 




10636 


41004 


B 


10698 


47 


7237 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10637 


41005 


A 


10699 


426 


2118 


GFGHTVHAAEGGDFGOSWQG 

DSVLLCSTVDPGSWAASRGKG 

SPCRGPLCGCCPGRSS\QPSKVE 

VAVSCSCGALLGMCMPPVVLA 

LEGCPRGVAAKGK.GSPQAQTV 

RRSPSADQSLEDSPSKVPKSWS 

FGDRSRARQAFRIKGAASRQNS 

EEASLPGEDIVDDKSCPCEFVTE 

DLTPGLK.VSIRAVCVMRFLVSK 

RKFKESLRPYDVMDVIEQYSAG 

HLDMLSRIKSLQSRQEPRLPVQ 

QGTRTGIDM1VGPPPPSTPRHKK 

YPTKGPTAPPRESPQYSPRVDQI 

VGRGPAITDKDRTKGPAEAELP 

EDPSMMGRLGKVEKQVLSMEK 

KLDFLVNIYMQRMGIPPTETEA 

YFGAKEPEPAPPYHSPEDSREH 

VDRHGCIVKIVRSSSSTGQKNFS 

APPAAPPVQCPPSTSWQPQSHP 

RQGHGTSPVGDHGSLVRIPPPP 

AHERSLSAYGGGNRASMEFLR 

QEDTPGCRPPEGTLRDSDTSISIP 

SVDHEELERSFSGFS1SQSKENL 

DALNSCYAAVAPCAKVRPYIA 

EGESDTDSDLCTPCGPPPRSAT 

GEGPFGDVGWAGPRK 


10638 


41006 


A 


10700 


1 


774 




10639 


41007 


A 


10701 


124 


815 


HPGTAMDALNSMQNFLRGRPK 
TFKSLENAIEWSVKSGQ1 RNLES 
ARVSMVGQVKQCEGITSPEGSK 
S1VEGIIEEEEEDEEGSESISKRK 
KEDDMETKKDHPYTWRIELAK 
TEK Y WDG WFRG LSNLFLSCPI P 
KLLLLAGVDRLDK.DLTIGQMQ 
GKFQMQVLPQCGHAVHE\DAP 
DKVAEAVATFLIRHRFAEPIXGG 
FQCVFPGLLVTCCPPLLQHRAL 
LVNTFAPEAHC 


10640 


41008 


A 


10702 


69 


370 




10641 


41009 


A 


10703 


1 


224 


MCNTPAYCDLGKAAKDVFNK 
GYGFGMVK1DLKTKSCSGVEFS 
TSGHAYTDTGKASGNLETKYK 

VL.1N I UL 1 r 1 t^rv IN 1 r A Y l^ULU 

KAAKDVFNKGYGFGMVKIDLK 
TKSCSGVEFSTSGHAYTDTGKA 
SGNLETKYKLVCNYGLTFTQK 


10642 


41010 


A 


10704 


2 


171 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10643 


41011 


A 


10705 


1 


740 


MCNTPTYCDLGICAAEDVFNKG 
YGFGMGKIDLKTKSCSAVEFST 
SGHAYTDTGKASGNLEPECKV 
CNYGLTFTQKRNTDNTLGTE1S 
LENKLAKGLKLSLDTILVPNTG 
KK.SGELKASYK.WDCFSVGSNV 
DLDFSGPTIYGWAVLVFEGWL 
AGYQMSFDTAKSKLSQNNFAL 
GYEAADFQLHTHVTDGTEFGG 
SIYQKVNGIEMSINLAWTA/GSN 
NTHFGIATKYKLDCRTSLSAKA 
VVLGTRVGSC 


10644 


41012 


B 


10706 




318 




10645 


41013 


A 


10707 


2 


100 




10646 


41014 


A 


10708 


116 


1746 


SSVTGRTEKARIWEVTDRTV/R 
RPWIGEAVAAAAADGVTFSVP 
VTPHTFRHSYAMHMLYAGIPL 
KVLQSLMGHKSISSTEVYTKVF 
ALDVAARHRNRFTQFRLSETKE 
ITNPYAMRLYESLCQYRK.PDGS 
CIVSLKIDW1IERYQLPQSYQLY 
YFELAIPVGYFYPGSFSTASRJL 
LLHPRGLRAITIAVFGKQNTYIR 
LEPFKINVLEQITK.HIEKLQCGG 
VVKQLSRRGNNQH1SSTYDINR 
ADTQVRRAVNNYDI1VMSNSFN 
GQSEHQVW1ARLTWVIGTINVV 
CAADVLIVPTPAELFDYTSALQ 
FFDMLRDLLKNVDLKGFEPDV 
RILLTKYSNSNGSQSPWMEEQ1 
RDAWGSMVLKNVVRETDEVG 
KARLTWGIGTFNVVCAADVLIV 
PTPAELFDYTSALQFFDMLRDL 
LKNVDLKGFEPDVRJLLTKYSN 
SNGSQSPWMEEQ1RDAWGSMV 
LKNVVRETDEVGKEPPSTNTFR 
HSYAMHMLYAG1PLKVLQSLM 
GHKSISSTEVYTKVFALDVAAR 
HRVQFAMPESDAVAMLKQLS 


10647 


41015 


A 


10709 


284 


969 


RVSRGRKWFFIALKRMPAMKK 

AMNLFLGLSNVRTVHPEGFTV 

Y1STHISFPSLSGYRTGLRSFGLV 

KQKKSPIRMPCVYTNPCVSIHP 

LWLRLRSPSARWLRCGSPSLG 

WTRTEPAPSPPRGGRTEKAR1W 

EVTDRTVRTWIGEAV/AAHAA 

DGVTFSVPVTPHTFRHSYAMH 

MLYAGIPLKVLQSLMGHKSISS 

TEVYTKVFALDVAARHRVQFA 

MPESDAVAMLKQLS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10648 


41016 


A 


10710 


2817 


3297 


AGCVRHRLSENRLDHRALPAA 
SKLPAYA*LPPPLPAGRL*RIPH 
RQFL*HQI/RL/PTERRCLLTRRT 
EKA R I WE VTDRT VRTWIGE A V 
ARLAADGVTFSVPVTPHTFRHS 
YAMHMLYAG1PLKVLQSLMGH 
KSISSTEVYTKVFALDVAARHR 
VQ\FAMPES 


10649 


41017 


B 


1071 1 


1 


963 




10650 


41018 


A 


10712 


1 


1296 




10651 


41019 


A 


10713 


1 


1 167 




10652 


41020 


A 


10714 


349 


3 195 




10653 


41021 


A 


10715 


163 


864 




10654 


41022 


A 


10716 


576 


754 




10655 


41023 


A 


10717 


1 


1449 




10656 


41024 


A 


10718 


1422 


1600 




10657 


41025 


A 


10719 


489 


726 


ISCCSFFSPRPPHXTFRHSYAMH 
MLYAGIPLKVLQSLMGHKSISS 
TEVYTKVFALDVAARHRVQFA 
M PESDA VAMLKQLS 


10658 


41026 


A 


10720 


1 


1596 




10659 


41027 


A 


10721 


1 


1572 




10660 


41028 


A 


10722 


2 


100 




10661 


41029 


A 


10723 


561 


804 


TLRQTK PDNSADPPHTxFR H S Y 
AMHMLYAGIPLKVLQSLMGHK 
S1SSTEVYTKVFALDVAARHRV 
QFAMPESDA VAMLKQLS 


10662 


41030 


A 


10724 


1 


867 




10663 


41031 


B 


10725 


1 


825 




10664 


41032 


A 


10726 


1 


942 




10665 


41033 


A 


10727 


2 


100 




10666 


41034 


A 


10728 


39 


359 


R1LGKGAGQTRAESLVWGRGV 
PARCC*PGGPFLVPGPPP*VR/H 
LSYARPM\L*PGIPLKVLQSLMG 
HKSISSPEVYRKVFALNVAARH 
RVQFAMPEFDA VAMLKQLS 


10667 


41035 


B 


10729 


41 


724 




10668 


41036 


A 


10730 


1 


1023 




10669 


41037 


A 


10731 


1 


1314 




10670 


41038 


A 


10732 


1 


1 128 




10671 


41039 


A 


10733 


892 


161 1 


















10673 


41041 


A 


10735 


1 


936 




10674 


41042 


A 


10736 


766 


1056 




10675 


41043 


A 


10737 


1 


1422 




10676 


41044 


A 


10738 


1214 


1721 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10677 


41045 


A 


10739 


2592 


3233 


RWGRWRTGGSSRSEPTMELRA 

PAWPRGRPGQGGARPAGSELR 

GNATAPSPACLCRNILCRMEES 

PNTDGKRPETGSNKRGKAGDK 

WWKIKTGI\IRDKLMERRNRRT 

GRTEKARJWEVTDRTVRTW1GE 

AVAAAAADGVTFSVPVTPHTF 

RHSYAMHMLYAGIPLKVLQSL 

MGHKVISSTDFYTKVFALDVA 

ARHRVQFAMPESDAVAMLKQL 


10678 


41046 


A 


10740 


6323 


7130 




10679 


41047 


A 


10741 


319 


522 


RNTRYWVINSISVIPPSSALISKR 
SPRLMAKKTAHFLGISRTSVAE 
FTFTRSGISRDHCVKGAGAADR 
RPNAPPRAEFQSGWFLIMECFA 
R* VGDPQL/TA/HFD A V/RRE/IM 
PL/PREG/KTL/QTEVREMPRKC 
AVFLAINLGDRFDIKADEGGIT 
DIEFITQYLVLRYAHEKPKLTR 
WSDNVRJLELLAQNDIMEEQEA 
MALTRAYTTLRDELHHLALQE 
LPGIIVSEDCFTAERELVRASW 
QKWLVEE 


10680 


41048 


A 


10742 


2 


640 




10681 


41049 


C 


10743 




2358 




10682 


41050 


A 


10744 


1264 


1894 


RGDKPQHIVTVHRADVVKAQL 
FKQRARHYHAFNMFFGAFEQL 
FNWRHARENFFPAGKQLCQMV 
VERADIFGNRHFIVVENHQHIR 
TDI AR VI HRFKRH ACGNRA IAN 
nmr, a a i p a pt a ii vrnnFQr' a q 

U 1 UuAAlrAr 1 AIL, I OlV^r JV^ACi 

FYLFVVYEHG SLKT VGCPLQE V 
/WRTALESCKPAHIQLSGVLAI/S 
SIVMQSVNAMPSWSGYSSSQA 
A S A ARWLL ARSGL 1 C 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10683 


41051 


A 


10745 


872 


3111 


VLKPNHLTERK.GC/GFACGRYG 

KLGAWELDYSPDLDI1FLNDCP 

MNAMTAGERK1DGRQFYLRLA 

QRIMHLFSTRTSSGILYEVDARL 

RPSGAAGMLVTSAEAFADYQK 

NEAWTWEHQALVRARVVYGD 

PQLTAHFDAVRREIMTLPREGK 

TLQTEVREMREKMRAHLGNKH 

RDRFDIKADEGGITN1EFITQYL 

VLRYAHEKPKLTGWSDNVRIL 

ELLAQND1MEEQEAMALTRAY 

TTLREPRFSRFSLFWGCSPLGLF 

DYLADLFKIDNSHGGRFKTVLL 

TFLPPALLYLIFPNGFIYG1GGA 

GLCATIWAVIIPAVLAIKARKKF 

PNQMFTVWGGNLIPAIVILFVLP 

WFYFIPPGLICTSLVYRASPPIS 

MPAKAVAYCVLRISGGDGSCD 

VICRGKVADRSKFWNPNWSKT 

HTEPTQQSQTATSNRTSATTAE 

QRSDEKEGNNRTRHEEQRSQN 

ATQHKRRERATTTQKTCSETVT 

PTTMNMCN EPELRRH ARVLPP 

VLY1VQRRYDESHLRIS1SACNV 

CRTERHAVHTDET1HSTVVADC 

KERVAVMRLRLPLCAACRHIG 

DVIVYSAYVCEHRCMRLLATR 

RHYVVTLTTHLRRRLFLTEVNA 

RYVC1YDDEHSRSSTVTHAHPI 

DHQSAHYDTYVYDIGTVSYMR 

LNTSVRLIRRRAHTCTSRALMD 

SHSKDGRPMDYASAVVVTHPL 


10684 


41052 


A 


10746 


1577 


1668 


TINPPELAFVKTVH*SPRJCLGFI 
HIFLLN 


10685 


41053 


A 


10747 


486 


674 


HWWKNWRRCWIPVIWH*RRSR 
TIWRCCKKWITASTLLSRSSPSK 
LPPCMSGFQPVVAGRKRR 


10686 


41054 


A 


10748 


254 


396 


ADDQIPHSKTHLKLSLEVEENQ 
Q*EI*RPLLQ*GGMSVPRCVHG 
RSG 


10687 


41055 


A 


10749 


3 


674 


1SAELNRPFAIRGDLG/VVWERQ 

KQETGWRSWVP/WPHVHAEDII 

LGNPPDI/PEVTMVHLPRVEATL 

/APLALLTKTVWLPWIKLESPR1 

RFQFSHHVRRAVLCEDAYYKL 

TLAQVEKLKNGGKVIASDELM 

TKFRI PNTLEFCAPVMADAPAI 

ALLRLSLACLDLAQAMMPAFH 

KPISSSFVNDYAGTSFACAASD 

MDERRMLNAPLSLRLTLVEKL 

RRCW1PV1RH 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 


10688 


41056 


A 


10750 


I 


I7'i5 




10689 


41057 


A 


10751 




1662 


MSKPKYPFEKRLEVVNHYFTT 

DDGYRI1SA RFG V PRTQV RTWV 

ALYEKHGEKGL1PKPKGVSADP 

ELRIKVVKAVIEQHMSLNQAA 

AHFMLAGSGSVARWLKVYEER 

GEAGLRALK1GTKRNIAISVDPE 

KAASALELSKDRRIEDLERQAL 

SKPDKYADVKKRISEIYHENRG 

RYGYRRVTLSLHREGKQrNHK 

AVQRLMGTLSLKAAIKVKRYR 

SYRGEISSTTKLFLTAFRMIVVA 

1ILIATFDWNRLKPTINQKVSAE 

LNRPFAIRGDLGVVWERQKQE 

TGWRSWVPWPHVHAEDIILGN 

PPDIPEVTMVHLPRVEATLAPL 

ALLTKT V W LP Wl KLEKPDARL I 

RLSEKNN1M WTFNLANDD/NKD 

ANA\NRRHGRFGWI1FFSIKGGS 

PLMTND1HGSLVYTTGKPRPKL 

EGDVESRQLRLADLGPLIGVDS 

GKGAEKSKRSEQKKGEKSVQP 

AGKVLPYDRFETDKWDVMDA 

DVRFKGRR1EHGSSLPISDLSTHI 

ILKNADLRLQPLKFGMAGGSIA 

ANIHLEGDKKPMQGRAD1QAR 

RLKLKELMPDVN 


10690 


41058 


A 


10752 


1 


477 


SELGHAGLNGD1LVWNPVLED 
AFELSSMG I RV\D\ADTLKHQLA 
\GDEDRLELEWHQALLRGEMP 
QTIGGGIGQSRLTMLLLQLAHI 
GQVQCGVWAAAVRESVPSLPL 
QLFHFTRHVVRQPLSDKIRNHQ 
RIG 1 K PFPA LQ AFHNG AKTTGK1 
GADTK.LLA 


10691 


41059 


A 


10753 


414 


794 


RPSPLPTGLGDTGLGFLPRFIEM 

EKLPF\DVAEAEQELQEGPLPEY 

SG PG L AL A K WG\LG\LKQ V VM 

ASLFVALFLPFGRVAQELSLACL 

LTSLVVTLLK.NINSMTAGILVC 

LVTVVSPGLIK.VL1YDQ 


10692 


41060 


A 


10754 


88 


227 




10693 


41061 


A 


10755 


26 


261 




10694 


41062 


A 


10756 


164 


361 




10695 












RVGRPGHRASAQSGGNPQNHR 
RLGEPVSARHPAYLSTGSGDAA 
AARYRRSA*SLRR*SRASSHPPE 
RAGTPVAPGTIDIFRWRTAARQ 
HRPRLYRRLPHSAA 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10696 


41064 


A 


10758 


2096 


2248 


RLIGLHGQNSRSVPQLPMESAS 
VA*RCTAALDGGVSSTSTRWLF 
ASCTRL 


10697 


41065 


A 


10759 


1 


2240 




10698 


41066 


A 


10760 


1 


1082 


MEHERYVG1SNLMLKPELYLA 

VGISGQIQHMVGAN ASQTIFA I 

NKDKNAPIFQYADYGIVGDAG 

ALMSEDIFDAIIVGAGLAGSVA 

ALVLAREGAQVLVIERGNSAG 

AKNVTGGRLYAHSLEHIIPGFA 

DSAPVERLITHEKLAFMTEKSA 

MTMDYCNGDETSPSQRSYSVL 

RSKFDAWLMEQAEEAGAQLIT 

GIRVDNLVQRDGKVVGVEADG 

NRVMKKILTTPIKAEDLQD1RV 

GDVIYL*RHRSLSVG*RAESGG* 

RSGRIVKRTG 


10699 


41067 


A 


10761 


987 


1191 




10700 


41068 


B 


10762 


1 


1506 




10701 


41069 


A 


10763 


204 


527 


GPDRCQIGPLAE*NTGNSHKAA 
LRQQRAEGRWWQKPHG E WRA 
ATADGRTYAA1SAQATAPQSPA 
GQSTMPRPPRWLSTPALPVMPA 
VTVDRQ1TPASVSTTKQAISA 


10702 


41070 


A 


10764 


1041 


3024 




10703 


41071 


B 


10765 


1 


763 




10704 


41072 


A 


10766 


729 


989 


HLTRQG1PTDLQLRVLSVRRKT 
NKQKGHPHRKRICTSPSSKTKS 
R*NHKDGEKTEQKNWKL*NAE 
HLSSSKGTQFLTSNGPKLDGE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10705 


41073 


A 


10767 


89 


1755 


LSEGKLTNRKD1HTKTPSVRHH 
HQRPKCWKFWPGHSGRRRK*R 
/CIQVGKEEVKLSLFADDMIVY 
LETMPIVSAQNLLKLISNFSKVSG 
YKIN VQKSQAFLYTN N RQTESQ 
1MTELPFTTASKR1KYLG1QLTR 
D VKDLFKEN Y K.PLLN EI KEDTN 
KWKNIPCSWVGRINIVKMAILP 
KVIYRFNAIPIKLPMTFFIELEKT 
TLKFIWNQKRAR1AKSILSQKN 
KAGGITLPDFKLYYKATVTKTA 
WYWYQNRDIDQWNRTEPSEIM 
LH1YNYLIFDKPEKNKQWGKDS 
LFN1WCWENWLAICRK.LKLDPF 
LTPYTKlNSRWIKDLNVRSKTIK 

TLEENLGNTIQDIGMGKDFMSK 
TPKAMATKAKIDKWDLIKLKSF 
CTAKETT1SVNRQPTEWEKIFAI 
YSSDKGLISR1YNELKQIYKKKT 
NNP1KKWVKDTNRHFSKED1YA 
AKRHMTKCSSSLAVREMQIKT 
TMRYHLTPVEEVRAGEMAKTR 
RCQNVKGASEEGIRALALFUN 
LTVHMEGNH1DGD1E1QTNRSPL 
QAPGEICESFTALMAMQLLSKL 
FWS 


10706 


41074 


A 


10768 


533 


760 




10707 


41075 


A 


10769 


1067 


1225 




10708 


41076 


A 


10770 


1080 


1250 


SSGLHSWDARLVQYTQINKYN 
PAYKQSQRQKPHDYLNRCRKS 
L*QNSTTLHAKNSQ 


10709 


41077 


C 


10771 


55 


1842 




10710 


41078 


A 


10772 


1575 


1745 


SSGLHPWDARLVQYTQINKCN 
PAYK.QSQRQKPHDYLNRCRKS 
L*QNSTTLHAKNSQ 


10711 


41079 


A 


10773 


2798 


2871 




10712 


41080 


A 


10774 


601 


876 




10713 


41081 


A 


10775 


1194 


1421 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10714 


41082 


A 


10776 


587 


1683 


GWKFWPGQSGRRRK*R/CIQLG 

KEKVKLSLFADDM1VYLENPIV 

SAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRJKYLGIQLTRDVKDL 

FK.ENYKPLLKEIKEDTNKWKNI 

PCSWVGR1SIVKMAILPKVIYRF 

NAIP1KLPMTFFTELEKTTLKFI 

WNQKRARIAKSILSQKNKAGGI 

TLPDFKLYYKATVTKTAWCWY 

QNRDIDQWNGTEPSEIMPHIYN 

YL1FDKPEKNKQWGKDSLFNK 

WCWENWLAICRKLKLDPFLTP 

YTKINSRWIKDLNVRPKTIKTLE 

ENLGITIQD1GVGKDFMSKTPK 

AMATKAKIDKWDLIKLKSFCT 

AKETTVRVN RQPTTW 


10715 


41083 


A 


10777 


1260 


2176 


SSGLHPWDARLVQYMQ1NQCN 

PAYKQNQRQK.PH DYLN RCRKG 

L*QNSTTLHAKNS/A1N*CWKF 

WPGQLGRRRK*R/CIQLGKEEV 

KLSLFADDM1VYLENPIISAQNL 

LKLISNFSK.VSGYKINVQK.SQA 

FLYTNNRQTESQIMSELPFTIAS 

KRIKYLGIQLTRDVKDLFKENY 

KPLLNEIKEDTNKWKN1PCSWI 

GR1NIVKMAILPKVIYRFNAIPIK 

LPMTFFTELEKTTLKF1WNQKR 

ARITKS1LSQKNKAGGITLPDLK 

LYYKA1VTQNSMVLLPKQRYR 

PMEQNRALRNNAAYLQLSDL 


10716 


41084 


A 


10778 


3813 


3983 


SSGLHPWDARLVQYTQINKCN 
PAYKQSQRQKPHDYLNRCRKS 
L*QNSTTLHAKNSQ 


10717 


41085 


A 


10779 


1312 


3348 




10718 


41086 


A 


10780 


1636 


1815 




10719 


41087 


A 


10781 


67 




KPLCRPPIIRPPKTFNTLIVLARR 
CIQCFRFFDIACFNRVGKGFGV 
GHQLRGFRHDIRGFAQWTHLP 
DGCAFRDRCYAAGAQCENVPA 
LTACGDNNQR\GACWYPQQEV 


10720 


41088 


A 


10782 


506 


915 


WASVKSPVPCWNCWISHRRRV 
TCRHVRFAPGFNLAKAV/QGAA 
LVITGKGRIDSQTAGGKAPLGV 

AJ» V AlN^Jr IN V r V lvj 1 AO V Lu LJO V 

EVVPQYG1DAVFS1LPRLAPLAE 
VLASGETNLFNSARN1ACAIKIG 
QG1KN 


10721 


41089 


A 


10783 


1 


906 
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SKQ1D 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10722 


41090 


A 


10784 


2 


597 


SILKVACDVDNPLVGARGAAA 

VFGPQKGATPEMVEELEQGLQ 

NYARVLHQQPEINVCQMAGXA 

GAAGGMG1AAPWFFNGDIKPGI 

E1VLNAVNLAQAVQGAALVITG 

EGR1DSQTAGGKAPLGVASVA 

KQFN V PCDLGLL A Y VGDG VE V 

VHQYGIDAGFNILP\FLAPLAEV 

LASGETNLFNSARNIACAIKIGQ 


10723 


41091 


A 


10785 


1 


1140 




10724 


41092 


A 


10786 


13 


628 


LLIPARPPGINPYYWKVSEANLI 
RYFQQVGDSVTLPVMLYNFPA 
LTGQDLTPALVKTLADSRSNIIG 
IKDTI DSVAHLRSMIHTVKGAH 
PHFTVLCGYHDHLFNTLLLGGD 
GA1SASGNFAPQVSVNLLKAW 
RDGDVAKAAGYHQTLLQIPQM 
YQLDTP\FVNVIKEAIVLCGRPV 
STHVLPPASPLDEPRKAQLKTL 
LQQLKLW 


10725 


41093 


A 


10787 


3 


1185 


EQSGRGARDGGARDGVREGG\ 
SWTQQHGLPLTKVELATVAEY 
PVCLWQRLTL\SPQYGSIP/RGD 
QSDG WK VDYNGPFSL WKGQH 
F VING 1 DTCSGCKFA IPVCSASA 
KLLPMSSQNVYHRD1LHRIDSE 
QGTHFRVKEVQQWALGRGFY 
WSYYISHHPEAAGLVEQCNG1L 
KTPSQFQMGRNTLQGWGKVLP 
SLEGCAFSSSKSNLCSVVLKVF 
VPKEGMVPPGDTTMIILNCKLR 
LPP\MPLNLLASKEVTVLD/YQG 
E1GQLLHNRGKEECVWNTGDC 
LTYLLILPSSVIKVKEKPQPHPG 
RTINGPDPSGMKTWVTPPAGA 
VFLIGSWLRYDYGQYTWRAAS 
SQMLDRKGMNLASNLFHIGI LG 
I FVGHFFGMLTPH WMYEAMTY 
GSCDTDNANV 


10726 


41094 


A 


10788 


396 


504 


WKRLERRAIQGDSPVHKNARA 
GELDE*AATRAIPG 


10727 


41095 


A 


10789 


24 


611 


EILPVPGPVVIAW/AIFRRIAGES 
WSAIVISGLSIARHAQQKRIITFT 
ASLAARLE1ALKIVRNADGTES 
ASEQLYQVVGAGCKMPWQSE 
AMKDVLICD1CRRLMRRTGGTE 
TSKYPEEKKSTE1PPVAASERGG 
AQSLNQCATEAVVLTRVDSHL 
KVGDSLSHTTSFLKKFAARFGG 
QLEKALGLGSMQAFSDIRGL 


10728 


41096 


A 


10790 


212 


578 
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NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10729 


41097 


A 


10791 


1 


1707 




10730 


41098 


A 


10792 


3 


313 


NAE/TVKMFTTSSKEDATFGL/G 
WRVNGNATMTPTFGT/LASPQT 
YGHTGSPPLPP1CPVRPPGYLRR 
LSPRFPRLFGISLPQRPPGILERS 
LQRRRNPSGWRRRNQ 


10731 


41099 


A 


10793 


1 


1992 


MDVQSAADDTGLPMLVVRGPF 

NVVWQRLPAALEKVGMKVTD 

STRSQGNMAVTYKPLSDSDWQ 

ELGASDPGLASGDYKLQVGDL 

DN RSSLQFIDPKGHTLTQSQND 

ALENA1LAV1RHE1CLSDVVR1R 

ASRRFDKTSGTPDRQKILKLGY 

LLPAG WLADVDPRL VG V1VTN V 

WTLLVPAALFFFGAGMLFPLAT 

SGAMEPFPFLAGTAGALVGGL 

QNIGSGVLASLSAMLPQTGQPG 

VVDDLNGIVDRAVLAAAGDAD 

VASGAARLSARHRSIVISSMGE 

RCCF1RSRJTR1CGFLAAGVGLD 

QLAPDFATPVIRELLALLLCLFS 

GGLAMYGYLRWLRNEKAMRL 

KEDLPYTNSLLIISLILMVVAVI 

VMGLW1PPTC1VDDRMAKY1PG 

LADSPNDT1KGKNTLRISDLLH 

HSGGFPADPQYPNKAVAGALY 

SQDKGQTLEMIKRTPLEYQPGS 

KH I YSDVDYM LLGF1 VES VTGQ 

PLDRYVEESIYRPLGLTI1TVFNP 

LLKGFKPQQIAATELNGNTRDG 

V 1 H F PN I RTSTL WGQ V HDEKAF 

YSMGGVSGHAGLFSNTGDIALF 

NAETVKMFTTSSKEDATFGLG 

WRVNGNATMTPTFGTLASPQT\ 

YGHTGWTGTVTV1DPVNHMTI 

V M LSNKPHS P V ADPQKNPTMF 


10732 


41100 


A 


10794 


2 


137 


NCLSPVSAN*WPAKTGRPILPS 
ATVTASTRNVLSKHWRIWVST 
VC 


10733 












ATQRQDLHFVRSPGDAVYTQIT 
PEAADAVVARNPDTAQHLHC/ 
V Y P/HTSN AAL AQK YLH 1 A ASP 
EVMVPLSAFHAASYSMFFMEF 
NLIAMWANFS 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10734 


41 102 


A 


10796 




747 


MLLGLHSLAAFLQRESFSGKQS 
WGCQl.AALLQRRITKMTEAMK 
ITLSTQPADARWGEKATYSINN 
DG1TLHLNGADDLGL1QRAARK 
IDGLG1KHVQLSGEGWDADRC 
WAFWQGYKAPKGTRKVVWPD 
LDDAQRQELDNRLMIIDWVRD 
TINAPAEELGPSQLAQRAVDLIS 
N V AGDRVT YR 1 TKGEDLREQG 
YMGLHTVGRGSERSPVLLALD 
YNPTGDKEAPVYACLLGDHTY 
RNGKK.VEVMNTDAEGRLVL 


10735 


41103 


A 


10797 


444 


548 




10736 


41104 


A 


10798 


951 


1648 


TTG RFPPS VQDSF VNESSRMGL 

PDEFTLQREFERARQQGALAQ 

W/IAAFEGGFTGIVATLDTGRPG 

PVMAFRVDMDALDLSEEQDVS 

HRPYRDGFASCNAGMMHACG 

HDGHTAIGLGLAHTLK.QFESGL 

HGVIKLIFQPAEEGTRGARAMV 

DAGVVDDVDYFTAVHIGTGVP 

AGTVVCGSDNFMATTKFDAHF 

TGTAAHAGAKPEDGHNALLAA 

/AQATLALHA1APHSEGASRV 


10737 


41105 


A 


10799 


1495 


2282 


FDRHVGEFFLNQLETTNSLAKL 
HAL1GVARRIFKGAHRRTVVGE 
GYQETFMVELFFDAVKAVTFPT 
EHVFLVQFHVVKGDFTAAIHTQ 
TELFK.FGHFDARFAHINKPFGV 
DRFVRRSPVARHHHDVRGVGA 
AGNKTLTTIKINLTISTGISRFQA 
THVGARARFGDR*VRTDSTTTV 
GHRDCIITGGHR/HKSFQPGHEA 
PQAVPLPGRFHHH*PSHDHCR* 
LVSLAGAAYRSPQDPVPYMPIS 
PGLDWVRQ1VCCVMASDAD 


10738 


41106 


B 


10800 


1 


3618 




10739 


41107 


A 


10801 


3 


490 


TGIVATLDT/GRPGPVMAFRVD 
MDALD/LSEEQDVSHRPYRDGF 
/ASCNAGMMHACGHDGHT/AIG 
LGLAHTLKQFESGL/HGV1KL1F 
QLHRYAAHAGAKPEDGHNALL 
/AAAQATLALHAIAPHSE/GASR 
VNVGVMQAGSGR/NVVPASAL 
LVRQPTRSALNTTQQLNAR 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10740 


41108 


A 


10802 


1 


513 


MGIESLQAFLRSAGALGVWVY 
TFLERIL1PTGLHHFIYGQFISGP 
AAVEGGIQMYWAQHLQEFSLS 
AEPLKSLFPEGGFALHGNSK.IFG 
AVGIYLAMYFAAAPENRVKVA 
RLLIPTPLAAMLVVIPEPLAEFTF 
LFISPILYAVHAVLTASMSPVM 
YLPGVVGNMGEGKID 


10741 


41109 


A 


10803 




4941 




10742 


41110 


A 


10804 


1 


1083 




10743 


41111 


A 


10805 




1363 


MPVRKNMIMNEGNITTPTNGC 

RJRASCGVPM1CINQLKDGNKK 

PSPLTAARMKQKAIILFLIRTVR 

TDTHVVEDTGRKGSRKANSRE 

RFPDAFPEFHG FADFRVLRQAM 

IQIWLVSMVQHVHNVCTTDAC 

R1VQTRJVVTAGFQLSNASLVA 

MRRWVYRVRRIQYRRTTQTAV 

FHSTHGNYREGQPVGTLIDDRY 

KANENVELVHYAQPLLNEADS 

LAKVMPSD1PLK.QRRWLGLQM 

LEGDIYSRAYAGEASQHLDAAL 

ARLRNEMDDPALH1ADARYQCI 

AAICDVVSNTLTAEPSRFTTAV 

DKIVLNRFLGLP1FLFVMYLMF 

LLAIN1GGALQPLFDVGSVALF 

VHG1QW1GYTLHFPDWLT1FLA 

QGLGGGINTVLPLVPQIGMMY\ 

CFSSFLKTPALACREI FVPLMRL 

RVNLRWYPPVL*RJSWWTNSR1 

PTTFSTRGSACWRATPAK 


10744 


41112 


A 


10806 


199 


1083 


RLFEHPRLGVAAVENGALGKR 
SAVVLPGFDAVNHKTRFIEFVK 
SAIEGNRLTVRA1GPQFFTQTPV 
1VFNQGVSGAQNIAGRAVVLLQ 
TNSFGTGEIIKETLN1LHLRPAPA 
VD*LVVITDDHHFAGVARQQA 
DPRVLNVVG1LEFVHQDIGK.TF 
AVVLQDMRLVKPQLVSAQQQL 
GEVHQARAVTRFLIRLIHLLPGL 
LHRITVALNMMRTQAFIFLAVD 
VPHCLPRRPLLLVEVHGFDQTQ 
KVAAWRGHRFALFVIKAVEQV 
RNVHWHRRVKIGWAEKRNAL 
RQKAGNFQMRQ 














DFLGRGAFNV1NIGAWASRPVQ 
GSTVDLSHGLHLVLHLKNNL*F 
YGFDSHFLKSFFYKGTSIS1QVE 
VG1SQGNL 


10746 


41114 


B 


10808 


91 


2183 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10747 


41115 


A 


10809 


8 


219 


FSLWPL/KKFSNRFLKKKPMEF 
GSWTTRE1L1ASFAGVRGAITLA 
GVLSIPLLLPDGNVFPARYELVF 


10748 


41116 


A 


10810 


84 


509 




10749 


41117 


A 


10811 




163 


ENTTWLYAD*NAGRDADFGHA 
KRKWTLWLA1LAAVATAMAN 
RQPGAGLFALFT 


10750 


41118 


A 


10812 


1 


707 


MGWRMGIWLRVFTVAKHLQR 
AESDQIGFRLKEHCWKRYAVR 
HPVKDVSGFSPVLTVNMRAPQ 
SN/PARRTVGWLRMFRRLRKR/ 
RKPRPLPLSPLHMDV/HAGNLV 
HSASGLKLIDW/EYAGDGDIAL 
E\LAAVW/VENTEQHRQLVNDY 
ATR/AKIQPAQLWRQVRRWLP/ 
WLLMLKAGWFEYRWRQ/TGD 
RQFIRLADDSWRQLHRSNKESS 
RELVARLRVFAQSSGGAVDQE 
GGRVQCFREGL 


10751 


41119 


A 


10813 


1 


227 


SFrNVERYRAEPQTADAAPLKR 
GAFGSWLPEPDHYAED/DHQQ 
YLHKNPYGYCGIGGIGVCQAY 
KIVQIQYIARTA 


10752 


41120 


A 


10814 




283 




10753 


41 121 


A 


10815 


315 


569 




10754 


41122 


A 


10816 


65 


580 


SDRS*IPVRPTHRDSGNRHDGSS 

GYCRCYG*HG*HRGIRYRCWPE 

KSQTRSGLLPYLTVNYQERTYA 

AGRI PGSFFRREGRPSEG ETL1 A 

RL1DRPIRPLFPEGFVNEVQVIA 

TVVSVNPQVNPDIVAMIGASAA 

LSLSGIPFNGP1GAARVGYINDQ 

YVLNPTQDELKESK 


10755 


41123 


A 


10817 


235 


1236 


TDHDGRNDTQRIGSGERNRPFS 

NANTAHHQCRFAGFALFCGEIF 

TTNQRRQPHPQRRDTNTHGSD 

GHHGINTLSN ANQHEG IGHFVN 

RTAHIERQHQTHDHRQHNNAA 

NSGTEVSQ*AR*HAAV*RYVAE 

REIHSGDRCGKRNSAHKIMPG 

WWCALPDTAPSLSKVVFFKGC 

PHLCPWCANPESISGKIQTVRRE 

AKCLHCAKCLRDADECPSGAF 

ERIGRDISLDALEREVMKDDIFF 

RTSGGGVTLYRGEDPAEDARY 

AHTNQPRQNKAVVDDEATDV 

GGAGTVKLNRCQ1AR1SRQDVI 

TVASRCEHGFCHPCDTVHRHD 

GDHTGTEDFVF 


10756 


41124 


A 


10818 


1 


400 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10757 


41 125 


A 


10819 


783 


1116 


SVLHLYYEQNTE\HDTRGYRPI 
KTLDIVPAFEASHLLWQSYENS 
WEQIFSASVGASWQKHYGTDV 
LTQLGYGQRIIWND1IDAGATL 
R WEKRPYDGDREHN L YVEFD 
MTFRF 


10758 


41126 


A 


10820 


3 


474 


TCGE/A AS I VDRJRGFFEPS SIL V 
STLVLTLRPTGLLPLVTDSLPM 
RLLPTEIMAGSPIRS/RD1SLGDD 
PGINGQRAQGTWERWTVRADE 
PQAFHIEGVMFQIRNVNGAMPF 
PEDRGWKDTVWVDGQVELLV 
YFGQPSWAHFQFYFNSQTHKV 
GPRAVA 


10759 


41127 


B 


10821 


93 


786 




10760 


41128 


A 


10822 


191 


748 


GPATPRQPFKVLASLGRLVQHG 

GRWDAQHLHNAVHLVDLIGAT 

EEGLSGVHLHKDAAQGPHVNG 

QVVGCAQEHLR*AVEAALDIL 

VDPLAKLAGAAEVHNLDGAAL 

GVAQQDVFGLEVAVNDAEAQ 

AWPERAVPCRAAAPASGSGSA 

RRRGSGCCAGGRTGCRTAAQIP 

STSGFRNMKCRFRCTI 


10761 


41129 


B 


10823 


1 


2724 




10762 


41130 


B 


10824 


116 


2458 




10763 


41131 


A 


10825 


1 


1317 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


10764 


41 132 


A 


10826 


99 


2052 


NPADGRTGFTLCATGEALSSAT 

IAAAERRQALQEGCDDILS/HG 

DADMVSMAR/PFLADAELLSK 

AQSGRA/DEINTCIGCNQACLD 

Q/IFVGKVTSCLVNPRACH/ETK 

MP1LPAVQKKNLA/VVGAGPAG 

LAFA\FNIAKQIPGKEEFYD/TL/ 

RYYRRM I EVTG VTLKL/NHTVT 

ADQLQAFDETILAVG/1VPRTPPI 

DG1DHP/KVLSYPDVLRDKAPV/ 

SN/KVAIIGCGGIGFDTAM/YLS 

QPGESTSQNIAGFC/NEWG1DSS 

LQQADCDAPAKASKPGQGLGK 

TTGWI/HRTTL/LSRGVKMIPGV 

S/Y QKIDDDGLH WING ANQGS 

DMLRLQGELDSASRIGRRSAAP 

KLGSLNDGRCFINCHILDRLPY 

KGLVPACSWNGGSLDPLEGRP 

DEPHVEVLGIPPAAMLDQAPRL 

ASTLNGCLGVAGPYEDERTQE 

GLPGPRDTAAEEVLGVQTGGA 

GSRGRVRGPQPADLPSASGPGA 

ACWSMSPPPDQPPCVLAHGFFR 

RTPTSTQQRPA EQCFHSPAPLEL 

PLSSTSS1LSFAEYGNAMAWLY 

RGK.ILPSGTPDDLKAQSANDGN 

PDPTMEKAF1QLIHDG1RSIAMS 

NPILSCRRYGRYQEWCLTIPAV 

FISAPYVRRYVRFHEHQEGGGV 

RQEATVRE1PLAIAV1PNSRTPC 


10765 


41133 


A 


10827 


1 


525 


DAMVSSWNRAAPNTIPTAAKA 
GGN YLSSLLVG SEARRHG YQE 
GIALDVNGYISEGAGENLFEVK 
DG V LFTP/PGFTS S ALPG ITRDAI 
IKL\AKE\LGIEVREQVLSR/EKS 
LYLADEVF\MSG1AAGEITPR\RS 
GNGYSGLAKGRCGPVTKRIQH 
ALQGVYSWVTPGYFESVRCTA 


10766 


41134 


A 


10828 


8 


573 


REP AGENG PP VC DG AMLDLKA/ 
WGSECHQQLTGRDNQQIKRSIY 
LLPERAKLAELRLLVIPGQVDY 
LQHIEELAAFIKGLGDVPVRLN 

A pLi A Ur.VVr.F AHCWACATPFn 
ArrlAriO V I ucA^oWAjA 1 rt-U 

VEPLADALKVRGTCRPDKTRQ 
A SHQ ALC ANCRMRRERL 1 RPT V 
RHKPVG MI RRDKRRIRH Y APTA 
GCGVNALSGLRFGTDL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10767 


41135 


A 


10829 


1 


479 


SNATNGIEPPRGYVSIKASKDGI 

LRQVVPDYEHLHDAYELLGEM 

PGNDGYLQLVGIMQKF1DQS1S 

ANTNYDPSRFPSGKVPMQQLL 

KDLLTAYKFGVKTLYYQNTR/G 

RR*RRTRRSGAVNPGTMGCESG 

ACKNPGYLRMPGCRRKTPLIPA 

LPGFGFW 


10768 


41136 


A 


10830 


1 


443 


M DSLMDML AST\QG RRM DDQR 

VTVSSLPGFQPVGSKAYKPSRR 

PDKAFTPHPASQYQILHAPLVA 

AIVSGLTAARVVFVRLQQPSLG 

VLSNTSGCDATNVVGRLQDNA 

SVSPG1VHTDSV1WRSCQVRRS 

AVHTLWRQKTRLFDAVDA 


10769 


41137 


A 


10831 


1 


323 


MDLVTGSRKVIIAMEHCAKDG 
SAKILVRRCTMPLTAQHAGHML 
VTELAVVRSFDGKMWLTE1AD 
GPTSQAQPAATYRIPLSNSRVR 
RRYRHRYYRYNLS1RKK.RHRPL 


10770 


41138 


A 


10832 


526 


975 


TPYPAYVQHVTPGR1RRGKRRI 

RQCLPVLESRFHNTQKSRGETE 

GASGFSLQUHLGDSSRAAPGPY 

RVSTAAADSGGRAGSSAPSALV 

PRGC*GPSLAPAGRSQR*HRGG 

GQLSPAAPRTANKAAGLGPPA 

RLNFFIRAQCDSRJNDITR 


10771 


41 139 


A 


10833 


1906 


2049 


PLSIIEADFRIWANAG*RMVAG1 
KPSIA RVPLVLQVSALEVPEQC 
YRH 


10772 


41140 


A 


10834 




808 


MPKPNTRWSAWGLRRLKRKW 
SVARGSNLTMRSVQYEFTGRGD 
RIGWVKGIDDNWHLTLFIENGR 
ILDYPARPLKTGLLEIAK1HKGD 
FRJTAANQNLI1AGVPESEKAK1E 
KIAKESGLMNAVSPQRENSMA 
CVSFPTCPLAMAEAERFLPSF1D 
NIDNLMAKHGVSDEHIVMRVT 
GCPNGCGRAMLAEVGLVGKAP 
GRYN LHLGGNR1GTRI PQ1TRRI 
EHRANDARTHRKVAEAFTRFA 
LFRPAPYQFIKRRQDFRLVMFSI 
YMPVPS 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10773 


41141 


A 


10835 


248 


830 


HHYRKMNIQQSKWLIVTVCDG 
KLNWLLSGSKVCCTWMLCVQ/ 
SEPELA1CAWIFANLLAAFLIDDI 
IQPSLDFPPRRAE1TIAADGT1SA 
LNPGDPANTVAPVGRLKLVKA 
TGSEVQRGDDGIFRLSAETQAT 
RGPVLQADPTLRVMSGVLEGS 
NVNAVAAMSDMIASARRJFEMQ 
MKVISSVDDNAGRANQLLSMS 


10774 


41142 


B 


10836 


328 


481 




10775 


41143 


A 


10837 


14 


675 


FRKLQVCWLPRPHLRPWWTCK 

PRWFGSCLRVFL/LERVI/GDV/ 

WGLRLWS ALG VAFFG/WAFITS 

LQAKRGWMRIVPIILLAAALVS 

VRPLQDWAFGATHTAQTQTHL 

NFTQIQTVDELNQALVEAQGKP 

VMLDLYADWCVACKEFEKYTF 

SDPQVQKALADTVLLQANVTA 

NDAQDVALLKHLNVLGLPTILF 

FDGQGQEHPQARVTGFMDA ET 

FSAHLRDRQP 


10776 


41144 


A 


10838 


1 


1413 


GMALTYTALGLVVAAAGLQFQ 

AALQHPYVLIG\LAIVFTLLAMS 

M FG LFTLQLPSSLQTRLTLMSN 

RQQGGSPG/GAILLYIAQSGNM 

WLGGGTLYLYALGMGLPLMLI 

TVFGNRLLPKSGPWMEQVKTA 

FGFV1LALPVNIAPGSLDKLALNQ 

YAAHSGFTLSVDASLTRGKQSN 

GLHGDYDVESGLQQLLDGSGL 

QVKPLGNNSWTLEPAPAPKED 

ALTVVGD WLG DAREND VFEH 

AGARDV1RREDFAKTGATTMR 

E V LNRIPG VS A P ENNGTG SHDL 

AMNFGIRGLNPRLASRSTVLMD 

GI PRPLRPLRS A A AFTG SRF ARQ 

HGCHCTWYAVVVRCVTDTQS 

VGGVVNFVTRAIPQDFGIEAGIL 

1V1 iULKnO oL. V O/YI^LAjivLLj r (jJ\ 

VLYLAVAVLGVRVRRGVVLVC 
PLGGTGLGYSCQGGAFQFAAS 
CFLGRYGVVQGVIHVCFGPRSV 
FLDDCLRFDLPCLVWLSCPR 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ IU NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of Inst 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10777 


41145 


A 


10839 


1 


908 


LLKPFHVIA1ATGRSLAVFCMG 

RLRTICSHATPPASAI/LLY1/AQS 

GTWGGGGTLYLYALGMGLPL 

ML1TVFGTRLLPKSGPWM EQV 

KTAFGYVILALPVFLLERVIGD 

VWGLRLWSALGVAFFGWAFIT 

SLQAKRGWMRIVQIILLAAALV 

SVRPLQDWAFGATHTGQTQTH 

LNFTQIKTVDELNQALVEAKGK 

PVMLDLYADWCVACKEFEKYT 

FSDPQVQKALADTVLLQANVT 

ANDAQDVPTS APFI SPPNAL V AI 

1VQLRFGDFYNRVSK.GSRPTVF 

GRTLKARRITLSEKSILKAKIH 


10778 


41146 


A 


10840 


3 


808 


SSGGHGRRAAGRLQHPLLRVH 
VPV V DTSC VPSCSRLQ WHH LPL 
CPGQLQHGHFHGPWCFPPSG*G 
♦GQGGRLPGSAVQERGCARYP 
GPHEVVCHVPLLPPAALLPLQR 
L * QLCRGL* PPLPLGQ/PTA SG V 
ETIATSSCSCCHSVHTWWASWP 
SAWSTC*TTLRGWEPRTPPSRJL 
GSCGPHCRGDVDRGHVHPGE* 
AFQSLVPCQGTPKGPMAPP*VG 
RG VS P/PGTRVE A A LSCES PPH A 
RQSMCFNLHTHS1DPKQSRRPY 
SDNVGK.E 


10779 


41147 


A 


10841 


2 


646 


CSWQPAVPTQPQPAGPSAPRQG 

LPGHSRGAQPALVSPHKGLTPV 

PGTPA\PA STPPAP AGGEG LPSP 

AAGAPPAHCPG/HPPAPATAAP 

VPGLCGPCPSLPACPQTR/PPTH 

VNTKKRV/PGA^RPAARRPWPP 

GCTWRGARTVTFLHQLNPGVN 

CQMLTVGRSGIRPTCTIASCSV 

NKLHPQMHPATQPHHRMALSP 

SHSEGPSHCWGLSLGDISPIPR 


10780 


41148 


A 


10842 




550 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


10781 


41 149 


A 


10843 


2 


1132 


LCLVMILYTRRRWCKRRRVPQ 
PQKSASAEAANEIHYIPSVLIGG 
HGRESLRNARVQGHNSSGTLS1 
RETPILDGYEYDITDLRHHLQR 
ECMNGGEDFASQVTRTLDSLQ 
GCNEKSGMDLTPGGDGRKARL 
MNKYKDNIIATSPVDSNHQQAT 
LLSHTSSSQRKRINNKARGMHV 
*H*GEGDSGTEAENDPQLTFYT 
DPSRSRRRSRGRNDRGGRNKTT 
LTLIS1TSCVIGLVCSSHVNCPLV 
VKITLHVPEHLIADGEPVLLRM 
GSQLDASDWLNPAQVVLFSQQ 
NSSGPWAMDLCARRLLDPCEH 
QCDPETGRREH RAAGNCQRDH 
ARAHSVWLGSPPYHDTSLRWS 
PM YTTMESAPHA FPPS VTADAE 


10782 


41150 


A 


10844 


3 


3935 


HASGPGLKMALAGLCALLACC 
WGPAAVLATAAGDVDPS1CELE 
CKLKSITVSALPFLRENDLSIMH 
SPSASEPKLLFSVRNDFPGEMV 
VVDDLENTELPYFVLEISGNTE 
DIPLVRWRQQWLENGTLLFHIH 
HQDGAPSLPGQDPTEEPQHESA 
EEELRILH I SVMGGMI ALLLSIL 
CLVMILYTRRRWCKRRRVPQP 
QKSASAEAANE1HYIPSVLIGGH 
GRESLRNARVQGHNSSGTLSIR 
ETP1LDGYEYDIT 


10783 


41151 


A 


10845 


184 


357 


ALQGWSKNLH\PEDIQLGKTPP 
P*QVAQEGGWSRRVGSDTWIL 
EEQPGSTTRRVSVGM 


10784 


41152 


A 


10846 


226 


609 


VILSSFDLIKHGILLEISDSIQFRG 

QPRP\WRA\GRHLQPGSLGSLVS 
KHQLRGSRKTL/YSAFRKCHLL 
SVWEGKPLKPRGDQVADSSQK 
KQLAADAHTPYRGGDI 
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SEQ1D 

NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10785 


41 153 


A 


10847 


20 


1317 


SSHQKQMLAPCFLGSLQNWQH 

HTAGKGK./WVLGTCAFGEQLA 

ASGHMKETRADRSKKLFRHYT 

VGSYDSFDTSRGGRVRKPYAGF 

FPDLQD1CDEQPRPLHSTLRPAC 

GG IQPGKQQPMPFAKTDTCASD 

KHVEKKLERLIHQAVSDAPEPS 

RVVKGIFIGGLPCARLWVVPYL 

MGHVQEVTMAEGYERASQATF 

REQMQEVPCCLQRSTGSSMKT 

GNKIRRVTDNVLTRSGPLINDIL 

SVAVDSSVSVLIWMHLFSSHPL 

G1VRYWGCMGISCKLLLLTRVC 

YLITPLDLERFPFPNTEQVTFPE 

RRVSVFLLPLSWCLDTRLPREP 

GCRSRRDSFTHRVFYSVTPTSG 

DVPGSHPFCDKPVRRGDDPYIR 

NDRGTLYSTLQFISTCVQVVGV 

YGHLPGFK.SDAAQAVPRLLSQ 

KRDQNHKJEEE1TDGDERPK 


10786 


41154 


A 


10848 


1930 


5781 


RAKSPANIIMTGSNSHITILTLN 
VNGLNSPIKRHRLASWIKSQDP 
SVCCIQETHLMCRDTHRLKIKG 
WRKIYQANGKQKKAGVAILVS 
DK.TDFKPTKIKRDKEGHYMMV 
KGSIQQEELTILNMYAPNTGAP 
RF1KQVLSDLQRDLDSHTLIMG 
DFNTPLSTLDRSTRQKVNKDTQ 
ELN S A LH QADL1DI YRTLHPKST 
EYTFFSAPHHSYSKIDHILGSEA 
LLSKCKRTEUTNYLSDHSAIKL 
ELR1KNLTQSR 


10787 


41 155 


A 


10849 


1 


3654 




10788 


41156 


A 


10850 


1 


5127 




10789 


41157 


A 


10851 


209 


3816 


QG RPTFRFRK YREHHKDTPR E E 
QLQDT*SSDSPKLK*RKKC*GQ 
PERKVKLPTKGSPSD*KR]SRQ/ 
KTLQARRQSWFFEKINKIDRPQ 
ARL1KKKREKNQIDTIKNDKGD 
ITTDPTE1QITIREYYKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESVNRPITGSEIEA1TNSLPTK 

l\orUrL/Ljr 1 At-r Y Y lvtlt,L.V r 

FLLKLFQPIEKEGILPNSFYEASII 
L1PKPGRDTTKKGNFRPISLMNI 
DAKIL 


10790 


41158 


A 


10852 


1 


3663 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


10791 


41159 


A 


10853 


1 


3210 


MVKGS1QQEELT1LN1YAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSK.CK.RTEIITNCLSDHSAIK 

LELRIKNLTQN RSTT WKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK. 

F1ALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


10792 


41160 


A 


10854 




3354 




10793 


41161 


A 


10855 




5073 




10794 


41 162 


A 


10856 




3235 




10795 


41163 


B 


10857 




3300 




10796 


41 164 


A 


10858 




2563 


MKAE1KMFFETNENKDTTNQN 

LWDAFKAEEVESLNRPITGAEI 

GAIINSLPTKKSPGPDGFTAEFY 

QRYKEELVPFLLKLFQSIEKEEI 

LPN S F YE A S 1 1 LI PKPG RDTTKKE 

NFRPISLMN1DAK1LNKILANRI 

QQHIKKLIHHDQVGFFPGMQG 

WFNIRKSINVIQH1NRAKDKNH 

MI1SIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYFKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFN 1LLE VL ARAIRQEKEI K 

G1QLGKEEVKLSLFADDMIVYL 

ENP1VSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTSNRQTESQI 

MSELPFT1ASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK. 

WKN1PCSWVGRINIVKMAILPK 

VIYRFNAIPIKLPMTFFTELEKTT 

LKF1WNQKRAHITKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYCYQNRDIDQWNRTEPSEITP 

HTYNYLIFDKPEKNKQWGKDS 

LFNK.WCWENWLAIWRKLKLD 

PFLTPYTK1NSRWIKDLNVRPKT 

1KTLEENLGIT1QD1GMGKDFMS 

RTPKAMATKAKIDKWDLIKLK 

ATYSSDKGLISRI YNELKQIYKK 
KTNNPIKKWEKDMlsIRHFSKED 
IYAAKKHMKKCSSSLAIREMQI 
KTTMRYHLTPVRMAIIKKSGNN 


10797 


41 165 


B 


10859 


1 


3420 j 




10798 


41 166 


B 


10860 


1 


4019 
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SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 


10799 


41167 


A 


10861 


1 


1825 


MVKGS1QQEELTILNTYAAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNK.DT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKIDH1LGSK 

ALLSKCKRTE1ITNYLSDHSAIK 

LELWIKNLTQNHSTTWELNNLL 

LNDYWVHNEMKAEI KMFFETN 

ENKDTTYHNLWDTFKAVCRGK 

FIPLNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQE1TKIR 

AELKEIETQKTLQK1NESRSWFF 

ERINK1DRLLARLIKKKREK.NQI 

DA1KNDKG Dl TTDPTE1QTTI RE 

YCKHLYANKLENLEEMDKFLD 

TYTLPRLNQEEVESLNRPITGAE 

IVAIINSLPTKKSPGPDGFTAKF 

YQRYKEELVPFLLKLFQSIEKE 

GI LPNSF YEASI ILIPKPGRDTTK. 

KENFRPISLMNIDAKILNKK.LA 

KRIQQHIKKLIHHDQVGFIPGM 

QGWFNIRKSINVIQHINRAKDK. 

NHM11S1DAEKAFDKIQQPFMLK 

TLNKLVGIKYLGIHLTRDVKDI.F 

KENYKPLLKEIKEDRNKWKN1P 

CSWVGRINIVKMA1LPKNILITL 

QLLLVLPELSTL1PLWLPALAGQ 


10800 


41168 


A 


10862 




4449 




10801 


41169 


A 


10863 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NSALHQADLIDIYRTLHPKSTE 

YT/FFSAPHHTYSK1DHIVGSKA 

LLSKCKRTE11TNYLSDHSA1KL 

ELRIKNFTQSRSTTWKLNNLLL 

NDYWVHNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSK1DTLTSQL 

KELEKQEQTHSKASRRQE1TK1R 

AELKEIETQKTLQK1NESRSWFF 

ERITKSDRPLARLIKKKREKNQI 

DT1KNDKGDIT 


10802 


41 170 


A 


10864 




3297 




10803 


41171 


A 


10865 




4791 




10804 


41 172 


A 


10866 




3316 




10805 


41173 


B 


10867 




3415 




10806 


41 174 


B 


10868 




4753 


















10808 


41176 


A 


10870 




3345 




10809 


41177 


B 


10871 




3772 




10810 


41178 


A 


10872 




3720 




10811 


41179 


A 


10873 




3894 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10812 


41180 


A 


10874 


1 


3335 


MVKGSIQQEELTILN1YAPNTG 

APRFIKQVLSDLQRDLDSHTL1 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTE YTFFSAPHHTYSK1 DHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELR1KNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAE1 KMFF 

ETNENKDTTYQNLWDAFKAVC 

RG K F I A LN V YKRKQ ERSKI DTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQ 


10813 


41181 


A 


10875 


] 


3780 




10814 


41182 


A 


10876 


1 


3852 




10815 


41183 


A 


10877 


1 


3345 




10816 


41184 


A 


10878 


965 


4362 


TWKGTTSTSRCKIMPKYRSTRQ 
KVNKDTQELNSALHQADLIDIY 
RTLHTKSTEYTFFSAPHHTYSKI 
DHIVGSKALLSKCERTEIITNYL 
SDHSAMKLELR1KNLTQNCSTT 
WKLNNLLLNDYWVHNEMKAE 
IKMFFETNENKDTTNQNLWDA 
FKAVCRGKFIALNAHKRKQERS 
K1DTLTSQLKELEKQEQTHSKA 
SRRQEITKIRAELKEIETQKTLQ 
KrNESRSWFFERJNKIDRPLARLI 
KKKREKNQ1DT 


10817 


41185 


A 


10879 


1 


3921 




10818 


41186 


A 


10880 


1 


3988 


MTGSNSHITILTLNINGLNSAIK 
RHRLASWIKSQDPSVCCIQETH 
LMCRDTHRLKIKG WRK1YQAN 
GKQKKAGVA1LVSDKTDFKPT 
KIKRDKEGHYIMVKGS1QQEEL 
T1LNIYAPNTGAPRFIKQVLSDL 
QRDLDSHTLIMGDFNTPLSILDR 
STRQK.VNKDTQELN SALHQAD 
L I DI YRTLHPKSTE YTFFS APHH 
TYSKIDHIVGSKALLSKCKRTE1 
ITNYLSDHSAIKLELRIKNLTQS 
RSTTWKLNNL 


10819 


41187 


A 


10881 


2 


462 


YFTDRLRARLAGTPL/IMFGTIA 
RSGVR1VSREPLNRRAILI1ALSL 
AVGLGVSQQPLILQFAPEWLKN 

1 I CCniA A r^niT A f\/PQT a^hpa 
LLooulAAuOl lAlvrjLAUnrA 

LATNAQPMEAFLLHQTTFFQNL 
IRVKEAICSDQFNTTMFRGLQG 
NSACTKCNPRCLNELTPTE 


10820 


41188 


B 


10882 


16 


163 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10821 


41189 


A 


10883 


2 


1509 


rdevngcirlvydmystfgfek 

ivvklstrpekrigsdemwdra 

eadlavaleennipfeyqlgeg 

afygpkieftlydcldrawqc 

gtvqldfslpsrlsasyvgedn 

erkvpvmihrailgsmerfi\gil 

seefagffptwlapvq v vimn i 

tdsqseyvneltqklsnagirv 

kadlrnekigfknrsgelshlp 

pinqskprnfpsaalpqvpqpth 

lsqrpraspkppppdpervelsl 

eehremlegfyeeiskgrkptli 

lrtqlsvrvnailaslesvk.pl 

ytmalgllvkypdsalgqlri e 

stvdgsrlyitgngvlfqhvkf 

hafllylgytpqaarevrimqf 

chtlrefaleyrtcrervlqqq 

qkqatyrernktrgrmitete 

KFSGVAGEAPSNPSVPVAVSSG 
PGRGDADSHASMKSLLTSRPED 
TTHNRRSRDRHGPRGCQVCSA 
QPSLLRAVPVADMRALMTGKD 
CPPCPGKRLRGAELGPL 


10822 


41190 


A 


10884 


296 


757 


ISRFRRRALSPKAESSLSSILPRE 
KRSPSRTWILTPRRLFSLAISSKS 
AGNTLSSRIFK*KA*ACK*RGR 
V STRC Rl FLALFI VTIKHRLMM R 
STASNRQYS1SIWTILPCWSARC 
FSIKIAG1PAEPPRYLL1SPGILTG 
LKINFFTTVSFW 


10823 


41191 


A 


10885 


1 


519 


MGLPWQVGMGA1FWGAIGLLL 
LTIFRVRYWMIANIPVSLRVGIT 
SG1GLF1GMMGLKNAGVIVANP 
ETLVS1GNLTSHSVLLG1LGFFI1 
AILASRN1HAAVLVS1VVTTLLG 
WMLGDVHYNGIVSAPPSVMTV 
VGHVDLAGPIGNSLV/GCPYFAI 
LRRFSDGSGGLGRNQI 


10824 


41192 


B 


10886 


1 


3489 




10825 


41193 


A 


10887 


817 


1528 


WGSRDNRDEIRNTLVLDTLRLQ 

RVCAQRAFLVLFVLGKVTFEEL 

NFTFILVIQNVRGDTVEEPTVVR 

DNHRTARELQQGVFQRAQGFD 

IQVVGWFVEQQHVAANLSRCR 

LVNTPTQQVRFSTATFRVIWRV 

TPTAGKLSGGFLFK.MYGLPAA 

AIAI\GTLLNQKTARKWAVL*SP 

PALTSFLTGITEP1EFSFMFVAPI 

LYIIHAILAALFMWKFVPETKR 

KTLEELEALSNRJAAE 


10826 


41194 


C 


10888 


1 


573 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10827 


41195 


A 


10889 


2321 


2554 


WRK.RCVKVRNLSPLCLPDRKL 

tlpccsiairnciaklpvs*lwv 
alwgwvtgrlrlnliftltrk 
rqklsssqgsrw 


10828 


41196 


A 


10890 


1 


4350 




10829 


41197 


A 


10891 


137 


686 


kllelrskreagmlersssrmv 
tcsqwaatrnpvvalpiygfie 
rclvpfgllh1wnvpfqmqige 
ytnaagqvfhgdiprymagdp 

TAGKLSGGFLFKMYGLPASAIA 
IWHFVKPETRAKVGGIMIFAAL 
TSFLTG1TEPIEFSFMFVAPILYI1 
H A ILAGXWHSQS VFF WGCVTVR 
RSRTV 


10830 


41198 


A 


10892 


3 


3831 


SIGMMGLKNAGVIVANPETLVS 
IGNLTSHSVLLGILGFFIIAIL/AS 
RNIHAAVLVSIVVTTLLGWML 
GDVHYNGIVFVAPPSVMTVVGH 
VDLAGSFNLGLAGVIFSFMLVN 
LFDSSGTLIGVTDKAG\LADEK 
GKFPRMKQALYVDSISSVTGSF1 
GTFSVTAY1ESSSGVSVGGRTG 
LTAVVVGLLFLLV1FLSPLAGM 
VPGYAAAGAL1YVGVLMTSSL 
A RVN WQDLTES VPAFITA VMM 
PFSFSITEGIAL 


10831 


41 199 


A 


10893 


6 


146 




10832 


41200 


C 


10894 


1 


1197 




10833 


41201 


A 


10895 


1 


763 


MCSEKVAMCCDDDDDDDDDD 
DDDDDDDDDYSCSHGFWDFSY 
TWNTSIPQGHLGMGSPIKGLVE 
IRDKLGDRTQRVYIQRITGNGL 
EFENPCKQFRGLTRMYIRRLTR 
LSVQWYMVALERPVLQKYRY 
RG SKAHETSHSMSTVTSSNEKQ 
DN TR1DTQG ATNR/ V ATLRHRE 
TVLANEVAPYAATDNVLAAST 
DVGDVSWKLPVAQCFSPCFAV 
GTPLHTWQ/SGLLQECQQEHQQ 
VTDTQPYHCPIPKNVTPSPLK 


10834 


41202 


A 


10896 


2 


412 


LFEFTLDVKVRESPIL\FRDESM 
RTACSPDGLCSNGFGLELK.CPF 
TSRDFMKFRLGGFEAIKSAYMA 
QVQYSMWVTGKDAWFFANYD 
PRMKREGIHHVVVERDPQYMS 
DFNEMVPEFIEKMDEALAEIGL 
TVRELGI 
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SEQ ID 

NO: 


SEQ ID NO: 
ur peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10835 


41203 


A 


10897 




663 


ARGKKPPRRGKEDFWDLS1ATR 
VSVNP1KFPVEA*PFLKP\LQQV 
S\GPLGGRLPLP1PGNLLLQVAD 
GTLSLTGTDLEMEMVARVALV 
QPHEPGATTVPARKFFD1CRGL 
PEGAEJAVQLEGERMLVRSGRS 
RFSLSTLPAADFPNLDDWQSEV 
EFTLPQATMKRLIEATQFSMAH 
QDVRYYLNGMLFETEGEELRT 
VATDGHRLAVCSMPIGQSLPSH 


10836 


41204 


A 


10898 


377 


1077 


WRGQRCLASVFPRHPGAEGRG 
RPVFRAETIFL**SRRGLAR/TGR 
RKLPVKLKAADFPNLDDWQSE 
VEFTLPQATMKRLIEATQFSMA 
HQDVRYYLNGMLFETEGEELR 
TVATDGHRLAVCSMPIGQSLPS 
HSVIVPRKGVIELMRMLDGGD 
NPLRVQIGSNNIRAHVGDFIFTS 
KLVDGRFPDYRRVLPK.NPDKH 
LEAGCDLLKQAFARAAILSNEK 
FRGVRLYVSESQLKSRQ 


10837 


41205 


A 


10899 


591 


871 


VRGFPSGAEQLYG*SVSLLILLP 
NLSNSG/RTGFPVAPLPYSKSPS 
DFMSLL1STVPGSQL*QPIQRAE 
LVCTTCSP1VSAPTGQAPTQGAF 
SH 


10838 


41206 


B 


10900 


1 


1765 




10839 


41207 


A 


10901 


1 


1177 


MKSLI1VNPADC1GCRTCEVAC 

VVAHPSEQELNADVFLPRLKV 

QRLDSIKRFWEQMMRJVTAAV 

MASTLAVSSLSHAAEVGSGDN 

WHPGEELTQRSTQSHMFDGISL 

TEHQRQQMRDLMQQARHEQPP 

VNVSELETMHFPGMLFETEGEE 

LRTVATDGHRLAVCSMPIGQSL 

PSHSV1VPRKGV1ELMRMLDGG 

DNPLRVQIGSNNIRAHVGDFIFT 

SKLVDGRFPDYRRVLPKNPDK 

HLEAGCDLLKQAFARAAULSN 

EKFRGVRLYVSENQLKITANNP 

DQEEAEEILDVPYSGAEMEIGF 

fN Vox VMJJVLINAijrvCciN VK1VIM 

LTDSVSSVQ1EDAASQS\AAYV 

GMPMRLEGSPPLGNPEFQKISSP 

CALY1ALCSKARHHTGRYLGLC 


10840 


41208 


A 


10902 


527 


925 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


10841 


41209 


A 


10903 




1514 


MAFGLFWLIWILMSTITRG1DG 

MSLALFTEMTPPPNTEGGGLAN 

ALAGSGLLILWATVFGTPLGIM 

AGIYLAEYGRKSWLAEVIRFIN 

DILLSAPSIVVGLFVYTIVVAQM 

EHFSGWAGVIALALLQVPIV1RT 

TENMLKLVPYSLREAAYALGT 

PKWKMISA1TLKSAVVGNMTR1 

L\L RM A P I V VKTAPL LFT A LSNQ 

FWSTDMMQPIANLPVTIFKFAM 

SPFAEWQQLAWAGVRNLNFYY 

GKFHALKN1NLD1AKNQVCVC 

YNQCTESLVNGLYANAAHLVS 

VGQRSTGNSSVIKARQGSSIRP 

MIVKYSALCLCRMRSERF1RRT 

KHRKFDRLQCTCRPDKRSASG 

NLAFVISLRPVPLVAVVFALFA 

AFPMFSDVSIQLRHFIFANFLPA 

TGDVIQRY1EQFVANSNKMTAV 

GACGLIVTALLLMYSIDSALNTI 

WRSKRARPKIYSFAVYWM1LTL 

GPLLAGASLAISSYLLSKQWAI 

Dl DSVNRLGA 1 1 LTA L ITG DT 


10842 


41210 


A 


10904 


900 


1250 


WY ACDQCQTCLPDH A PEC A VA 
*AKTCCTA1ETGTYRQSGRERK 
QSAMVL*RVRVLL**RRETACH 
VRAGLL*S*GTALGGHYRRLQQ 
*NSTGRHAGSGGTPLRQRSSVV 
SSGVADG 


10843 


4121 1 


A 


10905 


626 


850 


LRFCLVFN1LSRYSLISTVQKFSP 
AMLNGTLPLEN1LH*LRNITAIM 
NLVIFHGLSA*SVCY1PGRGSV 
MSDRV 


10844 


41212 


A 


10906 


307 


858 




10845 


41213 


A 


10907 


698 


1115 


RIMVHATGLMKHASSPGCWDL 
NRRTRRCGVRRVTE*QRAS*KR 
*SVTTS/CIMPKPDGLTAAKNLA 
EAFEHYNEWHPHSGTRGRRAR 
FSVRATYAAGRLATIPGYRGGP 
LGLMCGQPNRKPTDGANERLT 
MIRAATAMSE 


10846 


41214 


B 


10908 




721 




10847 


41215 


A 


10909 


1 


2615 




10848 


41216 


B 


10910 


1 


1164 




10849 


41217 


B 


10911 


1 


1930 




10850 


41218 


A 


10912 


689 


1033 


RIMVHATGLMKHASSPGCWDL 
N RRTRRCG VRR VTE * QR-A S* K.R 
*SVTTS/CIMPKPDG LTAAKNLA 
E AFEH YN E WH PH\DG PEH S V FM 
PSR*APMTR*KIYSSPPYRSSQR 
AHRHA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10851 


41219 


A 


10913 


393 


686 


NPSQLWEAAPPQWKWIQGAGK. 
VSCQLSRAADQLGRQHHISDPC 
FSIVPLIL*FAAYFPINPAVLKLA 
PVALYADAIRYNARTPLQGSLL 
PLTRLVWA 


10852 


41220 


A 


10914 


1313 


2370 


RIMVHATGLMKHASSPGCWDL 

NRRTRRCGVRRVTE*QRAS*KR 

* S VTTS/CIM PK PDG LTA AKNL A 

E A FEHYNEWHPH RANPDAN VV 

SEDVLRESVGKSVVNLIHGVRD 

MAAIRQLKATHTDSVSSEQVD 

NVRRMLLAMVDDFRCVVIKLA 

ERJAHLREVKDAPEDERVLAAK 

ECTN1YAPLANRLG1GQLKWEL 

EDYCFRYLHPTEYKRIAKLLHE 

RRLDREHYIEEFVGHLRAEMK 

AEGVKAEVYGRPKHIYSIWRK 

MQKKNLAFDELFDVRAVR1VA 

ERLQDCYAALGIVHTHYRHLP 

DEFDDYVANPKPNGYQSIHTV 

VLGPGGKTVEIQ1RTKQMHEDA 

ELGVAAHWEI 


10853 


41221 


B 


10915 


1 


1556 




10854 


41222 


A 


10916 


1566 


1947 


RIMVHATGLMKHASSPGCWDL 
N RRTRRCG V RR VTE * QRA S * KR 
*SVTTS/CIMPKPDGLTAAKNLA 
EAFEHYNEWHPH/ECAGLSLAT 
GISAAAGL*WARRSFIQRDSRD 
PRYRAP1RIHPLPGANHLRQ 


10855 


41223 


B 


10917 




1571 




10856 


41224 


A 


10918 


2024 


2589 


QDMQNLLVLRETSVKPEYPGL 

KVPEAFR/RIQGRKG EPGEGAY 

VYRSAFSVFQKPRFSCALGGAI 

AASWAGGGAPSPCGRRAELPW 

GPGPVGVAQTVCPERPRRERRL 

RGEREEEAADKVMARRWRK.SR 

RRKRKEMEERMSPEETEGTNF 

DFAGEAVGQAERKGPAFSAAE 

ESFHEEEKRRRKEQSDLTF 


10857 


41225 


B 


10919 


690 


2724 




10858 


41226 


A 


10920 


3892 


4338 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10859 


41227 


A 


10921 


2573 


3473 


ANGARLALPPLGTFQGRQLRRR 
RPRWRRRRPGEASGPVMRLRG 
PRPGASAQPWDGGSQVAR*WC 
PFPSPQGWDGGSQGGQGDGAR 
FRTHRAKVQQDGDGR*DEADG 
VHRHAPLQGRLVLVQVGVADE 
REDDAGNEGLQHLQQPGYGGH 
1ASDLAGPGPGPGHFGGVSHTR 
DAGEEGGGDGVVPRTAVGQEL 
DIGGGVDDGGRJEAEEGRJAGEG 
DGEVAPRQGEAGLEPAQLHDE 
DDQGHGEAEAPGEHGPVAHGP 
RPGAHASHQREGHAGRHQLQQ 
AKETQGLCQGPRGPHDHGGPQ 


10860 


41228 


A 


10922 


819 


1274 


NPLPRLQLRRQLHLPSVRNCCQ 
TRRCGR*HRQRLRQ*ARRKLVR 
SVYFGSCLRQLLREEWK*Y*RV 
♦VLGWYSAVSTSSLPFDYCFLP 
NSDGYRRVVDPGSLSGHPFLYQ 
RYGWQHDDVHQPDLGLGPPGS 
LHPDPACFRCVLRNCGNLLA 


10861 


41229 


A 


10923 


720 


3546 


RDGRKPLQPDAARNCGGSQSQ 

RSGSRKRRGDRR1/TLMSLKTRK 

ANRW A* SFRRKM A A ISTP/RTDI 

ACAKYRYETLHADRVLYY1DS 

RQHQHLMQAWA1VRKAGYVP 

ESVPLEHHMFGMMLGKDGKPF 

KTRAGGTVKLADLLDEALERA 

RRLVAERTRYSAKSWKTVFRL 

VIGEQMIDVLGPEKRRRRTTQE 

KIAIVQQSFEPGMTVSLVARQH 

GVAASQLFLWRKQYQEGSLTA 

VAAGEQVVPASELAAAMKQ 


10862 


41230 


A 


10924 


764 


1227 


RJMVHATGLMKHASSPGCWDL 

NRRTRRCGVRRVTE*QRAS*KR 

* SVTTS/CIMPKPDGLTAAKNLA 

EAFEHYNEWHPHNPTLEWFLS 

HCHIHKYPSKSTLIHQGEKAET 

LYYIGKGSVAVLIKDEEGKEMI 

r evi \mr r^TifTM m ccrrncD 
Li> I LiNl^KjU I lUULULr bbUl^bK 

SAW 


10863 


41231 


A 


10925 


2467 


2653 


WLPFGLSHHNSPHPTSWGAN\G 
GFCQLLSMSVLIMHSGTLGAH 
WDFSPVIGLEANRGVGDGS 
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SEQID 

NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10864 


41232 


A 


10926 




860 


MSHQLTFADSEFSSKRRQTRKE 
IFLSRMEQILPWQNMVEVIEPFY 
PKAGNGRRPYPLETMLR1HCM 
QHWYNLSDGAMEDALYEIASM 
RL FARLSLDSAL PDRTTIMN FR 
HLLEQHQLARQLFKTINRWLAL 
GVMMTQGTLFDATIIEAPSSTK 
NKEQQRDPEMHQTKKGNQWH 
FGMKAHIGVDAKSGLTHSLVT 
TAANEHDLNQLGNLLHGEKQF 
VSAMPATKEPQREELAEVDVD 
LLIAERPGKVKTLK/TESAQ/GT 
KRPSTSNT*KPASVPGWSTRFA 
SSSGSSAS 


10865 


41233 


B 


10927 


754 


910 




10866 


41234 


A 


10928 


2395 


3454 




10867 


41235 


A 


10929 


1 


1377 


MSCMTPASDGTF1SIDDEEAKQ 

FRESVVEWLMTNHPHDCPVCE 

EGGNCHLQDMTVMTGHSFRRY 

RFTK.RTHRNQDLGPF1SHEMNR 

CIACYRCVRYYKDYADGTDLG 

VYGAHDNVYFGRPEDGTLESE 

FSGNLVEICPTGVFTDKTHSER 

YNRKWDMQFAPSICQQCSIGCN 

I SPGERYG ELRRIENRYNGTVN 

HYFLCDRGRFGYGYVNLKDRP 

RQPVQRRGDDFITLNAEQAMQ 

GAADILRQSKKV1G1GSPRASVE 

SNFALRELVGEENFYTGIAHGE 

QERLQLALKVLREGGIYTPALR 

El ESYDA VLVLGEDVTQTG ARV 

ALAVRQAVKGKAREMAAAQK 

VADWQIAAILNIGQ\HPLFVT/N 

VDDTRLDDIAAWTYRAPVEDQ 

ARLGFAIAHALDNSAPAVDGIE 

PELQSKIDVIVQALAVFRLVIGE 

QM1DVLGPEKRRRRTTQEKIAN 


10868 


41236 


A 


10930 


19 


586 


IAALLKDKHPAMLLLAATKRG 
KALAARLSVQLNAALVNDATA 
VDIVDGHICAEHRMYGGFAQE 
KINSPLAIITLAPGVQEPCTSDTS 
HQCPTETVPYV/APRHEILCRER 
RAVKAASSVDLSKAKRVVGVG 
RGLAAQDDLKMVHELAAVLN 
A E VGCSRPIVA EG EN WMERH AQ 
HKSWNPLSWAPLGSQAHP 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10869 


41237 


A 


10931 


1 


1364 


MLRILCLALCSLLTGTRADPGA 

LLRLGMDIMNREVQSAMDESH 

1LEK.MAAEAGKKQPGMKPIKG1 

TNLK.VKDVQLPVITLNFVPGVG 

IFQCVSTGMTVTGKSFMGGNM 

EIIVALNITATNRLLRDEETGLP 

VFKSEGCEVILVNVKTNLPSNM 

LPKMVNKFLDSTLHKVLPGLM 

CPA 1 DA VL VYVNRKWTNLSDP 

MPVGQMGTVKYVLMSAPATT 

ASYIQLDFSPVVQQQKGKTIKL 

ADAGEALTFP/RGVMPKA/PPQL 

LVPATFLSAELALLQKSFHVNI 

QDTMIGELPPQTTKTLARFIPEV 

AVAYPKSKPLTTQIKIKK.PPKV 

AM KTGKSLLHLHSTLEMFA AR 

WRRKAPMSLFLLEEHFNLKGQ 

HSLHENQLQMATSLDRLLSLSR 

KSSSIGNFNERELTGFITSYLEE 

AY1PVVN DVLQ VGLPLPDFLAM 

NYNLAELDIVELGGIMEPADI 


10870 


41238 


A 


10932 


1 1 1 


415 


VSALSLLLHRAPRCRRPSLPPLQ 
DAGLHGWEHGVQRGRGPAAH 
RDPV*EGWHHSGHLAQGHSEG 
* PCG DSETPAGREG KTAGHRTG 
RCGCRQEQTEGAQQD 


10871 


41239 


A 


10933 


2 


219 


FLGGEGV1FPRGWWGAAMRFV 
STGSRHTTP*GSEKSAGPHTQW 
HQNSK*ATSETRLHSCASEGIVP 
AGCRPY 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10872 


41240 


A 


10934 




2358 


VPMVVVPPVGAKGNTPATGTT 

QGKKAEGTQNQSKKAEGAPNQ 

GRKAEGTPNQGKKTEGTPNQG 

KKAEGTPNQGKKA\EGTPNQG 

KKA EGA HNQGKK V DTTPNQG 

KKVEGAPTQGRKAEGAQNQA 

KKVEGAQNQGKKAEGAQNQG 

KKAEGAQNQGKKAEGAQNQG 

KKAEGGQNQGKKTEEAQKQG 

KKAEGAQIQGKKNEGAQTQGK 

KAEGAQNQGKKNEGAQTQGK 

KAEGAQTQGKKADGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKADGAQNQGK 

KAEGAQNQGKKAEGAQNQGT 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGK 

KVEGAQNQGKKAEGAQNQGK 

KAEGAQNQGKKAEGAQNQGQ 

KGEGAQNQGKKTEGAQGKKA 

ERSPNQGKK\GEGAP1QGKKAD 

SVANQGTKVEGITNQGKKAEG 

SPSEGKKAEGSPNQGKKADAA 

ANQGKKTESAFVQGKNTDVAQ 

SPEAPKQEAPAKKKSGSKKKGE 

PGPPDADGPLYLPYKTLVSTVG 

SMVFNEGEAQRL1EILSEKAGII 

QDTWHKATQKGDPVAILKRQL 


10873 


41241 


A 


10935 


967 


1574 


SLKCL11SLSPVHSYPGKRPEVSF 
SPIN SGQPPN YEMLKEEHE VAV 
LGVAYNPAPPTSTVIHIRNETSV 
PDHV/VLVPVQHSLHEP\CCLGF 
IAFA YSVKSRH RKMVGDLTGA 
Q/ALCLHRQVPEHLGPDFGHPH 
DHSAHHHPSVDLPSLPSSFLLLF 
LFLFLPALQLLFLSFSLVFFFFFS 
FFPLFQRLELWGWGEWDHHST 


10874 


41242 


A 


10936 


3 


370 


RVATIVDIWEKSISGKKNSQNL 

r ViNrCULLir lAr A Y o VrJjlvlJK.lv 

MVGDLTGAQA/LCLHRQVPEH 
LSPDCGHPHDHSAHHHPGVDL 
PSLSIDQEASSRPGARALQDGA 
WASVFPSVQWEQQGW 
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SEQIl) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10875 


41243 


A 


10937 


76 


614 


PDRRWSSLDTMNHTGQTFFSPV 
NSGQPPNYEMLKEEHEVAVLG 
APHNPAPPTSTVIHIRSETSVPD 
HV/VLVPVQHPLHEP\CCLGF1A 
FAYSVKSRDRKMVGDVTGAQ/ 
ALCLHRQVPEHLGPDSGHPHD 
HSAHRHPSADLPGLWIDQEASL 
RPGALPMTCIPRTPTSIPRPAPR 
GQELCP 


10876 


41244 


B 


10938 


695 


1011 




10877 


41245 


A 


10939 


410 


5501 


EAKTHKSVVMTDPLLDSQPASS 
TGEMDGLCPELLLIPPPLSNRGI 
LGPVQSPCPSRDPAP1PTEPGCL 
LVEATATEEGPGNMEIIVETVA 
GTLTPGAPGETPAPKLPPGEREP 
SQEAGTPLPGQETAEEENVEK.E 
EKSDTQKDSQKAVDKGQGAQR 
LEGDVVSGTESLFKTHMCPECK 
RCFKKRTHLVEHLHLHFPDPSL 
QCPNCQKFFTSKSKLKTHLLRE 
LGEKAHHCPLCHYSA VERNAL 
NRHMASMHEDIS 


10878 


41246 


A 


10940 


446 


1704 


GGPDMDARAPAVGGSCHQHGP 

SGAPGP/CIGRMES/EVGVRDHA 

IPEGARCNRFRKETTEGPLHCSR 

CGLLCPSPASLRGHTRKQH PRL 

ECGACQEAFPSRLALDEHRRQQ 

HFSHRCQLCDFAARERVGLVK. 

HYLEQHEETSAAVAASDGDGD 

AGQPPLHCPFCDFTCRHQLVLD 

HHVKGHGGTRLYKCTDCAYST 

KN RQKITWH SR I HTG EKPYHCH 

LCPYACADPSRLKYHMR1HKEE 

RKYLCPECGYKCKWVNQLKY 

HMTKHTGLKPYQCPECEYCTN 

P\ADALRVHQETRHREARAFMC 

EQCGKAFKTRFLLRTHLRKHSE 

a /pwrwurHP a fpu/ a a ni p 

Alxrl vLINVLnKArKWAAuLK 

HHALTHTDRHPFFCRLCNYKA 
KQKFQVVKHVRRHHPDQADPN 
QGVGKDPTTPTVHLHDVQLED 
PSPPAPAAPHTGPEG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10879 


41247 


A 


10941 


1 


944 


MSILLTSIARQSRDKRTRLGHK 
QRILAGLGSNHPIRRNLQGLRR 
FALVDRQLVVQNVVTRWCRM 
VYQSAANVF1QHRPISHDERVQ 
QRGTAITMMVQQAQWAERGK 
SGLSGVAIGPAVDTSALQAQLR 
ETLPPHMVPVVLLQLPQLPLSA 
NGKLDRKALPLPELKAQAPGR 
APKAGSETI I AAAFSSLLGCD VQ 
DADADFFALGGHSLLAMKLAA 
QLSRQVARQVTPGQVMVASTV 
AK.LATIIDAEEDSTRRM/WIRNH 
SAVA*R*WPDAVLFPSCVRFCL 
AVQRALALSRSTMVDYRHSVT 
APQWPHADGGKPG 


10880 


41248 


A 


10942 




939 


MRTILTI D 1 QLRYPRRPG AFGTH 

TFLKCAFSNKQRRFTVKRFAFL 

AARYPASQEMPPVRHGHAVAA 

AIPCGNVPANGNTPARYKGQC 

GLCSSTLQDALRDF1QVAHTCEI 

PLMPACFGLADDKLWRWLNE 

KLPCSLMLLPTLPPSVLGIRLQN 

QLQRKIVLFGGVWMPGDEVK.K 

VTCKNGVVNEIWTRNHADIPLR 

PRFAVLASGSFFSGGLVAERNG 

I REPILG L D VLQTATRGE WY K G 

DFFAPQPWQQFGVTTDETLRPS 

QAGQTIEN LFAICVSMLGGFDPI 

AQGCGGGVCAVSALHAAQQIA 

QRAGGQQ 


10881 


41249 


A 


10943 


25 


479 




10882 


41250 


A 


10944 


2 


453 


APSRTSGSSVGLQGSYVLDVDG 
REFGCERVKG * FL VHRAG H L/L 
TLWLFSSQINKMEWWSRLVSS 
DPEINTK K I N PENS K V SPG WLG 
ELQQEGEGPRCFQSFTDSCHCL 
PS\LSDLDSETRSMVEKMMYDQ 
RQKSMGLPTSDEQK.KQEILKK 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10883 


41251 


A 


10945 


3 


1110 


RDPQERRERGTRVQSSGTW1GA 

GAMGGEQEEERFDGMLLAMA 

HQHEGGVQELVNTFFSFLRRKT 

DFFIGGEEGMAEKLITQTFSHH 

NQLAQKTRREKIARQEAERREK 

AERAARLAKEAKSETSGPQIKE 

LTDEKAEKLQLEIDQKKDAEN P 

EAQLK.NGSLDSPGKQDTEEDEE 

EDEKDKGKLKPNLGNGADLAQ 

*RLNPDPCRELDLAVPF\CVNFR 

LKGKDMVVDIQ/RRQHLGVGL 

KGQPA1IDGELYNEVKVEES\SW 

LIEDG\KVVTVHLEKI'NKMEW 

WSRLVS\SDPEINTKK\INPENSK 

LSDLDSETR\SMVEKMM\YDQ\ 

RQKSMGLPTSDEQKK\QE1LK\K 

FM\DQHPEMGFFPKAKFPTNPC 


10884 


41252 


A 


10946 


50 


426 




10885 


41253 


A 


10947 


1 


942 


QVWKQNCFKHYSNETDNSTTQ 
LVGLQTLQVVVPSLILCEHCMN 
FSSPHVWCCLVQAVPGGQGQT1 
MQVPVSGTQGLQQVSN1*KY*A 
VYQRRGFKE*11TTYQTQQI1IQQ 
PQTAVTAGQTQVIPLALSHRSK 
TDLEESDN*VRYFPVNADGT1L 
QQGKCTH KLP* DFLGQLFCPLD 
N*HLSSSGQGTVTVTLPVAGNV 
VNSGGMVMVRKCIFQLCL*NF 
LEHAT*CLLKFEPLYVNAKQYH 
RILKRRQARAKLEAEGK1PKER 
RVCITLGRI*ERRIAGFYF*NYLL 
YPKEKDSPHMQVGRHIHF1LLF1 
TLY 


10886 


41254 


A 


10948 


24 


378 




10887 


41255 


A 


10949 


15 


658 


QRPNAAQTQPSRGCQLSAPARA 
GRFHPQSCRPSRVGCKGHVCIP 
G DRSL ALWPPRLGCG E* TSS AL 
DSQGILVSNFPHEGS/PTPQQSG 
LKTGRILLNHGRRRLKVSQSEG 
RF LE VG WKQ RGPTAH RTH SN R 
TRRRHALSTGGDTGRARNARS 
GGGRSPRSSLPAASSTPGVCWS 
PRMSQA RQPPSCRRG VPRRPEM 
LRSLSPSCQICVCVRFRH 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 


SEQIDNO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10888 


41256 


A 


10950 


1171 


1639 


PMALWADGRARHKVGTECEC 

GMHPGLKCSGRTLGSQTMLAT 

TPCDSPT* I/SNKNGLRSV/SYR* 

CLINALWLFSISPHILVRCGTESS 

*LLPSLVPSWLP*LVRVR\PLPT 

GWC*IPSCLKP\PPTWSSHHSPQ 

RLP*NPATLVCLQNGTARSHSS 

TPV 


10889 


41257 


A 


10951 


2 


357 


HERLLNPGRETDWATCYSETAS 
CSVA*ATVQ*HDHGSL*PQTPG 
LK WFSHFSLPSS WDYRH VPPCP 
ETGPCPVTQDGVQWSYHGSL*P 
QTPRLKQSYHVSLPSSWDYRW 
EHPVAGKQA 


10890 


41258 


A 


10952 


15 


578 


IQTTPKGRRTKPCHRQKRT1VTP 
RQSTPRSM RGKDTRSKQRDETT 
E*TTRAQDTNKEGATQDRTETA 
RRTQSNMEKEKPNQHNRKRKD 
RDSRKDKGHERETKNTERNRT 
KRREKRKDNKHNEAKSQRQTR 
KK.KETKETATRKREEPSNSCSM 
HPFQ1SWLHSVGDNGRRDQLLC 
QGFHLYYLMCFPQ 


10891 


41259 


A 


10953 


2 


369 


DIDPTG LQSQG SPKGQDPPLMF 
SEDYQKSLLEQYHLGLDQKLR 
KYVVGEL1WNFADFMTNQCQP 
KTTPSV1LFLPSCEEPQANKATL 
VCLMNN/FYPG1LMVTWKADG 
TLITQSVEKTTPSK.QS 


10892 


41260 


A 


10954 


1 


417 


FGTGPSASPRTSFRHQCGH*PH 
WTAVTVDSQGAGQPKTTPSVIL 
FLPSCEEPQANKATLVCLMNNF 
IPGILMVTWKADGTLITQSVEK 
TT/PSKQSNNKYVASSYLSLTPE 
\SWRSRRSYSCQVMQEGSTVEK 
SVAPAECS 


10893 


41261 


A 


10955 


113 


767 


GPMRPGTGQGGLEAPGEPGPN 
LRQRWPLLLLGLAVVTHGLLR 
PTAASQSRALGPGAPGGSSRSS 
LRSRWGRFLLQRGSWTGPRCW 
PRGFQSKHNSVTHVFGSGTQLT 
VLSQPQ/ALTPSVILFLPSCEEP\ 
Q ANKAVTL VCLMNDF YPG 1 LTV 
TWKADGTPITH\GVEKTTPSKQ 
SNN K Y V A SS/YTLSLTPEQ WRS 
RRSYSCQVMQEGSTVEKSWAP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10894 


41262 


A 


10956 


1 


344 


GSAAGQVQQQQQRRHQQGKV 
TVKYDRKELRKRLVLEEWIVE 
QLGQLYGCEEEEMPEVE1DIDD 
LLDADSDEERASKLQEALVDC 
YKPTEEFIKELLSRJRGMREN*A 
PPPK.KSV 


10895 


41263 


A 


10957 


3 


349 


TMNNMRGQILLLFLLIWLWNR 
YGQLVGSSEKHKIASQLELIQS 
QFHYCVTLDKLLNFSEPVHVK 
QEQLLSVCSEKEVTEVKVLALV 
NHVGSKCCFLIFCSGPS*PKFSV 
SQVFSD 


10896 


41264 


A 


10958 


998 


1383 




10897 


41265 


A 


10959 


39 


402 


TDHIMREYKLVVLGSGGVGKS 

ALTVQFVQG1FVEKYDPTIEDS 

YRKQVEVDCQQCMLEILDTAG 

TEQFTAM RDL YMKNGQGFAL V 

YSITGQSTFNDLQDLREQILRG* 

RTREDV\PM1LVGN 


10898 


41266 


A 


10960 


25 


739 


YKKNFDISLLSVKCETCTHMLT 
SSSL*C*NLICRSLFLIDFNL*AG 
FV1*VGFTAQSTFNDLQDLREQI 
LRVKDTEDVSIFSLCKMLCHLS 
VAK*KSACFQNLARQWCNCAF 
LESSAKSK1NVNEVTYNCWAA 
QTSAFLVCFKLTARLLALSITNV 
SSCTGWGVQRSHQDQGNSKHA 
ASSVWKVGFG1VRLGTGTCLSS 
LERGYMCMEK.EMFDPYTPSRV 
LKPRSEALELFGPLKSLT 


10899 


41267 


A 


10961 


946 


1424 


YFRFLCV1FCSFLLRCLVSRVLL 
YPMLIAE1PRVQGRGGPSWPGL 
GGRLLKELSRLLTFLKVRKLSIL 
SGWREVPLGQPSLTEPP/PPAPP 
HPGPGSWLASASAPHLSQPPAA 
GPAGQPPSPGSPVPGGCSLALP 
VTSVLCLEPPALK.PAAASAPVV 
AVH 


10900 


41268 


A 


10962 


1 


148 


TALQEFGTRSGIPALGCPPPDP* 
PPPGSCPPPEPQLLSVGEPSRCS 


10901 


41269 


A 


10963 


10 


233 


LGAARRAQLLESWPRA\PPPAR 
LH ACHLQP/LPRTPKVHTS * PTQ 
QQGGFSLCLKKKNVPVSVEMIC 
SSARLKLTE 


10902 


41270 


A 


10964 


1 


331 


RPLLLSTLCWELRAALSYWRA 
GRAPPPPARLHAGPASGFWVLT 
PSGGEEGEPRTHLWGGGGRRG 
GGRKKKD*GGQGRGAGGFATF 
SPPANAPRLHTSLTNSSARWIFL 
CV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10903 


41271 


A 


10965 


4 


1023 


fpragekpytceesgrafnqs* 
tltthmtihag*kpykceecgk 
afyrf'syltkhmiihtgetfyk 
ceecgrgfnwsstltkhnriht 
gekpykceqcgkalnessnlt 
ahki1htgekpyk.ceecgkafn 
rspkltahkvihsgekpykcee 
cgkafsqssiltthkr1htgekp 
ykceecgkafnrssnltkhkii 
htgeks ykceecg icrtpkma v 

FSQCHQVLKITNIHYPSS1ATIVH 

GDRAQSHVDICTLGDKASGAI1 

GTAFYTTQCEQRAYNETAVSR 

YTISRPPSHHGGDSETTEFSPAI 

GRCNGVHKSWGSNRCSDRWRS 


10904 


41272 


A 


10966 


1 


290 




10905 


41273 


A 


10967 


1 


1508 


MSWAARPPFLPQRHAAGQCGP 

VGVRKEMHCGVASRWRRRRP 

WLDPAAAAAAAVAGGEQQTP 

EPEPGEAGRDGMGDSGRGECP 

SRRAGEPVTALSATPPPPPFPV1S 

SSMGSPGLPPPAPPGFSGPVSSP 

QVRGCDQLTAWPLSFSCFPCNP 

VLGVRGLHCPPPPGGPGAGJCRL 

CAICGDRSSGMWLRG*TERESL 

GHVSSPVG*DLTYSCRDNKDCT 

VDKRQRNRCQYCRYQKCLATG 

MKREGKDPPCPGVLDHMPFSLI 

PLRPPEEMPVDR1LEAELAVEQ 

KSDQGVEGPGGTGGSGSSVSV 

GVNPLSFVMGVGGGSLGLWAK 

R1PH FSSLPLDDQVILLRAGQ* P 

WIPLTS*HLTPL*LPDLFLATGL 

HVHRNSAHSAGVGAIFDRSVA 

LG*AGM*IEGVGL*AGPCLRA1I 

LFNPGKRR1TFVSQGQGNLGAS 

SSPMETYCKQKYPEQQGR*DG 

AGGH*GSLGGGECYEDVFLFFF 

KLIGDTP1DTFLMEMLEAPHQL 


10906 


41274 


A 


10968 


945 


1131 


MICTVAISYVLFVDVYISLLSAT 
CSPKPQGSAVFQHD*VSPGI*NG 
SERCCSRDRHRQFLW 


10907 


41275 


A 


10969 


37 


332 


AEGIRTIQGTENIFCKVVWGRQ 
VSLSQTNTLEGQSNDHGCQLR 
KRTF1STFTAHYSRFFLQRF/VFP 
YTGFEKCQSTAWKPRYLLSHS 
VKGKRNLHPA 


10908 


41276 


A 


10970 


137 


283 




10909 


41277 


B 


10971 


1 


624 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10910 


41278 


A 


10972 


3 


618 


KTQDPAKAPNTPD1LEIEFKKG 

VPVKVTNVKDGTTHQTSLELF 

MYLNEVAVAQHGVGRIDLGDN 

RAFIGMKGRGIYYTPTGTILYHA 

HLHIEAFTMDREVRTIIQGLGLK 

FAELVYTGFWHSPECELCRHCI 

AKSQERVEGKVQVSVLKGQVY 

ILGRESPLSLYNEELVSMNVQG 

DYEPTDATGFININSLRLKEYHR 

LQSKVTAK. 


10911 


41279 


B 


10973 




1102 




10912 


41280 


A 


10974 


748 


1396 


LYLQRPFFQI RSSLQVLGHRQIF 
PQSPRCLHLAPPPLMRHSHRSPT 
WY*FSPRRTQQSRPVSAQPLGS 
CGG1QPAPPPVTQPSQLSPPRGS 
R*LGSDGAGTQPRHVQNPCPLT 
CVHM*SPPPPCLNLQARCPQSL 
RAKVVPAVEQRARVGHVESPG 
SHCWLEREPEVGSGPQQGQRPL 
PAGAAD*CLGAFWQTHLDLGD 
SLISCSHDLQGWQLSQA 


10913 


41281 


A 


10975 


1 


846 




10914 


41282 


A 


10976 


2 


851 


WNSAELGRGGPGAGGAGV1GM 
MRTQCLLGLRTFVAFAAKLWS 
FF1YLLRRQIRTVIQYQTVRYD1 
LPLSPVSRNRLAQVKRK1LVLD 
LDETL1HSHHDGVLRPTVRPGT 
PPDF 1 LK V V1DKHP VRFF\ VH KR 
PHVDFFLEVVSQWYELVVFTAS 
MEIYG\SAVAD\KLDNSRSILKR 
RYYRQHCTLELG\SYIKD/LSLV 
VHSDLS\GIVIL\DNSPGA\YRSH 
PGYGGR\DNAIPIKSWVSVTPS\ 
DTALLNLLPMLDALRFTADVRS 
WLSRNLHQHRLWVTACFPLPP 


10915 


41283 


A 


10977 


25 


153 




10916 


41284 


A 


10978 


1 


741 


MMSFDSMSHIQVMLLQEVPSS 
YPASKKNEA/PQTSGGGPGTPR 
KGLGE/PAVVPMSPAVGT/PALT 
QCHGPHAEDDLEEPILTTDPVA 
RDCPLDLLMDGK.TGA1ISSLLHS 
NCLPAPFCQCSHAVKWQLKTV 
HSCCPLGEVQPQRRCVIATAKE 
KGIGVKHHCNIHSDNVNSIITAT 
VAAHQQQQLPQNGNNSGIKNN 
QNSSENTVTNNSKNISNHUCRN 
SSKNSKSSSSSSSNNNKNSSNTl 
NSNNKAR 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10917 


41285 


A 


10979 


1 


669 


MMSFDSMS1 1IQVMLLQEVPSS 
YPASKKNEA/PQTSGGGPGTPR 
KGLGE/PAVVPMSPAVGT/PALT 
QCHGPHDEDDLEEP1LTTDPVA 
RDLTMPTAASQHLQKQCLEHH 
HYFHSYNINSDITVSRNNISSIIT 
TPVHHCNIHSDNVNSIITATVAA 
HQQQQLPQNGNNSGIKNNQNS 
SENTVTNNSKNISNH1ICRNSSK 
NSKSSSSSSSNNNKNSSNTINSN 
NKAR 


10918 


41286 


A 


10980 


3 


980 


1ESPGPFPPGLQRPVPHRGEFCL 

RCTSSEALPCFYSWTVTFSPWT 

VAAAQGQPRPGPASRTLLLATQ 

SEIAAAELGPGSWGGPSSCPSE 

QSSHGPPASS*AAPLQTGRRLRS 

RAS*RSGAPSVAALPAPLSRPQE 

RHPSVSASRSGHPPGPCPSPPPP 

A ARP VQPS PCRAPPG S A AGRAR 

APHA*AAPGSWLSSAGAAARR 

WPFQTAKGSGS*DRPGRPGPDA 

PAAPPGWHRAPPSGSSSGAGTG 

RH PQPFG RPRRRTP A P Y A A PC A 

FVATLVFS*LLIFGGAFSFPALS 

HCPTSA*LKRLLSEPAPIAFPFG 

LHPGTLLSR<\SE 


10919 


41287 


A 


10981 


1 


5229 




10920 


41288 


A 


10982 


1 


7044 




10921 


41289 


A 


10983 


1 


3228 




10922 


41290 


A 


10984 


10 


209 


TLSGGEPQRLEAERRARLQDEE 
RRRQQQL E* MRKRE AEDRARQ 
EEERRRQEEERTKRDAEEKVM 


10923 


41291 


A 


10985 


293 


363 




10924 


41292 


A 


10986 


3 


434 




10925 


41293 


A 


10987 


3 


1536 




10926 


41294 


A 


10988 


315 


993 


VPVAP1FHFSHFSPAPTVFTQSR 
QDSMQCILRQHCHLILISRSSSL 
VPAGLRG AM A F AL A I R DTA S Y 
ARQMMFTTTLLICPELLALLLS 
LSHSRSLLLHGYHGPS*YALFFS 
LSFSLVTWVGAKPGRYQSLIFV 

V V VvjU 1 rl^lNt^crLrvtcL'oL'rlL 

TEGDLTLTYGDSTVTANGSSSS 
HTASTSLEGSRRTKSSSEEVLER 
DLGMGDQKVSSRGTRLVFPLE 


10927 


41295 


A 


10989 


3 


320 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10928 


41296 


A 


10990 




582 


GPPTPRRPRPLPSSLPSRRSRDPP 
RIPLCA*FPQTRKQ1ARSEPD*T 
WASQSSTSIPRIWRFVHA*KFST 
APLTATPPPGKMCSAGCRETVK 
TT*PPLRGGPAPFLLPSRAVARG 
TRPGFRSALSFRRPGNRSRGVN 
LIKLGLRSPPPPYPGFGGSYTPE 
NSQPLPSLLLHPLEKCALRDAE 
RQLKPPDHHLMVAWLIPDVWN 
GEGEPSPSHTRHSLRASSSNYV 
LRAPEGNLLARRLPRETAINLQ 
PKACYKTLSHPESFSHFYNQFC 
PRRHQWLPAQPPGHFFLG 


10929 


41297 


A 


10991 




338 


NSPSRPRSSQRGVAGRRSEAGP 
VAVP*GGPKK.GRGC*GNGRWG 
QRPRWMLRASGSGESTTPACSA 
ENRHAS*RKKRKRPGQVSWEE 
TEETRSGHSQPRGHAEPLLHRP 
QRR 


10930 


41298 


A 


10992 




226 


TILSS* SSSSSSSPSPSPSPSPSPSP 
SPSPSPSPSPSPSPSPSSSFFLRWS 
PALFPRSLSFSLFPGTGTPFSCP 


10931 


41299 


A 


10993 


24 


489 


KEYLVRTK*QKGKG ENPLVK.IT 
FRPPPGLRTYPSAPWSARSTYG 
RAAAVWRPHSPSAPRRGTHPW 
PAGHRGQRASGEGVGTHTHAH 
MSSVCACSTHTCWSRNCKDPR 
EDRGRGLTVLLEAAVCNSCLLL 
VLKTPRNPQLPILYTDSDTKSST 
GNP 


10932 


41300 


A 


10994 


1 


1491 




10933 


41301 


A 


10995 


140 


308 


RNV1KLKGWSRPSKQQDNPTLR 

PGPPSPAGGFQQLLMRMRRPLA 

GGGKSWGIAHFYKPLQRERRA 

GAECGLARQVRAEVTKWIGVN 

RRPRKRKRMEKEEVFEKLLPD 

QLGLLLEHLLEQKTLSPRTLQS 

LQRTYHLQDQDAEVRHRWCEL 

IVKHKFTKAYKSVERFLQEDQA 

MGVYLYGELMVSEDARQQQL 

ARRCFERTKEQMDRSSAQVVA 

EMLF*RGQDRFSLKKCDKVKG 

MVKTQQATGQPDSPPRPALTG 

RRVPATADADEKAFGGWRKIL 

GYRTFL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


10934 


41302 


A 


10996 


219 


688 


RRMHAYVSLDPLERPPFFFFFLF 

FFFFFFFLRRSFALVAQAGVHW 

RDLGSPQPPPPRFK*FSCLSLPSS 

WNYRHAPPRPANFVFLVETGL 

QLPTSGDLPASASQSVGITGVS 

HCAWPGNWLLKETRCGSSVGR 

QITGP1TPDA WVDPG I PDRYLQ 


10935 






10997 






FFFFFLRQSFALVAQAGVQWRD 
LCSPQPPPPRFK*FSCLSLPSSW 
NYRHGPPHPANFVFLVEMEFH 
HVGQACLKLLPSGDPPALASQS 
AG1TGVSHRA 


10936 


41304 


A 


10998 


2 


438 


APSVRSGNERDLARDEEAQETQ 
VRGCHASGG\CTPAATAGASPP 
AWAGRRGTGQRLRSQPRQTGR 
QPPRVQPLAPPPGAPAPLPNPQ 
NCRRKTRSHPRFWAGTLAPGPC 
PGLWCLPGLVQVDVLAAGRCD 
HLSCLPPLCPQAFLL 


10937 


41305 


A 


10999 


2856 


3044 


GAATGEGGCCRLPGHPALAST 
A*A1PCRGPRVQETSPPPVLGW 
DPGSRAMSRALVFAWVGAG 


10938 


41306 


A 


11000 




908 


GLGDPGVPVLRSGGLGPPADLK 

GDQAVAE*LHEASGVTEHHPS 

AQPGPGGEAAEPAHLIV*EPEG 

G SPGHPGGGPGHPG * SEGPAGG 

KPGPAGGGSAQGCRRSSEPSGT 

*SGRSPR*GPHGHPDCRTHPAR 

EGAQVHSRSPLPGGAPVRRGCS 

QGPEQRLQQEDFLRVQQLSAA 

G PLRPQL YPQV WLCPDEHQLLE 

QYPRSYFSERIDVFKPCGVQQG 

CPVLDRASSKISPEDAAGSVVR 

LRSLWAASGLQQGASGLATFL 

QLLTCGVLWPDEELVHLLLDE 

VVASAALRCPDPVPMEPTCG 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 


10939 


41307 


A 


11001 


218 


990 


VLQLLKAMRLELFLPPGGFMV 

LLASGVKLQTFATQVPSWLHP 

VDPSPGLEVELPASPVQCAHTP 

QPLGGRWDWVPWSRGQRSSG 

RLGPHGSPWRRWEAQAWQPA 

GPKPCPVGS*GPVRNRGQRRW 

AGTAGDPVHPPQPLAQVLSPSL 

PGADRAGQLLRVQGPPSPCPPG 

TPAGPQGRCAAPVPTGVSPSTP 

PCKLREQA PAL ASPERG SHSAA 

VG*RAPQVLPKW*PELMFRWV 

RSFFLLVGSWLTSGVKLHPFVV 

SVTALKGDASGVIPSSRWVHGL 

AGLRCEAADLRDSGAQLASPS 

GSLTRTGGGAACQSRAVCPHSS 

AFGWSMGLGAMEQGAAL1GEA 

RASREPMEEVGGSGMAACRSQ 

ALPRGQLRPSEKSRAAPVGWH 

CWGPSTPSAATGPGAKPLIARG 

RQGRPAAQSAGPAKPMPTRNSS 

WPARAVRSPGSHWRLSLHTSL 

QAERAGSGLGQPRKGLPQCSSG 

LKGSSSAAKVVAQAEEAQRAS 

EGCEDYLARCHLSIRKMRRRN 


10940 


41308 


A 


11002 




644 


EPPGPTGPPSPQSPWHPGLPGR 
WSSTHVVFTHLHLAGPGWSCD 
HRWMGKQLPVSLSASGVQGVP 
RFRSQDMYQSSRNKFPSGAAH 
VPQEWAVPWKNQGNTHQSSRP 
SESGCCAQAEGSNQCHQRQEA 
AGPSRLSLPDGGRRLETPRHPN 
GPWYWNNSPQRLN*WRRGDPS 
WPEPQGKPHTGGARVPACQRR 
EICLSPFRG PRRRQKENIYEYL 


10941 


41309 


A 


11003 


202 


438 


FHGHPAPGEMRGWPRVTKRSP 
AQSGKTAHFPPGSPGPPDTSTESI 
FRRA WKAPGFPG RG RTADPET 
ARCGAWDEIVEPV 


10942 


41310 


A 


11004 


520 


1094 


GPLSQCPPLPRLLPPLGVYSKGR 
APHADTHSPGHRRTHAHAQPA 
AAAATATR*QRRRRLPPRRTPF 
RRPAARPDRRVPAHSSAVLPRP 
GKPGAFQALRKMDSVDVSGGP 
GEPGGKLGFARLRRAPPDRLPG 

L/rOk>r1or^ I v^oL,orMAriiN V Dor 

LESATSLLGLLRRSWFCFTWQK 
QTVYWSTGRIRHSGEK 


10943 


41311 


A 


11005 




138 


S1SLMNIDVKILNK1LANQIQQHI 
RKL1HHD*VGF1PCLR1LVIY1 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


10944 


41312 


A 


1 1006 


65 


297 


NQRLPQPFLPTTPPPPATRAT*D 
EEKSPYPGPGSDKK.CPTLQLPSP 
PTPSAGGFPPLGESGSPGGLVK 
AQIMEGISM 


10945 


41313 


B 


1 1007 


322 


6900 




10946 


41314 


A 


11008 


3 


215 




10947 


41315 


A 


11009 


1 


234 




10948 


41316 


A 


11010 


149 


300 




10949 


41317 


B 


11011 


28 


162 




10950 


41318 


A 


11012 


700 


861 


RRKCIPGRRNSKHKGPDGAGRP 
* VCREQQEGQC A WTG YPG AQG 
PDPYCGKGPYS 


10951 


41319 


A 


11013 


291 


744 


LK.RTK.CDQLLKTSFLDLGRGP1 
LKWLCTSKWGHQQIIIRA*GTE 
YKTTSFFFFFETASRLCIIPGWE 
CSGAISAHS'FLLPGSCHSPASA 
S*VAVTTDTREHAQLIFF*HFSR 
DGFHVVARWLDLLTCDLPLSL 
QVLGYRNYI1IVRQLPSR 


10952 


41320 


A 


1 1014 


139 


414 


SFKTAPPGFFFSF*LHL1LMLKFT 
PGAIKLVFLAQFLLGISFFFLGKP 
PSSWFRNESCSVFRKESSQSWQ 
GRAHVWG*SDPWSSGRSRRAH 
L 


10953 


41321 


A 


11015 


5 


565 


VHTTEATCTTTGAKPCPWPSKL 
ATRQDHSVLSTSNPRGPTPHKS 
GSPETAGALSSGDAGSRGEGPR 
TVSSERSSPGKGGSTLLGTTA*G 
PGPAHFASAVLGPSSKSLQAAS 
*EVDSFPSSLLKTAVSVLASTVR 
LSVSFMPPF1TVSVTSSV1SASSS 
PSELASMATLPG ASG* A ARAVN 
FELDEE 


10954 


41322 


A 


1 1016 


188 


515 


SQTVSIVGELPIPRKRCEIGIWD 
AQKR/CPRLTGPWATISVPTISK 
KATGN/PQHPNHPRARYQINAE 
*WKVHF*TNTDRPSHECPCTLV 
VHRTLDQLRHKSSTSGGKTHG 


10955 












SVQRSVDHL*DHP*TSVDWELY 
LDGSSFANPCKVTLKTTTSPAS 
VTPEADWSMHSQSMRNSLRDS 
FSLKFGL1IIHDFLTPTFNPLENP 
CGFLTRFCCVPNQISS 














PSQFHLKLLH LMLALLYPVGTC 
QVKDSSLLQKSTSVPPDSPQTG 
HASKLGPFNPGRFR* RPQCQPG V 
LPPDVELSCHSWSNVLWTTAA 
KTPIFCSY 



1482 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


10957 


41325 


A 


11019 


125 


1404 


NLALGMAMWMRPCQRLPQQP 

LVAEPTAEGEPHLPTGRELTEA 

NRFAYAALCGISLSQLFPEPEHS 

SFCTEFMAGLVK.WLELSEAVLP 

TMTAFASGLGGEGTDVSVQTL 

LK.DPILK.DDPTVITQDLLSFSLK 

DGHYDARARVLVCHMTSLLQV 

PLEELDVLEEMFLESLKEIKEEE 

SEMAEASRKKKENRRKWKRYL 

LIGLATVGGGTVIGVTGGLAAP 

LVAAGAATIIGSAGAAALGSAA 

GIAIMTSLFGAAGAGLTGYKM 

KKRVGAIEEFTFLPLTEGRQLHI 

TIAVTGWLASGKYRTFSAPWA 

ALAIISREQYCLAWEAKYLMEL 

GNALETILSGLANMVAQEALK 

YTVLSGIVAALTWPASLLSVAN 

V1DNPWGVCLHRSAEVGKHLA 

HILLSRQQGRRPVTLIGFSLGAR 

VIYFCLQEMAQEK 


10958 


41326 


A 


11020 


3 


1693 


CQRLPQQPLVAEPTAEGEPHLP 
TGRELTEANRFAYAALCGISLS 
QLFPEPEHR* VLLSCPLGTPVGL 
HSDAHYGQRLAVAVHVEGTLP 
FTSSTFAAASVFQKARPWQHPG 
EQMAFSGKPFLVAAVTSAGGS 
GAPSVGCTEL1STSVLGYHTAL 
EMAGLVQWLELSEAVLPTMTA 
FASGLGGEGADVFVQILLKDPI 
LKDDPTVITQVHPTPGVKDGKL 
IF*ARVLVCHMTSLLQVPLEEL 
DVLEEMFLESLKEIKEEESE*ES 
PATKTEGGG EDK.DRKHPLMG D 
KMTESKTDLWIYEMGNAGVLL 
FRR YL WLQPKKKEN R RK. WKR 
YLLIGLATVGGGTV1GESS*RCA 
PLVAAGAAT1IGSAGAAALGSA 
AGIAIMTSLFGAAGAGLTGKVQ 
KE*VGAIEEFTFLPLTEGRQLHt 
T1AVTGWLASGKYREDQEDQA 
ALAHSREQYCLAWEAKYLMEL 
GN AL ET 1 L SG LAN MVAQEALK 
YTVLSGKCPHLPWPASLLSVAN 
VIDNPWGVCLHRSAEVGKHLA 
HILLSRQQVPGNGCVIGFSLGA 

U\/TVT7^I r**EM A T 
KVl Y rL-Ll^fclvlAl^E,IS.Lic.HULL 


10959 


41327 


A 


11021 


208 


324 


VSLLKAADNWLVNSYPFCNSV 
SSEFFFR*IRDFFLFW1H 


10960 


41328 


A 


11022 


1265 


1459 




10961 


41329 


C 


11023 


188 


730 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


10962 


41330 


A 


11024 


64 


228 


QHLLRRWGRSGLLLNDR*VSN 
EIKME1NKF1ELNNNSDTIYQTL 
WDTANTVLKFM 


10963 


41331 


A 


11025 


1 


648 




10964 


41332 


A 


11026 


26 


613 


VGAGGRGWRFAAAVRRAAGG 
GLRPGPAPGPRAGGGGPRGAH 
LALLRRAGALRAGKEYGKADA 
RWVYFDPTIVSVEILAVALDVS 
LALFLIYAIVKEKYYRHFLQITL 
CVCELYGCWMTFLPEWAHPEA 
PNLQQPATGWLYWLGFTLFFF* 
RCVGFLIPRNWLLWAVHGPRTS 
RKWHQKGNQFQWKEVFSGTF 


10965 


41333 


A 


11027 


2 


252 


ARGRAGVAGGPR*AAELPGLP 
RDPFPASRPLRRSDCLGGLIRHK 
PPDPGAGARVEGEALPSWSPGG 
ALEEGVT*PGTRGPPWE 


10966 


41334 


A 


11028 


3 


637 


RDQVRRGQGGEPARIQCPRRRL 
GEGPGAPNRLGPPARDPRCSPW 
PRADSPRDPNRLSSPQLPRPAYL 
GPACFP*PSWGVSRSLPSLAPW 
RPHRLPDSQRFPNGGSRSRATS 
G S WTWKSKECREW RPSG SRGT 
RGSSGSGAGSSGSSAGVGRRAG 
HGRWHLR*GPLFPAAPASATCP 
LWHGWKGASLDLGLQPWATF 
YPRVTGARGGRTLGP 


10967 


41335 


A 


11029 


158 


462 




10968 


41336 


A 


11030 


339 


866 


QICHSPPGNKAHSHLLPYQTPV 
PSSQYPPSPSRTLQLPFPTPWNP 
CQ WPSRG SCGPSA VGTGPPFPT 
GIPSVP*APSARG*HHSSACGCH 
PGCAGPQPARSPHGPAPASGCH 
TVSGCCHALLQSCLAPGRPSPA 
GTWPHPPPGGLPSA PGTEPCTA 
FEGFQPPCWLSQHPLSPCL 


10969 


41337 


A 


1 1031 


621 


944 


TPQGGTAPSGGRHPWASASPHR 
LPPL*CSARPGCH/SSRMRSPGT 
RPSGPLVQDCHPPPRPQTPHAGS 
HHTSAPQAPAGTF* * RQRVAPG 
SSCWHLPQSWSCSAWLGGC 


10970 


41338 


A 


11032 


3 


257 


AGRASKGG*NPSKAVQGSVPG 
a pr.cpppr.r.rr.nr.DA r.i c\ i or: a 

AtuorrcuuLUyurAuLULruA 

RQDCSRA*QHPPGPGGGQEVY 
LDISLAPGSTGIQGLEAKHL 


10971 


41339 


A 


11033 


94 


227 


SSYVFKSILTAFGMTWMRLETII 
LSEVTQG*KTKHQMFSLICGS 
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SKQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


10972 


41340 


A 


11034 


404 


894 


FVYFFRGELCKISSTLGFKGTGQ 

GLQPSKVS**VPSRPAGNGRPA 

YPETSQPPPGPSGG*HWLAGW 

Q*GGPEPGWTCIWP*GS*GTEIG 

SPSQPGPEPAGVPSPRDAGSAA 

TGCHTGLAGVVWPPRLCHRRV 

TDGRKSMKRCLSRSYCTSSVRA 

SGGGAGRIT 


10973 


41341 


A 


11035 


1 


408 




10974 


41342 


A 


11036 


68 


204 


SFLWHPLGLHFHTHH***NYKS 
SSK*MVR1RVTFSKFIFVRNNYC 


10975 


41343 


A 


1 1037 


5 


188 


PQCRLHLRQGLALSPKLECSSA1 
TAHCSLELPGSSNPPSASRF*GS 
RSVAQAGVQQCYHSSLQPRTP 
GVKQSSLSFPFLRLQPKVSSATL 
PVRLQE 


10976 


41344 


A 


11038 




263 




10977 


41345 


A 


11039 


2 


283 




10978 


41346 


A 


11040 




1965 


MAAENEASQESALGAYSPVDY 
MS1TSFPRLPEDEPAPAAPLRGR 
KDEDAFLGDPDTGEAR*PRPCP 
ALGSPRSSFFCVK.HPGSPLRETR 
KDPFSAAAAECSCRQDGLTVIV 
TACLTFATGVTVALVMQ1YFG 
DPQVRGTNGEGEETGEWGVG* 
CLRNCGKGSSVDAAVAAALCL 
G1VAPHSSGLGG*GAVEVGVPQ 
AYFLPPGL*ASCAARALREETL 
QRSWETKVGTLVRRESSGESLF 
IALLLTQALIC*VLAQDGFNVT 
HDLGQWGLGIWERHEVDGEG* 
NL*DLEPPPLPGSLLH RPDL AE V 
LDVLGTSGPAAFYAGGNLTLE 
MVAEVSARVVRVGACPKVP1A 
GHPRPHFFGVYRGDLSPGSQGP 
PSGEASQSMATSFWPFNLTSLV 
SREQALHWVAEVRLTRLPFPGF 
KDIRSGEIGYCHRADDMLRWV 
LGRTWGLQRQRWVWGKGQEK 
SSYELDGAPTAAQVL1MGPDDF 
1VAMVRYASSDSEPGTRDPLNQ 
EGVGAG*RFSWPNRTANHSAPS 
LVGFASLLSWGP*GL*VGGAM 

SGLTQVRFTPWLAFFSREPSCG 
LDCRCLS*QSNLLQVDSECRAE 
TSWGGHRDR*RKDSSQGCPWV 
HGSRRTNNF1IAVKDPRSPDAA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


10979 


41347 


A 


11041 


1 


363 


SSMTTVHATTATQKTVGETLA* 
LLQNIIPVSTSVAEAMGKVIPEP 
DKRLTGMAFCVPTHNMLVVAL 
ICHLQKAAKYDGMRRCFNATT 
GITFNGHFVRLLSWDEFGSSNR 
VVDLMVHTASKE 


10980 


41348 


A 


1 1042 


162 


303 


CLLLK.SCSQEAAAALALPALGL 
VFDVFL*IYFVRTKYLRVGFRN 

1 


10981 


41349 


C 


11043 


56 . . 






10982 


41350 


C 


11044 


345 






10983 


41351 


C 


1 1045 


7 


4j9 . 




10984 


41352 


A 


1 1046 


2 


80 




10985 


41353 


B 


1 1047 








10986 


41354 


A 


11048 


i 


813 




10987 


41355 


A 


11049 


i 


1454 




10988 


41356 


A 


11050 


2 


1624 




10989 


41357 


A 


11051 


1 


1185 




10990 


41358 


A 


11052 


1 


2149 


MKEKMLRAAREKGRVTHKGK 

P1RLTA D LS A ETPQ ARRE WGPIF 

NILKEKNFQPRISYPDKLSFISEG 

EIKYFTDKQMLRDFVTTRPVLK 

ELLKEALNMERNNWYQPLQKH 

AKNMPNSIILIPKPGRDTTK.K.EN 

FRPISLMNIDAKILNK1LANRIQ 

QH1KKLIHHDQVGFIPGMQGWF 

NIHKS1NVIQHINRT1DKNHM1IS 

IDAEKAFDK1QQLFMLKTLNKL 

GIDGTYLK1R1KYLGIQLTREVK 

DLFK EN YKPLLNEIKEDTNKW 

KN1PCSWVGR1NIMKMAILPKVI 

YRFNAISNKLPMTFFTELEKTTL 

NFIWNQKRARIAKS1LSQKNKA 

GG1TLPDFKQYYKATVTKTAW 

YWYQNRDIDQWNRTEPSE1TPH 

IYTYLIFDKPEKNKQWGKDSLF 

NKWCWENWLAVCRKLKLDPF 

LTPYTKINSRWI KDLN VRPKTIK 

TLEEILGITIQDTGMGKDFMSKT 

PKAMATKAKIDKWDQIKLKSF 

CTA KETTI R VN RQPTK WEKIFA 

TYSSDKGL1FRIYNELKQIYKKK 

TNNPIKKWAKDMNRPFSKEDIY 

AAKKYMKKCSPSLAIREMQIKT 

TMRYHLTPVRMAIIKKSGNNR 

QTESQIMSELP1T1 ASKRIKYLGI 

QLTKDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWIGRINIVKVM 

AILPKPTNVHVTNLAAQDTTAL 

EAAQISLEGHPQEKEISVTAMPL 


10991 


41359 


A 


11053 




2031 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 




codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


or peptide sequence 


deletion, \=possible nucleotide insertion) 


10992 


41360 


A 


1 1054 




1 188 




10993 


41361 


C 


1 1055 




353 




10994 


41362 


B 


1 1056 


151 


1608 




10995 


41363 


A 


1 1057 




373 




10996 


41364 


B 


11058 




488 




10997 


41365 


A 


11059 




1257 




10998 


41366 


A 


11060 




3527 




10999 


41367 


A 


11061 




2373 




11000 


41368 


A 


11062 




1755 




11001 


41369 


A 


11063 




1599 




1 1002 


41370 


B 


1 1064 


220 


1286 




1 1003 


41371 


A 


1 1065 




1826 




11004 


41372 


A 


11066 




1645 


MDKFLDTYTLPRLNQEEVESLN 














RPITGAEI VA UN SLPTKKSPGPD 














GFTAEFYQRLISNFSKVSGYRIN 














VQES\QAFLYTINRQTESQIMSA 














LPLTI ASKRIK YLG IQLTRD VKD 














LFKEN YKPLLNEI KEDTN KWK 














NIPCSWVGRINMLKMAILPKNW 














KKTTLKFIWNHKRACIAKSILS 














QRNKAGGITLPDFELYYKATVT 














KTAWYWYQNRDIDQWNRTEP 














SEITPH I YN HMIFDKPDKN KKW 














GNDSLFDKWCWENWLA1CRKL 














KLDPFLTPYTKINSRWIKDLNV 














RPKTIKTLEESLGNTIQD1GIGK 














DFMSKTSKAMTTKAKIDK.WDL 














1KLKSFCTAKETT1 RVNRQPTE 














WENIFAIYSSDKGLISRIYKELK 














Q1YKKKTNNPIKKWAKDMNRH 














FSKEDIYAAKKHMKKCSSSLAI 














REMQI KTTMRYHLTPVRMAIIK 














KSGNNRTRENYFKIHMESKKSQ 














NSQGNRKEKEQSWRHHATRLQ 














TIVQGYTVAKTACYWYK.NRPT 














DQSNRTENQEIRLHTYNHLIFD 














KPDKSNGETTPYSINGARITG 


1 1005 


41373 


A 


1 1067 


1961 


2588 


KLAQDRDALSPPLLFNIVLEVL 














ARAIRQEKEIKGIQLGKEEVKLS 














LFADDMIVYLENP1VSAQNLLK 














LISNFSKVSGYKINVQKSQAFL 














YTNNRQTESQTMSELPFTIASK 














R1KYLGIQLTRDVKDLFKENYK 














PLLNEIK\EDTNKWKNIPCSWV 














GRINIVKMA\ILPKVN\YRFNAIP 














1KLPMTVFTELEKNYFKVHMGT 














KKEPASPSQS 


11006 


41374 


A 


11068 


2 


278 




11007 


41375 


A 


11069 


3 


274 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hull 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11008 


41376 


A 


11070 


261 


1382 


LELSFPPAGQRGVLSGDPQNLC 
TCPSGSWHVPRCWAVERQRPN 
LPRTVTQLVAEDGSRVYVVGT 
AHFSDDSKRDVVKVSAATRH1P 
DTGWCKLLPGSRDGLVRFPTY 
RVSMLKMDESTLLREAQELSLE 
KLQQAVRQVRSRGQGSGSGSG 
SKPPHITEQLGMAPGGEFREAF 
KEVGTG*GRGWPQGCGSQAVT 
FKRA1AALSFWQKVRLAWGLC 
FLSDPIR*GCPRDPGRPAGWSV 
GMAEMIGEFPDLHRTIVSERDV 
YLTYMLRQAARRLELPRASDG 
DGRPQAWDPL*G*GPRGHVPGI 
EKNWSTDLNIQEIMT*VPAPPC 
KPHPTSPQVAAFFGLLGYSLYW 
MGRRTASLVLSLPAAQYCLQR 


1 1009 


41377 


A 


1 1071 


3 


506 


KDCQF*VGPEQKKALYKVHAPI 
QAALQLGPYE*ADQKRTCVRF 
GRHTCETAAFTFWKSLGLDKV 
TKPRSSSSQLLALAIRSSPGSTT 
DACLLDSFSGKSRISSWFGS 


11010 


41378 


A 


11072 


2 


374 


1RRESTHLQQALGTTPQDRLTC 
TGHSAQPPACSASPLPPGPP*SS 
AWPLPPSTRLARQKQAAATAQ 
P*PLTTQTLGPWSSASTWTSAH 
KQPGAAAQEWTSTAGSRQLLA 
GASGSSPSSCSVWTN 


11011 


41379 


A 


11073 








1 1012 


41380 


A 


11074 


239 


547 


GHHFQMNVVCRCSVWMLSLEP 
HPVGQIHSC**ERAKLCGKEFN 
RMHNLMGHMHLHSDSKPFKCL 
YCPSKFTLKGNLTRHMKVKHG 
VMERGLHSQVSRPSLEA 


11013 


41381 


A 


11075 


1 


267 


MAISMVTTRSTT1RTTAAGCHY 

ENDMAHNHSDRGGLPLKVVLT 

TPFLTPPGKGGGAAGALERRTE 

EGDRDAGGAAQEGGLTPTSVP 

PSS*HTLWLRTVDPEASTSPSTP 

RHPYPNRGGGGRALEPHPRR*V 

*AGCHYENDMAHNHSDRGGLP 

t v\/\/t TTPn TDDrii^p.rir: a An a 
1_*K VVLl IrrLl rr OKUOvj AAO A 

LERRTEEGDRDAGGAAQEGGL 
TPTSVPPSS 


11014 


41382 


A 


11076 


1 


1707 




11015 


41383 


A 


11077 


1 


1407 
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SEQ II) 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
todon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11016 


41384 


A 


11078 


1 


1275 


MVKGSIQQEELT1LKIYAPNTG 

APRFIKQVLSDLQRDLDSHTIM 

TGDFNTPLSTSDRSTRQKVNKD 

IQELNSALHQADLIDIYRTLHPK 

STEYTFFSAPHRTYSIIDLIGGSK 

ALLSKCKR1EITTNCLSDHSAIK 

LELRIKKLTQNRSTTWQLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAHK.RKQERSKIDTLTSQL 

KELEKQEQTHSK.ASRRQEITK1R 

AELKE1ETQKT1QK.1SESRSWFF 

EKINK1DRLLARLIKKKREKNQI 

DAIKNDQGDITTLERVVLEEPD 

TLHLLNYTPRKVLYRWNRQSS 

TS V I ETNKTS VELSLPFDEDYIIE 

1KPFSDGG DGSSSEQIRIPKIS/NK 

KTK*PNPWRQK*G**LAVADA 

Y A RG SG A STSN ACTLS A 1 ST1 


11017 


41385 


A 


11079 


1 


426 


MLHTKQHLSMGTEDMDDKLH 
FSDCSAASLVSLSTTTGGHVLT 
NMSADIARYLPVLYRWNRQSS 
TSV1ETNKTSVELSLPFDEDYNE 
1 KPFSDGGDGSSSEQIRJPKISNA 
*ARGSGASTPNACALSAISRIMI 
SLTARSSL 


11018 


41386 


A 


11080 


3 


620 


DRTLAEAPHTAPARSGHRGWC 
PRPHRRR RN RG RQLL APG RG A 
DPGAGEAATVQWRLLRGQPAA 
ALHVQQGAGDAANAGLQRGA 
HADSHDRAVPAGHAPGPVAAA 
GRGHDGQVPAALG*AGGPVGL 
RRPEPPLQTRGKGRLAPATQQV 
GQARRLPTGRGQLLLRRPQPAA 
HHGPRPRLGGRGRGGSHKSPPH 
GIWPRLAGWRATLE 


11019 


41387 


A 


11081 


335 


640 


PLGVLWSLWKSLVHSDAGAGE 

i * n?\/iTr~:cx\x/DXTD*f^r , r , T vdmv 
L cvlluaJ WrlNr yLLL V rIN V 

DDEEEGEEQDDDDDEEEEGL*D 
IDEEGDEDEGEEEEDDDDVEEG 
EEDEGEDDWKFAK.E 


11020 


41388 


A 


11082 


2 


204 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11021 


41389 


A 


11083 


3 


1471 


SKDTKRDVDSKSPGMPLFEAEE 

GVLSRTQ1FPTTIK.VIDPEFLEEP 

PALAFLYKDLYEEAVGEKKKE 

EETASEGDSVNSEASFPSRNSDT 

DDGTGIYFEKY1LKDDILHDTSL 

TQKDQGQGLEEKRVGKDDSYQ 

PI AAEGE1 WGKFGTICREKSLEE 

PKG V YGEG RI S RPCGDRW* RSD 

AEESSHHRGRQSGYPENKLCGF 

LLKTPHHVLERADEAGSHGNE 

VGNASPEVNLNVPVQVSFPEEE 

FASGATHVQETSLEEPK1LVPPE 

PSEERLRNSPVQDEYEFTESLH 

NEVVPQDILSEELSSESTPEDVL 

SQGK.ESFEHISENEFASEAEQST 

PAEQKELGSERKEEDQLSSEVV 

TEKAQKELKKSQIDTYCYTCKC 

PI S ATDK VFGTH KDHE VSTLDT 

AISAVKTVIRDSDKTKSGEGAY 

GREMKSPHKFPEGKIHNDK.EH 

DR1VQEFLAETGPKVTRFNEQC 

RFRPRIYVYENNQTQ1MVEEPQ 


11022 


41390 


B 


11084 


148 


235 




11023 


41391 


A 


11085 


30 


420 


VSGTRGPSPCLGTSWASGAWR 
PPLGGLPPSAGANGPGRVRSAA 
GCSLVAGCKVLGSWVSGFAGR 
SHVACAGSSGESVRARCPGTA* 
AAGGPGPQAFQAAY*QGSRMH 
RA PPRPNRQVQT WWEEG AGTG 


11024 


41392 


A 


11086 


2 


73 


ERLRMPGVAKGRPR*GNPRRG 
RG 


11025 


41393 


B 


11087 




1412 




11026 


41394 


A 


11088 


39 


427 


PPYWGHFHSSAAASAALKGKD 
GGSSRSLVPPAQ*HSHSPSKTHC 
VHTPSRSCAQGLTHTLTQSPPSL 
KIAQSPSFDARAHARLR1WQIPS 
APRVPPLSASLSPTRTAGSVRFE 
SQSTKTSRSHRFLPRT 


11027 


41395 


B 


11089 


1 


813 




11028 


41396 


A 


11090 


3 


365 


RTPSSKGCGRPPRGMGAQGSA 
GCGRRRSPRRSRQARRWSHPC* 
PPSSPPWPRPARSPPGCSHRAAL 
SSPSPPSSFLARHSARPRLALAL 
GPPPWCSSGCASSAPFDLQHPE 
QSQNQDARG 


11029 


41397 


C 


11091 


295 


412 




11030 


41398 


A 


11092 


21 


164 


GAVTENDFYDLVRTIGGDLVE 

KVDL1DKFVHPK*VKSFLILPLTI 

SV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ IIJ NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11031 


41399 


A 


11093 




1373 


G ISTM VGSALRRG AHAY VYLV 

SKASHISRGHQHQAWGSRPPAA 

ECATQRAPGSVVELLGKSYPQD 

DHSNLTRKVLTRVGRNLHNQQ 

HHPLWLIKERVKEHFYKQYVG 

RFGTPLFSVYDNLSPVVTTWQN 

FDSLLIPADHPSRKKGDNYYLN 

RTHM L RAHTS AHQ WDLLHAG 

LDAFLVVGDVYRRDQIDSQHY 

PIFHQLEAVRLFSKHELFAGIKD 

GESLQLFEQSSRSAHKQETHTM 

E A VKLVEFDLKQTLTRLMAH L 

FGDELEIRWVDCYFPFTHPSFE 

MEFNFHGEWVLEVLGCGVMEQ 

QLVNSAGAQDRIGWAFGLGLE 

RLAMILYDIPDIRLFWCEDVERF 

LKQFCVSNFNQK.VKFQPLSKYP 

AV1NDISFWLPSENYAE\NDF*Y 

LVRTIGSDLVERVDLIDKFVLPK. 

THKTSHSYRIMYR\HMEPTLSQ\ 

REVRHI/HIQALQEAAVQLLGV 


11032 


41400 


A 


1 1094 


8 


119 




11033 


41401 


A 


11095 


2 


475 


QAGPSGG1PEGIAITGDDSSMHA 
IAPEDLPVGQDVEAEDSDTGDL 
DPVLTVFRRGVEREFFSNWYKT 
AWSFSKLAQKGLLSS*PSSLSSS 
SSSSDKAVTAGTELFASSLSSSS 
DPRRSISSSSLLFVAPLPVVSSTL 
AGPYLPTAFFTPGRLAFSFS 


11034 


41402 


B 


11096 


677 


696 




11035 


41403 


A 


11097 


1 


357 


STM1EAHVDVRTTDGYFFLLFC 
VG FTK.KHNN L IPKTS YA *HQQ Y 
ICLPHQDDRVTHQNPSLPDGSIA 
RVLSIYYLYISRREMNS1ISQGL 
QKVHIHIVIPGSLMNQELLDDLI 
TVFFKA 


11036 


41404 


B 


11098 


1 


541 




11037 


41405 


A 


11099 


14 


671 


PAPWRLGKNKRLTKGGKKGA\ 
KKKGVNPFSKXEWY\D\VKAPA 
MFNIRNIGKTLVTARTQGTKIAS 
DGLK/GVRVFEVSLADLQNDEV 
AFRK\FKLIT\EDVQGKNCLTN\F 
HGMDLY/TRDKMCSMVKK\WQ 

1 MitAM VU V IS. 1 llJUYLLKLrL- 

VGFTKKRNNQIRKTSYA\QHQQ 
YVRQ I REGR WM\EIM DPRR WQD 
QMDLEEVGHELIAGSIWKRHR 
KGLPIYLSSP 
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SEQ1D 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


11038 


41406 


A 


11100 




217 


RQGLTLSFRLECPGVISAHCSLN 
LPGSSKPPASAPQVAGTTGVYH 
HAS*FFIFFVEMGFHHVAQPGL 
CNFVF 


11039 


41407 


A 


11101 


2 


442 


LDVQIQEAQRTPGKF1AKRYSP 
RHFVIRLSKLKTKERILRAVRQ 
KHQVTYKGKPIRLAADFSTETL 
QARRDRGPIFSLLKQNNYQPRI 
LYPEKLSIIYEGKIQSFSDKQML 
REFAIRKPPLQELLKGSLNLETN 
PGNT* K.QNFFKA 


11040 


41408 


A 


11102 


2 


545 


EPRPGEKTAHVYGPDCLCGSCV 
QLSFSGAFFSTRWVSYEQANCK 
GEQFVFEKGEYAHWDWWTSS 
QRT/DLSSLRPIKVDSQEHK11LY 
ENPNFTGKKMEI1DDDWPSFHA 
\HGYQEKVSSVWLRSGTWVGY 
*YPGYRGLQYLLEKGDYKDSS 
DFGARHPQVQSVRC1HDMQGH 
QCGAFHPSK 


11041 


41409 


A 


11103 


2 


389 


EIIDDDVPSFHAHGYQEKVSSV 
WVRSGM*VHCQPWLTLPQELR 
LWGPRSGETLALTSAPVSKTCD 
FG A RHPQ VQS V RC 1 H DMQG HQ 
CGAFHPLGTQEEEEAGQKEQM 
EQVPFWLARGDICELSGKKSV 


11042 


41410 


A 


11104 


1 


446 


MEEEELEFVEELEAVLQLTPEV 
QLA1EQVFPSQDPLDRADFNAV 
EYINTLFPTEQLPMPSAHGGVSS 
CGNAGGPVSFATRENARCGIW 
GSGGVCDGVFGA/GAAGWGGV 
*GGGALGWMLSGRR1VLRSAIF 
TSPVSRAGSPERGWSCDC 


11043 


41411 


A 


11105 


1 


210 


SSDGRHLAFDQGSPG*VLGHVG 
KQRAVDVQPSVAVRVRQPLLL 
LST1MGSGLLGWEQGIDILNS1EI 
CSI 


1 1044 


41412 


A 


11106 


2 


287 


AAESPGRSTRTDGAGLTRSLPR 
GSRCAGAWVAAGGLSWARGG 
GRQEAGWRNDG*GGTGARGG 
AGSRAAAHARGAAGHRASVSK 
PGPSRSSRFQCC 


1 1045 


41413 


A 


11107 


150 


389 


GEEI A WLG AA RPG KPTPSRIPL* 
PSLFPWRPHKFPERSVFAGSQP 
ASQSPPLRPPPPSHPEGSCLGSR 
LPPPGYLLPLR 


1 1046 


41414 


C 


11108 


43 


213 




11047 


41415 


A 


11109 




246 


SSFPAPAREGALAPCRCLAGISV 
TLQGNP*GRCHHHHHHHHHHH 
HRC YDSQESGKLPRPG PKA ELE 
GPPAWLLVGPGAHP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


1 1048 


41416 


A 


11113 


1 


726 




1 1049 


41417 


A 


11114 


2 


251 


LSCGRSLHQGSVTSCKTrNALT 
LTVDTWRGCAW*GCACTFHCR 
SATNM1RAYVYFSTISVLSLQEI 
RLSLRAILADLRLSICF 


11050 


41418 


A 


11115 


1 


1041 




11051 


41419 


A 


11116 


1 


398 


MGPNSTLENLLKGATSVFYNR 
DQEEAQKKERKLRGRTKALAA 
ALQ/SWQSPGAPRCIH*LLSVW 
QARVF*RGMPRQQDEATSTLSI 
QWQKPVETELSPDMEVTGFRA 
SLTDERVHLPEVLPQEYTEQRR 
QGHL 


11052 


41420 


A 


11117 


5 


137 




1 1053 


41421 


A 


11118 


5 


272 




11054 


41422 


A 


11119 


2 


21 1 


WNQPRCPSTVNW1MKIWYIYT 
MEHYAA1KRNMIMSFAATWME 
LEAIFLSKMPQ*QKNKYCVFLH 
ACLES 


11055 


41423 


B 


11120 


1 


1560 




1 1056 


41424 


A 


11121 


1 


588 




11057 


41425 


A 


11122 


80 


574 


EPAAQGNVLVDLLC*MKNRNR 

WLPNELSQVLHVTQSQFSKTG 

MSAKHTAFAMRMSPAQMTDIV 

VGLSTGQSPFMVLMQQGGHSA 

MQETRIASLPVTAIPAGMKIPCV 

TAGSACMVGPSVRVNEWFSAY 

GMAGMAYSRVSTFVRGLSPRY 

LTTREAPGCGSSAGH 


11058 


41426 


A 


11123 


48 


131 




11059 


41427 


A 


11124 


1 


1195 




11060 


41428 


A 


11125 


2 


1028 




11061 


41429 


A 


11126 


1 


1008 


N MMEQVLDIPSL* VISKDNAN V 

TIDAVCFIQVIDAPRAAYEVSNL 

ELAI1NLTMTNIRTVLGSMELDE 

MLSQRDSINSRLLRIVDEATNPL 

ALKIAARMIEDGELDKR1AQRY 

SGWNSELGQQILKGQMSLADL 

AKYAQEHHLSPVHHQVAEWM 

RARNGQLFRLRSNHLTLLVEQN 

NFYARGAKIYPDIHIDRSLKKCP 

SDLFAANARCGICQQSDERCLR 

YQPRRERGLYRJDITYPGKSYTT 

TALPSRFVWFVTGKAQSTQAS 

ALSYIDSLLYHHLDL YGQRLG H 

LDDGTDSWNHVPTLNGQCTLV 

LIHEYVDTRGPEIKTILVISWWN 

1LVFH 



1493 



wo 



01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11062 


41430 


A 


11127 


3 


333 


DIGIGEENRKRWLRTGKCSFLP 
KEREWMDRLMSWGLVDTFRH 
ANPQTADRFSWFDYRSKGFDD 
NRGLRIDLLLASQPLAECCV*T 
G1DYEIRSMEKPSDHAPVWATF 
RR 


11063 


41431 


A 


11128 


2 


136 


YCKLACLQVDSRGSQVFALDV 
AARHR*QFAMPESDAVAMLKH 
LS 


11064 


41432 


A 


11129 


3 


431 


GVFGRVSEKQRPAAPAAGERPL 
PRPRPLPCGAAARTGPFAAQAA 
* RA AAAPRSERRRHHGAEEGH 
QRCIYRHAADRALGEAARRTG 
YALRPAGEPELAAAARRR*RAP 
DPGPRVPRHLGLLATRACPPGG 
AHCSPERGAISW 


11065 


41433 


A 


11130 


64 


2436 


RRQGLEGWWA1GLEGLTGKAL 

AWLFTVPGVRGLQWSPRFFLTR 

LRTLLCKVLGVLFSVAGGKK.G 

PTC 1LQ1LKGQRRQE A*CISG WA 

ERVWASGQA*WEVWLHWAKS 

RNWFLFWKQHVHALRVRLDTT 

LFSLEEGSSFWNQGLTWKVVR 

RTFSF.S1NHTPRITLGVPYSVHSF 

QLPGLLNFGEFKVCFVLSPR1FN 

LTHENFLSSEGPEIGGLLGATFN 

CLNKRLAKYRMRNVHPKPKLV 

RYLHSRLPPEPAAAP*AWCGPR 

HLSCRQMSSSSQ1 GN DSFQLQV 

TPVHLLPLSHTTRKNPEMYDLP 

LLFFNPQESAILQLFHQDGECLH 

CSPIVGDWCHLGHSQACPSFSV 

PSGLFVPSLLCGAAFGRLVANV 

LKRYS VC V R VC AH VH VC ARVR 

VYACVWVRMTISLTVILIESTN 

EITYGLPIMVTLMVSTLPPGPCQ 

AQGHVRPTGPIFRSLLEWETEV 

EMDK*GHDFAHVLVSEC1SSEA 

*GMLLFCGGPDRSLFSTFRAVW 

SLSRLLDSVIAAGKQ*A*RT*SV 

GYSLLCPDLKGDPSAVSILRTT 

VHHAFPVVTENRGNEKEFMKG 

NQLISNNIKFKVKKTA*EERQV 

H1ASEEPAEKEDLLQQMLERR* 
EPGGAPTARRATQRWGEPLAQ 
MFPLTFHGLILRSQLVTLLVRG 
VCYSESQSVSLSEAE1SQARPDE 


11066 


41434 


A 


11133 


3 


80 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=pnssible nucleotide insertion) 


11067 


41435 


A 


11134 


2 


958 


LKCELS\DQGLAPAIQTVRLTHE 
SLTALEIPNALLQTIQDLILDLR 
VRCVMATLQHTAEEIKRLAEK 
EDW1VDNEGLTSLPCQFEQCIV 
CSLQSLKGVLECKPGEASVFQQ 
PKTQEEVCQLSINITQVF1YCLE 
QLSTKPDADIDTTHLSGDVSSP 
DLFGS1IIEDFSLTSEQRLLIVLS 
NCCYLERHTFLNIAEHFEKHNF 
QGIE*ITQVSMASLKELDQRLFE 
NYIELKADPIVGSLEP*IYAGYF 
DCKDCLPPTGVRNYLKEALVNI 
IAVHAEVFTISK.ELVPRVLSKGI 
EAVSERAQSTDAVCF1LQQKWS 


11068 


41436 


A 


11135 


52 


1053 


MDEEERVYRACYILCISLLSSPG 

NPGLHSPMLDLDNDTRPSVLG 

HLSLFLIQKYNHSILFFSPLAWR 

YKTPHRVAFVEKLTKLVLSQLP 

YF*IISNMFYFVFLIFKTAEKSNP 

INH1*TRLCLFLVF*KMIQEVMH 

SLVKLTRGALLPLSIRDGEAKQ 

YGGWEVALRSHSAHFCLDVFV 

RRLTHESLTALEIPNDLLQTIQD 

L1FRPGSQL*PVSRIFIFSAGTFRF 

K.NHLHDFTGFHTCLTGAPRGPV 

GGCASDDGQAAADTSQWLS*I* 

VLYL*LFLLASMFSLSVDVFSL 

AP*R*FSKHLFCF*EQRLL1VLSN 

CCYLERHTFLNISHGSP 


11069 


41437 


A 


11136 


50 


426 




11070 


41438 


A 


11137 


2 


949 


QQVWKQNCFKHYSNETDNSTT 
QLVG VQTLQV V VPSLILCEHCM 
NFSSPHVWCCMVQAVPGGQGQ 
TIMQVPVSGTQGLQQVSNPKY 
*AVYQRRGFKE*IITTGQTQQ1II 
QQPQTA VTAGQTQV1 PLALSHR 
SKTDLEESDN* VRYQPVN ADGT 
1LQQGKCTHKLP*DFLGQLFCPL 
DN*HTTSSGQGTVTVTLPVAGN 
VVNSGGMVMVRKCIFQLCL*N 
FLEHAT*CLLKEEPLYVNAKQY 

RRVCITLGRI* ERRI AG FYF*NY 
LFSPKEKDSPHMQVGRHIHFILL 
FITLY 


11071 


41439 


B 


11138 


26 


80 
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SEQ ID 

NO: 


SEQ ID NO: 

of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11072 


41440 


A 


1 1 139 


203 


797 


HRHIARHLFPRTTPTP*LSWQGS 

TPRWKGVRAVVTQPRKERRA 

ESEQFQATK.PRSQL* LQPPTPSL 

VSSCQLKTTAASRPLT*PSKSVY 

PSAPFHPWLPC/SKPERSVSPES 

NDSISEELNHFKPIVCSPCTPPK 

RLPDGRVLSPLIIKSTP/PQPK.QK 

PAEADFL*GQSTDPQKVGTDLS 

GAADQKDPFKSHSYLSGS 


11073 


41441 


A 


11140 


33 


379 


EATSNFKQPPSLPFWCLKSRTSL 
KPRQSKVCSSSFPVI*GKTGNEL 
ALQIP*FKSSCGPRFPD***PAGR 
/SAPSLGPPPSQSCAHQ*EHWVQ 
VCIKHGITNAEPPAEHLK.VLVR 
E 


11074 


41442 


A 


11141 


248 


622 


SESSGRFWLCGLGPGTSPLLSL 

KFPHLLPASRGRSPPSPRPRVPR 

GKATQVVWAWGYRCVDEDPA 

RCLGTPGRTD/PHCGQGLLCPL 

GKSCSTSQPLSQGDGRGTSWDR 

SHACSPGGHPHRC1GCM 


11075 


41443 


C 


11142 




1311 




1 1076 


41444 


A 


11143 


452 


1286 




11077 


41445 


A 


1 1 144 


2 


299 


GLPLAHGLLGRFGMDRIYEGQ 
VEMTGD*CDVES1DGQPGAFTC 
YLDVGLARTITGNKVFGALKG 
AVDKGCSVPHSTR*FPACDSAE 
FALG1PYFVQPNI 


11078 


41446 


B 


1 1 145 


49 


832 




1 1079 


41447 


A 


11146 


1 


1074 




11080 


41448 


A 


11147 


1 


360 




1 1081 


41449 


A 


1 1 148 


1 


1 155 




11082 


41450 


A 


11149 


75 


266 




11083 


41451 


A 


11150 


2 


222 




11084 


41452 


A 


11151 




549 




11085 


41453 


C 


11152 


453 


665 




11086 


41454 


A 


11153 


1 


1962 




1 1087 


41455 


A 


1 1 154 


1 


295 


ASTAGVSYYVAQAGLKLLGLS 
LSKCRDYRCEPPCPE*MSLYKV 
MAMARKAMSL\YIYFFLDEFM 
YFAGTWMKLETULSK.LSQGQK 
TKHRMFSLVGGN 


11088 


41456 


A 


11155 




363 




11089 


41457 


B 


11 156 




375 




11090 


41458 


A 


1 1 157 




197 




1 1091 


41459 


C 


11158 




270 




1 1092 


41460 


C 


1 1 159 








11093 


41461 


C 


11160 




268 




11094 


41462 


C 


11161 




301 




11095 


41463 


A 


11162 




289 




11096 


41464 


B 


11163 


19 


240 
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NO: 


SEQ ID NO: 
or peptide 
sequence 


had 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11097 


41465 


A 


11164 


2 


253 




11098 


41466 


B 


11165 


1 


978 




11099 


41467 


B 


11166 


1 


316 




11100 


41468 


A 


11167 


191 


319 




11 101 


41469 


A 


11168 


608 


763 




11102 


41470 


A 


11169 


274 


437 




11103 


41471 


A 


11170 


1 


417 




11104 


41472 


C 


11171 


1 


792 




11105 


41473 


A 


11172 




449 


IYLTKELKDLYKEKCKTLLKEIT 

DDTNKWKHIPSSWMGRINIVK 

MTTLPKAIYKFNAIPFRIPPSFFT 

ALEDTILKFIWNQKR/CPHSQCK 

IKQKEQ1WRHHTT*FQAIL*GHS 

HQMS/1GTWMK.LEN11LSKLLQG 

QKTKHCM FS LI GGN 


11106 


41474 


A 


11173 


1 


441 




11107 


41475 


B 


1 1 174 


1 


597 




11108 


41476 


A 


11175 


5 


265 




11109 


41477 


A 


11176 




280 


SIYPNTCTRMFIVALLTIAKTWN 
QA1CPTMIDWIKKMWHIYSME 
YYAA1KNDEFMSFVGTWMKLE 
TI1FSKLSQGQK\TKHRMFSL1GG 
ELEQ 


11110 


41478 


A 


11177 


590 


747 


KAYQPEKAQDQVDSQPNSTRG 
TWMKLETI I LSKLTQEQKYTKHC 
IFSL1SGS 


11111 


41479 


A 


11178 


3 


274 


FYYKDTCTHMFIVALFTIAKTW 
NQPKCPS VID W/IMKNM WH I YT 
MEYYAAIKNDEFMSFSGTWMK 
LETIILSKLTQE\QKTKHCMFSLI 
SGS 


11112 


41480 


A 


11179 


1940 


2061 




11113 


41481 


A 


11180 


493 


743 


KATRSVNC/WWDHL*RPFWGS 
PH 


11114 


41482 


B 


11181 


1 


1248 




11115 


41483 


B 


11182 


50 


8445 




11116 


41484 


A 


11183 


40 


125 




11117 


41485 


B 


11184 


1 


1896 




11118 


41486 


A 


11185 


1 


624 




11119 


41487 


A 


1 1 186 




357 




11120 


41488 


A 


11187 




304 




11121 


41489 


A 


11188 


681 


834 




11122 


41490 


A 


11189 


3 


2128 




11123 


41491 


A 


11190 


175 


402 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=UnUnown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11124 


41492 


A 


11191 


46 


790 


NPGAVKMPAYHSSIMDPDTKLI 
GNM/AHLLPIRSQFKGPAPRJET\ 
KDTADIVDEA1FLPSGPNVFF\KN 
YEIKNE\ADRTL1Y1TLYISECLK 
KLQK\CQFPKAQGGG KEMFYA 
GESTNFSHFLGEPGF\PTLTAILC 
PN P ANK\QEDE\ VMRALFTNQP 
KGKRLGLRLCEKSFSDP\QNG*T 
P AK WVDL A F V KRQ FMVTN K SL S 
GPWTVEGSPGQPTVSRGPGAAF 
FQQDVTQSFCLYLVKFYRDERR 
ACLYLKNS 


11125 


41493 


A 


11192 




828 




11126 


41494 


A 


11193 


1 


525 




11127 


41495 


A 


11194 


43 


1826 


THVRLAGARASPRAPRLRPRKP 

RPQGLPCLPGLRRARLEGGARG 

RADEMFLLPLPAAGRVVVRRL 

AVVRSGSRSLSTADMTKGLVL 

GIYSKEKEDDVP\QFTSAGENFD 

KSLAGKLRETLNISGPPLKAGK 

TRTFYG LH QDFPSV V L VG LGK 

KAAGIDEQENWHEGKENIRAA 

VAAGCRQIQDLELSSVEVDPCG 

DAQAAAEGAVLGLYEYDDLK 

QKKXMAVSAKLYGSGDQEAW 

QKGVLFASGQNLARQLMETPA 

NEMTPTRF AEIIEKNLKSASSKT 

EVHIRPKSWIEEQAMGSFLSVA 

KGSDEPPVFLEIHYKGSPNANE 

PPLVFVGKGITFDSGGISIKASA 

NMDLMRADMGGAATICSAIVS 

AAKLNLPINUGLAPLCENMPSG 

KANKPGDVVRAKNGKTIQVDN 

TDAXEGRLILADALCYAHTFNP 

KV1LNAATLTGAMDVALGSGA 

TGVFTNSSWLWNKLFEASIETG 

DRVWRMPLFEHYTRQVVDCQL 

ADWNNIGKYRSAGACTAAAFL 

KEFVTHPKWAHLDIAGVMTNK 

DEVPQSTGKA*LGRPTRTL1\EF 

L\LRFSQDNCLVQILKNVFHSVL 

NWTVELKKVFE 


11128 


41496 


A 


11195 


1 


273 
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SEQ ID NO: 




SEQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


11129 


41497 


A 


11196 


2996 


8256 


LPTRRSWAVFFKGGESGAHTLR 














RKARKKRKKQVKGGSPKKGEE 














AK.K.VEAPRLPK.LAAPGGGAGA 














KGGAGGTSDMRLWSWVLHLG 














LLSAALGCGLAERPRRARRDPR 














AGRPPRPAAGPATCATRGPRPP 














RLAAAAAAAGRAWEAVRVPR 














RRQQREARGATEEPSPPSRALY 














FSGRGEQLRVLRADLELPRDAF 














TLQVWLRAEGGQRSPAVITGL 














YDKCSYISRDRGWVVGIHTISD 














QDN K.DPRYFFSLK.TDRARQV 


11130 


41498 


A 


11197 


75 


266 




11131 


41499 


B 


11198 


1 


363 




11132 


41500 


A 


11199 


1 


649 


PRIRHEV1EEVIRMMLEIINSCLT 














NSLHHNPNLVYALLYKRDLFE 














QVFRTHPSFQDIMQNIDLVISFFS 














SRLLQAGAELSVERVLEII\SQG\ 














ALRCPKDRLKEISQKLKFKYVE 














EEQPRGVF*SPYVWSLVLQLQQ 














S A L Y WEFHRTFQLFHPWDSRLR 














GRDASSPPGTPSSQGRPFQSSFIS 














GVTEVGQTGYLVYLLLKEDCT 














SVFSSHTLIWR1GC 


11133 


41501 


A 


11200 


108 


210 




1 1 134 


41502 


A 


1 1201 


53 


259 




11135 


41503 


A 


11202 


1 


2679 




11136 


41504 


A 


11203 


1 


675 




11137 


41505 


A 


11204 


834 


1077 


KGL WTVPPSFG DTVSG PPVPTG 














G S AG HTVPPPPR* CRRQPPPS PP 














W RRLFLPQLRSRSSQPPAG PA R 














HLPPPAARPECFCA 


11138 


41506 


A 


11205 


1 


681 




11139 


41507 


A 


11206 


1777 


1940 


VPILPQPLLLHP11LLS*VPILPQP/ 














PAPPPYNPFITSPPHTWSGLQFH 














SVTSPPPPAQQFTLKRVAEAKG1 














VK. 


11140 


41508 


A 


11207 


3 


547 




11141 


41509 


A 


11208 


1 


578 




11142 


41510 


A 


11209 


194 


379 




1 1 143 


41511 


A 


11210 


1 


927 




11144 


41512 


B 


1121 1 


1 


916 




1 1 145 


41513 


A 


11212 


1 


441 


RRKLQKQALGPEQNLETLLNL 














ATSVFYNRDQEEQVQKEKRDQ 














RKAAALVMALRQTNLGGSERT 














EH E AGQSPGKACYQCGLLGHF 














KKDCPMRNKLPPR/RVSTMLRQ 














SLEGALPQRMKVPWVRSPQPD 














DPTTGLRVPGASASSCHHPH 


11146 


41514 


A 


11213 


164 


359 




11147 


41515 


C 


11214 


157 


189 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11148 


41516 


A 


11215 


13 


399 


VEAFPTGSEKATAV1SSLLSD11P 
QSRLPTS1PSDNRRAF1SQISQAV 
FQALS1P*NLYIPYGPPSSRKH/T 
LTKLSHQLK.KDWTILLPLSLLRI 
QACPRNATGYSPFKVLYRHSFL 
LRPSL1 PDTRPT 


1 1149 


41517 


A 


11216 


2 


152 


WYGEIMGDVSQGCFER* WAMF 
LRAASSGIRGGVGT*SGRH*AE 
GRFYGDFRGNRAASVFSR 


11150 


41518 


A 


11217 


1 


1143 




11151 


41519 


A 


11218 


28 


453 




11152 


41520 


A 


11219 


275 


1128 


D1STPSLATDHMPITIPLNLIT/TY 
PTQRQYP1PPHALKGLKPVITDL 
LQHRLLK.PINSPYNSPILPVQKP 
DKSYRLVQDLRLTNQ1VLPIHP 
VVPNLYTLLSSIPSSTTHYSVLH 
LKDAFFT1PLHPSSQPLFAVTWT 
DPDTQQSQQLTWAVLPQGFRD 
SPHYFSQALSHDLLSFHPSASHL 
IQY1DDLLLCSPSFESSQQDTLL 
LLQHLFSKGYQSDDRPAFTSQI 
TQAVSQALGIQWNLHIPYIIPQS 
SGKVEWTNGLLKLLLLLLTANI 
DDTSYLQIPHKGLQ 


11153 


41521 


A 


11220 


1 


606 




11154 


41522 


A 


11221 


713 


835 


LSQWRSDNGPAF1SQ1TQAVSQ 
APGIQ*NLY1PYHPQSSGK 


11155 


41523 


A 


11222 


1 


1133 


AEALPVQFYFHLSD1RGMLLHE 

PDLQKGIKAVSQEDPQWSYQA 

DSPG I ARRDYM VSRL VEGLKK 

AAYKAVNYDKLKKTTQVTIVP 

GPDFNLASH1IPDTTPDPHDCYL 

SDTPGIHS1SH1SFFAIPHPDHTW 

FIDGSSTTPNRHTPAKAGYAIVP 

STSI1EAAALPPSATSRQAKLIAL 

TRTLTLAKELCVNIYTDSKYAF 

HILHHHAVIWAERGFLTKQGW 

SNINASLIKTLLKATLLPKEAGV 

IHCKGHQKASDPIAQGNTYAD 

K1AKEAASGPTSVPHGQFFSFSL 

VTPTYSPTKTSTYPSLLTQGKW 

FLDQGKYLLPASKAHSILPSFH 

NLFHVGYKPLAHLLEYLISFLS 

WKSILKEITSQ*SICYSTTPQG 


1 1 156 


41524 


B 


11223 


1 


1156 




11157 


41525 


A 


11224 


1 


4991 




1 1 158 


41526 












11159 


41527 


A 


11226 


203 


1772 




11160 


41528 


A 


11227 


1 


1669 




11161 


41529 


A 


11228 


1473 


1604 




11162 


41530 


A 


11229 


82 


159 
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SEQ ID NO: 


Met 


SEQ Il> NO: 




Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sequence 






11 163 


41531 


A 


1 1230 


1 


1323 




11164 


41532 


A 


1 1231 


377 


631 


LLKGKLTNRKDIHTKTPSVRHH 














HRRPKPGRDTTKKI1LNQYPW* 














TSMQK.SSIKYWQTESSSTSKSLS 














TM1KLASSLGCKNWKK.L 


11165 


41533 


C 


11232 


1 


1677 




11166 


41534 


A 


11233 


753 


966 


FVFLWSLMMVTYRWGFGVDV 














LSVC*FSFQQS\EPQLQVCWSLL 














EVHS*PCLPGYQQRRNSCWPRG 














SCDVVIT 


1 1 167 


41535 


A 


1 1234 


1253 


1459 


LSDSPKLK*RKKC*GQPERKVG 














LPTKGSPSD*QQISWQKLCKPE 














ESGGQYSTFLKKRIFNPEFHIQQ 


11168 


41536 


B 


11235 


1 


924 




11169 


41537 


A 


11236 


299 


436 




11170 


41538 


A 


1 1237 


259 


536 


FQKEWYQLLLVPLV/EI WL* 1 HL 














VLDFF*LVNY*LLPQFQSMLLV 














SSEIQLLPGLVLGEC1V1CQGIYPF 














LLDFLWSLMMVTYRWGFGVD 














VLCVC 


11171 


41539 


D 


1 1238 


79 


1587 




1 1 172 


41540 


A 


1 1239 


1608 


1763 




11173 


41541 


A 


1 1240 


1 


2001 




1 1 174 


41542 


B 


1 1241 


1 


741 




11175 


41543 


B 


1 1242 


1 


1368 




1 1 176 


41544 


C 


1 1243 


1 


3924 




1 1 177 


41545 


A 


1 1244 


470 


619 


KVTRGWGSPHQDAG*SPCQSH 














QDQTP*GILK.EHQEKARRK*RQ 














LCVLQL 


11178 


41546 


B 


1 1245 


1 


3546 




11179 


41547 


A 


1 1246 


363 


476 




11180 


41548 


A 


1 1247 


1 


759 




11181 


41549 


C 


1 1248 


376 


986 




11182 


41550 


A 


1 1249 


556 


821 


M S I RST WRRA EFNSWVSFLTFR 














LVDLSLVFDDGDVQVGFWCGC 














PSCLLVFLL/ISQDPQLQVCWSL 














QEVHSRPCSPGYQQQRLQYSEY 


11183 


41551 


A 


1 1250 


119 


340 




11184 


41552 


B 


11251 


1 


942 




11185 


41553 


A 


1 1252 


436 


732 


LHIWPFLLPCKAQNQVHCSKFC 














PLGRFPFMAVLQGCPRKGL*CC 














SCPLLGGIWISCRIICAFRTYLRP 














IMYIPLPFADGMLLCTAHSMAR 














PFP.VPQT VV 


11186 


41554 


C 


11253 


1 


1878 




11187 


41555 


A 


11254 


720 


1535 


ILPEVQGGAGTI*LSLFLIE*PLF 














LSPA*LPWPELPTLC*IGVVRDG 














TPVLCQFSKGMLPVFAHSV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


huJ 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 ! 188 


41556 


A 


11255 


2 


1059 


WLLAASPLWLCRIRP/LILAAFM 

GWQSRSALGTQSQESGKGSPD 

QVLVPQDCGPWLGSVELVSVP 

GSQAGEEPILSENKGRVTQMKI 

PEERSGSNICCSA1FAVLQPPLLI 

PRQTRSGVDLQQNPTDLQLRVL 

TVRRKTNKEKGHPHQNPTCTSP 

ASKTKGALRFIKQVLRDLERAL 

DSHTTMGDFNTPLSTLDRSTRQ 

KVNKDIQELNSALHQVDLIDIY 

RTLHPKSTEYTVFSAPHHTYSKI 

DHTVGSKALLSKCKRIEILTNCL 

SDHSAIKLELRIKJCLTQNHSTTL 

KLNNLLLNDYWVHKETKAEIK 

MVFEIDENKDTIYQNLWDTFK 

AVCRGKFIALKAHKRKQERVT 


11189 


41557 


A 


11256 


82 


159 




11190 


41558 


A 


11257 


820 


1358 


HTDGFLVWMPFLFVSFPSNSQD 

RQLQVCWRLLEVHSRPCFPGY 

QQRWLQNNRY/SVNRKCCCLIV 

PLEVLSQRSTHQHVGEWLCLL 

GRKFPAGMEACTAMLCSSSVL 

EAATLSFSVQHRACTGGS*KPQ 

QGRVYPSEGREHNGAAAFGPF 

CSSECPASCPDPGTQPCAPGTY1 

PFFSCQT 


11191 


41559 


A 


11258 


2435 


3261 


QVRGYRCRFVTWVNCMSLRFG 
VQRIPSPSLTGTQPPVGAD*HLT 
RPGTPLR*NFQRNDQAVTFAVH 
\HIH\FVQPLLLIPMQTGSGVDLR 
QTPTDLQL RVLT VRRKTNKQK 
GHPHRNP1CMSPSSKTKARQAN 
1Q1QEIQRTPQRYSSRRATPRHII 
VRFTKVEMKEKKLRAA REKGR 
VTHKG KPIRLTVDL L AETLQA R 
REWGPIFNILKEKNFQPRISYPA 
KLNFISEEE1KSFTDKQMLRDFV 
TTRPALQELLKEALNM ERNNQ 
YQPLQNHAKL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oi'last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11192 


41560 


A 


11260 


1439 


2544 


VSSTTKEKALSVPPRWCILQKK 

NPPNHQPVSLPEVFLPQILKFSG 

PPHWRRIEDEYKVMRLNIGDM 

KTKKKMLEKYEQLEIRHQQKS 

RT*KAVCCIT*LSRHIILLGQAPL 

VQQSM*QPESHHQVNPPETSYG 

IHQTPKLS*IGIK*RPW1M/MSEV 

KGYKVGNFFFAKAPNRAPPLL 

KPRQTGSGVDLQQTPADLQLR 

VLTVRRNTN KQKGHPHQNPICT 

SPSSKTKEVENLEKRLDKWLTR 

LTN VEKSLNDLMELKTM A REL 

HDEGTSFSSQFDQLEERVPVME 

DQMNEMKQEEKFREKRMKRN 

EQSLQEIRDYVKRPNLRLIGVPE 

SDGENGTKLENTLQDIIQENFPS 

LARQANIQIQE1QRMPQR 


1 1193 


41561 


A 


11261 


2772 


3111 


QSGPSAAGLLEFAGGPLQTLFA 

WVSAAEVGKCKGSGSSLS*PK 

KGVMDGTWK1GSLPPEYCAFPT 

G*KNGAP/LRLYPTPGSEGPTPT 

ESP*/FASTA VGDQTA RQQRGW 

GRGARH 


11194 


41562 


A 


11262 


248 


597 


DRCPAAWDRHPAG1QSSRREPS 
KATWTLRSKLSVQDGRRDSSL 
RLNCKVAARLGAGHPPMLRLG 
LRC*YPGKQGLEWTSSKLQQTC 
H*GS*LLKGKLTNRKD1HSKTPS 
VRHYHQR 


1 1195 


41563 


B 


11263 


1 


2250 




11196 


41564 


A 


11264 


1298 


1681 


GVSVPLLWGASQLGYLGVMDP 

LAEAVCPFSDLQLHSGRTSTVF 

KAALGQSGAHCPERCVSAQS* 

AD*RALREHKQ*FGSTLCGPVM 

VVAMELGSSTMVELVSSPANS 

VKVFLFLHIFSSTCCFLTFS 


1 1 197 


41565 


A 


11265 


1272 


1497 


SGLLPIKVAFTKPQFLFILLRJWL 
*RGYVFCSWKVTTPREQPQC1T 
DGYQIFIFMQKTLSCLSILGKRT 
MSLMQ 


11198 


41566 


A 


11266 


1 


1071 




11199 


41567 


A 


11267 


788 


1286 




11200 


41568 


A 


11268 


3 


455 




11201 


41569 


A 


11269 


1 


711 




1 1202 












GGGENFSYPWYLLVGCGWFSS 
SPIVPDVPPFSLLLPAQKK.K.PAP 
PK\PEPKPKKAPAKKGEKVPKG 
KKGKADAGKEGNNPAENGDA 
KTAQAQKAEGAGDAK 



1503 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11203 


41571 


A 


11271 


914 


1261 


takpktnwccraptsrlastfa 
tmpfkkaecvgdahpatvk.de 

PQRISARLS\AKPAPPKPEPKPK 
KAPAKKGEKVPKGKKGKADVA 
GKEGYNNPAEN\GDAKTDQAQK 
A\EGA\GDAK 


11204 


41572 


A 


1 1272 


3 


359 




1 1205 


41573 


A 


11273 


440 


642 


WKAEREEIEPR/PKKAPAKKGE 
KVPKGKKGKAEAGQDGDNPTE 
NGDAKTDQGQKAEGAGDAKR 
TVSHQN 


11206 


41574 


A 


11274 


499 


723 




11207 


41575 


A 


11275 


147 


459 


STYVPLPSPPSSMPKRKAEGHA 
MGDKAKVKDEPQRRFARLS\A 
KPAPPKPEPKPKXAPAKKGEKV 
PKGKKGKAD\AGKEGE*PLQKN 
GDAKTDQAQKA\EGA\GDAK 


11208 


41576 


B 


11276 


179 


400 




11209 


41577 


A 


11277 


24 


601 




11210 


41578 


A 


11278 


266 


441 




11211 


41579 


A 


11279 


17 


570 


HQPKKDLTGFVKWPRY1RLQR 
QRA1LYKRLKVHLAINQFTQAL 
ARQTATQLLKLAHKYRPETKQ 
EKKQRLLARAEKKAAGKGDVP 
TKRPPVLRAGVNTVTTLVENK 
KAQLVVIAHDVGPIELVVFLPA 
LCRKMGVPYCQ\1KGKARLG\R 
LVHRK\TCTTCRFTQYVNS\EDK 
GALAKVLVEAIRTNYNDRYDEI 
R\RHWGGNVLGPKSVARJAKL\ 
EKAKA K E L A H * TGG S YQDQLQ 


11212 


41580 


A 


11280 


175 


289 


RPCVKESGKPHLKSSTMWTTL 
KLL RI * PRRTTC S PRLS 


11213 


41581 


A 


1 1281 


205 


361 




1 1214 


41582 


A 


1 1282 


144 


396 


CLEVLHKILFFEMESHSVTQAG 
VQWRDLGSLQPLPPG\SSNSPTS 
ASQVAGIRSMRQKGRANFFVFL 
VEMGFHHVGQADLELLTL 


11215 


41583 


A 


11283 


241 


550 


















11217 


41585 


A 


11285 


2 


447 


PPLSRLLCPRHPHSGWPEGYSPE 
HLRCGLRSGTLRSRQALHCQVS 
SNP*PPSLWF*GCGNVL*ELCLF 
VLPVSVNLYQVLLSEIWEFHRT 



1504 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11218 


41586 


A 


11286 


1 


2172 


PAGRCRTAWAVAAQQLMLSA 

ALRTLK.HVLYYSRQCLMVSRN 

LGSVGYDPNEKTFDKILVANRG 

EIACRVIRTCKKMGIKTVA1HSD 

VDASSVHVKMADEAVCVGPAP 

TSKSYLNMDAIMEAIKKTRAQ 

AVHPGYGFLSENKEFARCLAAE 

DVVF1GPDTHA1QAMGDKIESK 

LLAKKAE VNTI PGFDG V VKDA 

EEAVRIARE1GYPVMIKASAGG 

GGKGMRIAWDDEETRDGFRLS 

SQEAASSFGDDRLLIEKFIDNPR 

H I EIQ VLGDKHGNAL WLNEREC 

SIQRRNQKVVEEAPSIFLDAETR 

RAMGEQAVALARAVKYSSAGT 

VEFLVDSKKNFYFLEMNTRLQ 

VEHPVTECITGLDLVQEMIRVA 

KGYPLRHKQADIR1NGWAVEC 

RVYAEDPYKSFGLPSIGRLSQY 

QEPLHLPGVRVDSGIQPGSDISI 

Y Y D PM 1 SKLIT YG SDRTE ALKR 

MADALDNYVIRGVTHNIALLR 

EVIIN\SRFGKRNLNT*FL\SKGF 

PEAFKGHLLTKS\EKTQFLAIAS\ 

SLFV\AFQLRAQHFQENSRMPVI 

KPDI AN WELS V KLHDKVHTV V 

ASNNGSVFSVEVDGSKLNVTST 

WXNLVASPLLSVSVDEHSEGLFQ 

r*i coca r^r^xiA^ctr^ci r^T\/vi/\/ 
ULoKtAOOJNivl&ll^r LU 1 V T rvv 

Mil TPI A API Mk'FX/II ElfVTRnT 

aSVLKorJvlruV V VAVSVlvruU 

AVAEGQE1CV1EAMKMQNSMT 


11219 


41587 


A 


11287 


62 


2600 


















11221 


41589 


R 


11289 


94 


1440 




11222 


41590 


A 


11290 


57 


237 


FLHAENKAHRPGISLCGLRAQP 
RQPASRHAW*SMRSEQRPWLT 
ASGRSSGQTRSSRSLG 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hull 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11223 


41591 


A 


11291 




1968 


EFDYSEDKSSWDNQQENPPPTK 

KIGKKPVAKMPLRRPKMKKTP 

EKLDNTPASPPRSPAEPND1PIA 

KGTYTFDIDKWDDPNFNPFSST 

SKMQESPKLPQQSYNFDPDTCD 

ESVDPFKTSSKTPSSPSKSPASFE 

IPASAMEANGVDGDGLNKPAK 

KKKTPLKTDTFRVKKSPKRSPL 

SDPPSQDPTPAATPETPPV IS A V 

VHATDEEKLAVTNQKWTCMT 

VDLEADKQDYPQPSDLSTFVNE 

TKFSSPTEELDYRNSYEIEYME 

KIGSSLPQDDDAPKKQALYLMF 

DTSQESPVKSSPVRMSESPTPCS 

GS\SFEETEALVNTAAKNQHPV 

PRGLAPNQESHLQVPEKSSQKE 

LEAMGLGTPSEA1E1TAPEGSFA 

SADALLSRLAHPVSLCG\ALDY 

LEPDLAEKNPPLFAQKLQREAV 

VHPTDVS1\SKTALYSRIRTTEVE 

KPAGLLFQQPDL\DSALQIARAE 

II\TKEREVSEWKDKYEESR\RE 

VMEMRKIVAEYEKTIAQMIEDE 

QREKSVSHQTVQQLVLEKEQA 

LADLNSVEKSLADLFRRYEKM 

KEVLEGFRKNEEVLKRCAQEY 

LSRVKKEEQRYQALKVHAEEK 

LDRANAEIAQVRGKAQQEQAA 

HQASLRKEQLRVDALERTLEQ 

KNKEIEELTKICDEL1AKMGKS 


11224 


41592 


A 


11292 


63 


2203 




11225 


41593 


A 


11293 


27 


586 




11226 


41594 


A 


11294 


89 


288 




11227 


41595 


A 


11295 




522 


HERFETTYFKKFP\GYYVTGDG 
CQRDQDGYYWITGRIDDMLNV 
SGHLLSTAEVESALVEH*RLLQ 
EAVWVGHPHPCEGVNASYCFV 
TLCDGHTFSPKLTEELKKAWM 
RKRLAPFATPDYIQNAPGLPKIA 
RSGKIMRRVLRKIYAQNDHDLG 
DMSTVADPSWISHLFSHRCLTI 


11228 


41596 


A 


11296 


2 


569 


















11230 


41598 


A 


11298 


1 


252 




11231 


41599 


A 


11299 


39 


174 


RHIYSSNEVH*KEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEIPLSSL 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11232 


41600 


A 


11300 


16 


379 


1LDTSPMRWTQKNFSMILAQPE 
QQCKTLSQNKNKDRRIKKKEE 
KKKKKK.KKKKKKKK.KKKKKK 
KKKKK*EKEKEKEKEK.K.KEKE 
EEKKK/QEEEEEEEEEEEEEEEE 
EEEEEEEEEEERRRR 


11233 


41601 


A 


11301 


1 


249 




11234 


41602 


A 


11302 


1 


353 




1 1235 


41603 


A 


11303 


1 


847 




11236 


41604 


A 


1 1304 


3 


224 


QEKKRRKEKKKVKEEEEEEEEE 
EEEEEEEEEEEKKKKKKKKKK 
KKKKKKKKKKKKKKKKKKKK 
KKKKKKKKKGRKTDLAVDPV 


11237 


41605 


A 


11305 


1 


417 




11238 


41606 


A 


11306 




1314 




11239 


41607 


B 


11307 




133 




11240 


41608 


A 


11308 


45 


266 




11241 


41609 


A 


11309 


35 


313 


FLQMEDTYIVTKLLLLLRFAWL 
YLDLVFVLI*YRKKRRKKKRKK 
KEKEKEKEKKKKKKKKKKKK 
KKKKKKKKKKKRKKEMALQS 
CSLWYLYA 


11242 


41610 


C 


11310 


240 


391 




11243 


41611 


A 


11311 


1 


579 




1 1244 


41612 


A 


11312 


141 


410 


PEPILTMESKGMWQLFELTL/H 
NSKVNTLSKELHSEFSEVMNEI 
WASDQIRSAVLISSKPGCFIAGA 
D1NMLAACKDPSRSNTAITRKH 
RE 


11245 


41613 


A 


11313 


1 


358 


KWFTPMEFEIKG G Y A * SKN WR 
LSVRCGGWPLRRLMEEGSLPNP 
SRIYYRNKLRILKSQNNSSVDPC 
ivit?m7 nprpvronr.u/pi Trrr^T^x 

IVIKfN LUct^c V UrvULi W tLrt^CU 1 

CSRVFHDDCHIPPVESEKMKES 
AGSQQCCQES 


11246 


41614 


A 


11314 


1 


921 _j 




11247 


41615 


A 


11315 


108 


2765 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1248 


41616 


A 


11316 


98 


2418 


AKLMAQQGQQGQMASGDSNL 

NFRMVAEIQNVEGQNLQEQVC 

PEPIFRFFRENKVEIASA1TRPFP 

FLMGLRDRSFISEQMYEHFQEA 

FRNLVPVTRVMYCVLSELEKTF 

GWSHLEALFSR1NLMAYPDLNE 

IYRSFQNVCYEHSPLQMNNVN 

DLEDRPRLLPYGKQEN SN ACH E 

MDDIAVPQEALSSSARCEPGFS 

SESCEQLALPKAGGGDAEDAPS 

LLPVSCK.LAIQ1DEGESEEMPKL 

LPYDTEETFDLK.TPQVTNEGEP 

EKGLCLLPGEGEEGSDDCSEMC 

DGEERQEASSSLARRGSVSSEL 

ENHPMNEEGESEELASSLLYDN 

VPGAEQSAYENEKCSCVMCFS 

EEVPGSPEARTESDQACGTMDT 

VDIANNSTLGKPKRKRRKKRG 

HGWSRMRMRRQKNSQQNDNS 

KADGQVVSSEKKANVNLKDLS 

KIRGRKRGKPGTRFTQSDRAAQ 

KRVRSRASRKHK.DETVDFKAP 

LLPVTCGGVKGILHKKKLQQG1 

LVKCIQTEDGKWFTPTEFEIKG 

GHARSKNWRLSVRCGGWPLR 

WLMENG FLPDPPRJ R YRKKKRI 

LKSQNNSSVDPCMRNLDECEV 

CRDGGELFCCDTCSRVFHEDCH 

IPPVEA ERTPWNCIFCRMKESPG 

SQQCCQESEVLERQMCPEEQLK 

CEFLLLKVYCCSESSFFAKIPYY 

YYIREACQGLKEPMWLDKIKK 


11249 


41617 


A 


11317 


1 


1210 




11250 


41618 


A 


11318 


1 


743 


MRYKKEQPLFLPKYDLGADAA 
1LQPQEEDCGSTQVRGGHHRTK 
TEETGLLVTSLNQGIKPHDSVT 
KLLSPQRSSVLFLLLITSGVHTD 
SSKAVLESRRSLGYEASFLEYF 
QSF YKLFPVDRLYA WHCSDH R 
NTTVTAINTDRPGLLTLSLTVTI 
GQGSKKAPSGFSH1SPAPTVKQ 
QPILCDDRDFSPSSFPSTNTPSQF 
ATNEVLTTGPPPGAG/CCQYSTI 
TRKTGPNCQAGGCPGGARPAK 


1 1251 


41619 












11252 


41620 


A 


11320 


3 


122 




11253 


41621 


A 


11321 


1 


289 




11254 


41622 


A 


11322 


1 


399 




11255 


41623 


A 


11323 


3 


259 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*^Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


1 1256 


41624 


A 


1 1324 


1 


369 


MPATWEAEARESHKREFRTHL/ 
VQHSETPSEKEEE\EEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEGEEEEEEEEEEEEEEEEEEE 
GEEEEEEEEEEEEEEDEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEGEEEEEEEEEEEEEEEEE 


11257 


41625 


B 


11325 


1 


441 




11258 


41626 


A 


11326 


1 


267 




11259 


41627 


B 


11327 




234 




11260 


41628 


A 


11328 


1 


383 


M V RPFL Y KK1 KEEEEEEEEEEEE 
EEEEGEEEEEEEEEEEEEEEEEE 
EGEEEEEEEEEEEEEEEEEEDKD 
DEEER/EKKEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEKKHSL*DPD 
LGEKENKGQRKRKLARGTSQP 
SLSPGGSDPLGA 


11261 


41629 


A 


11329 


305 


625 


VAPGDRHAFPLAPSGLSPELTLP 
QTQCCAQATVQGLEGTRSWSQ 
SGTSSLSPWSHTSLRRRRKEEG 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEE/1EEGEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEAKTQ 


1 1262 


41630 


A 


11330 


294 


501 


AFDKQPRGRGRVVKEEVLK.KK 
KKEEEKEEEGEEEEEEEEEEEEE 
E/EEDEEEEEEEEEEEEEEEEEEE 
EEEEEEEE 


11263 


41631 


C 


11331 


618 


966 




11264 


41632 


B 


11332 


1 


332 




11265 


41633 


A 


11333 


1 


705 




11266 


41634 


A 


11334 


1 


417 




11267 


41635 


A 


11335 


1 


639 




11268 


41636 


A 


11336 


2 


2347 


LMLVVIFNGTERIEDLRKPPSFD 
AILGGGLRVLFFQNEAHPPFAS 
WRNN EE ARTDRPSQQLRSLNG 
KWRLMRYFLLTHLCETLVKVK 
DAEDQLGARVGY1ELDLNSGKI 
LESFRPEERFPMMSTFKGLLCG 
AVLSRIDAGQEQLGRRIHYSQN 
DLGEYSPVTEKHLTDGMTVRE 
LCSAAITMSDNTAANLLLTTIG 
GPNELTAFLHNMGDHVTRLDR 
SEPELNEAIPNDERDTRCLGQW 
QQRSQTINWPTTTLAP 


11269 


41637 


A 


11337 


56 


243 


YSCLMFPQDGE* LEKEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


11270 


41638 


A 


11338 




503 


MKHQHFALLVPEKFLIAQSTAS 
RVDRRQIWRDVSSERGEISQCL 
KVGTSLNSTDVSAVEAVRATV 
LGSGTLTPTVLRSNAGPYTRIST 
VPACLLGQEEEEEEEEEEEEEEE 
EEEEEEE\EEEEEEEK/EEEE/EEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEGEEEERRKS 


11271 


41639 


A 


11339 


1 


651 




11272 


41640 


A 


11340 


1 


2184 


MN1DANIPNKILENRIQQHIKKL 
IHHDQVGF1PGMQGWFNIRKSI 
NVIQHINRTKDKNCMIISIDAEK 
AFDK1 QQCFML ETLNKLG I GGT 
YLKIIRAIYDKPTANIILNGQKL 
EAFPLKTGTRQGCPLSPLLFNIV 
LEVLARA1RQEKEIKGVQLGKE 
EVKLSLFADDM1VYLENPIVSA 
QHLLKLISNFSK.VSGYKINVQK 
SQAFLYTNNRQTENQIMSELPF 
TIASKRIKYRGIQLTRDLKDLFK 
ENDKPLLKE1K.ED/DK.EMEEHS 
MLMGRKNQYRENSHAAQELE 
KNYFKVHMEPKKSPHYQVNPK 
PKEQSGRHHVT*LQTILQGYSN 
QNSMVLVPKQTYRSMEQNRSL 
RNNATYLQLSDL*QTQEKQAM 
GKGFPI**MVLGKLASHM*KPE 
TGSLPYTLYKNQFKVD*RLKR* 
T*NHKNQRRKPRHYHSGHRHG 
QGLHV*NTKINGNKNQN*QMG 
SN* TKELLH SKRN YRQSDQATY 
KMGENFHNLLIRQRANIQNVQ* 
TQTNLQEKNKQPHQKVGEGHE 
QTLLKRRHLCSQKTHEK\NSPSL 
AI REMQ1KTTMRYHLTPVRMAI 
IKKSGNSRKHIQKKEEEEEEEEA 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEKCSLKHTEAPCVKGIETIFW 
NKFSLCD1TKSYLSGVQKLEER 
AHKVKLALKFKKEIKMALHGG 
















11274 


41642 


A 


11342 


2 


259 


GSTISCARCAELRGSASRFRPLP 
AAAMKWMFKEDHSLEHRCVE 
SAKIRAKYPDRVPVLTMGQLYE 
KEKDEDGFLCVAYSGENTFGF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
nf peptide sequence 


Amino acid sequence ( X=llnkno\vn, 
deletion. \=possiblc nucleotide insertion) 


11275 


41643 


A 


11343 


1 


461 


GCRCRCRRRCCCARCAELRGS 

ASRFRPLPAAAMKWMFKEDR 

W\LEHRCVESAK\IRAKYPDRVP 

VIVEK/VSQGSQIVD1DKRKY\L 

VPSDITVXAQFMWIIRKR1QLPSE 

KAMFLFVDKTVPQSSLTMGQLY 

EKEKADEDGFLYVAWSGRGTLF 


11276 


41644 


A 


11344 


1 


966 




11277 


41645 


A 


11345 


1 


1037 


RPPFPVPGVQKCPLPTRGGLHIG 
RWLRDRAGPPEAQDGTGGRSR 
SRRRPPALPNSRPSPVASGREM 
VVLSVPAEVT\VILLDI\EGTTT\P 
IAFVKG/DILFPYIERKMLKAEYL 
QTHW\EEEEFQ\QDVSLFEGNK 
A\EEDAHLDG\AVPIPGKHLGIG 
V\DD\LQQM1\QAVVDNVCWQM 
SLDRKTTALK.\QLQGH\MWRAA 
FTAGRMK\AEFFADVVPA\VR\K 
WREAG\MKVY1YSSGSVEAQKL 
LFGHSTEGDILELV\DGHF\DTK1 
GHKRRRVKVTRK\IADS1\GCST\ 
NKHFVFW TDVTSRRASAGLRE 
AGCCTLAVV\VRPG\NAGINR*L 
RKTYYSLITSFQWNYYLPSST 


1 1278 


41646 


A 


1 1346 


346 


858 




1 1279 


41647 


A 


11347 




234 .. . 




11280 


41648 


A 


11348 








1 1281 


41649 


A 


1 1349 




234 




11282 


41650 


A 


1 1350 




1696 




1 1283 


41651 


A 


1 1351 






















11285 


41653 


A 


11353 




1458 




11286 


41654 


A 


11354 


219 


329 




11287 


41655 


A 


11355 


132 


451 




11288 


41656 


A 


11356 




996 




11289 


41657 


A 


11357 




867 


MARLWGALSLWPLWAAVPWG 

GAAAVGVRACSSTAAPDGVEG 

PALRRSYWRHLRRLVLGPPEPP 

FSHVCQVGDPVLRGVAAPVER 

AQLGGPELQRLTQRLVQVMRR 

RRCVGLSAPQLGVPRQVLALEL 

PEALCRECPPRQRALRQMEPFP 

LRVFVNPSLRVLDSRLVTFPEG 

CESVAGFLACVPRFQAVQISGL 

DPNGEQVVWQASGWAARIIQH 

EM DHLQGCLFIDKMDSRTFTN 

VYWMKVND*SFATGAEDSGY 

QDANTFTLSWANLTWHQLGW 

LAYDRKLDCQGMAD 


11290 


41658 


A 


11358 


3 


226 




11291 


41659 


A 


11359 


1 


756 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ 11) NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11292 


41660 


A 


11360 


35 


142 




11293 


41661 


C 


11361 


151 


484 




11294 


41662 


A 


11362 




1245 




11295 


41663 


A 


11363 


2 


1464 


CQAKFIMNRLKK/NERQKVQDI 

KEVKQNIHLIRASFAGKGKQLE 

EKMQPLEPEAIMLSELMQEQKT 

KCRMFSLISGKHGVHMDSKTG 

ATDSGAYLRVEEIQTT1REYYK 

HLYANKLENLEEMDK.FLDKYT 

LPRLNQEEVESLNRPITGAEILAI 

1SSLPTKKSPGPDGFTAEFYLRY 

KEELVPFLLKLSQSIEREGILPNS 

F YE AS 1 1 L 1 PK.PGRDTTK.KEN FRP 

ISLMN1DAK1LNKILANRJQQH1 

KKLIHHDQVGFIPGMQGWFNL 

RKSFNVIQHINRAKDKNHMIISI 

HEEKAFDKIQQPFMLKTLNKLG 

IDGTYLK11RAIYDKPT ANIILNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVLARAIRQEKEIKGIHL 

GKEEVTLSLFADDM1VYLENPI 

VSAQNLLKLISNFSK.VSGYK.rN 

VQKSQAFLYTNNRQTESQ1MSE 

LPFT1ASRRIKYLGIQLTRDMKD 

LFKENYKPLLSEIVTVF 


1 1296 


41664 


A 


1 1364 




559 




11297 


41665 


C 


11365 


63 


370 




11298 


41666 


A 


11366 


3 


211 




11299 


41667 


A 


11367 


47 


358 


PDMGLEDEQKMLTESGDPEEE 
EEEEEELVIGLRLSVHTGNLGRP 
GM*NFPLLLSIQN*MGDPHSAIS 
GGQCGS A S WPS A RJ PLQQVREQ 

LKA^WKKL V IvVAKblvLiiLvdJC. 

R\* SSRSHTEEDCT\EELFDF\LH 
A\RDHC\VAHKLL*QLAFCTDPP 
TTSERAMPSQLEEMCKRPGSG 


11300 


41668 


A 


11368 


1 


2082 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11301 


41669 


A 


11369 


1 


2013 


MKHLKRWWSAGGGLLHLTLL 

LSLAGLRVDLDLYLLLPPPTLL 

QDELLFLGGPASSAYALSPFSAS 

GGWGRAGHLHPKGRELDPAAP 

PEGQLLREVRALGVPFVPRTSV 

DAWLVHSVAAGSADEAHGLL 

GAAAASSTGGAGASVDGGSQA 

VQGGGGDPRAARSGPLDAGEE 

EKAPAEPTAQVPDAGGCASEE 

NGVLREKHEAVDHSSQHEENE 

ERVSAQKENSLQQNDDDENKI 

AEKPDWEAEKTTESRNEGISLG 

DIPLPGSISDGMNSSAHYHVNFS 

Q A I SQD VNLH E AI LLCPNNTFR 

RDPTARTSQSQEPFLQLNSHTT 

NPEQTLPGTNLTGFLSPVDNHM 

RNLTSQDLLYDLDIMFDEINLM 

SLATEDNFD\PIDVSHLFDEPDS 

DSGLTLDSSHNNTSDIKSNSSHS 

VCDEGAIGYCTDHENSSSHHDL 

EGAVGGYYPEPSKLCHLDQSDS 

DFHG DLTFQH VFHNHTYHLQP 

TAP\ESTS\EPFPW\PGGRSQEGL 

RE*DTLKDTDRNLSRDEQRAK 

ALHIPF\SVDEIVGMPVDSFNSM 

LSRYYLTDLQVSLIRDIRRRGK 

NKVAAQMCRK.RKLDIILNLEDD 

VCNLQAKKETLKREQAQCNKA 

IN1MK.QKLHDLYHDIFSRLRDD 

QGRPVNPNHYALQCTHDGSILI 

VPKELVASGHKKETQKGKRK 


11302 


41670 


A 


1 1370 


3 


255 


















11304 


41672 


A 


11372 


109 


207 


MLCLQRFYMIFVDFQSRPQF*L 
KSCQH1ISCHQ 


11305 


41673 


A 


11373 


1 


666 




11306 


41674 


A 


11374 


1 


1254 
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SEQ 11) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1307 


41675 


A 


11375 


33 


1458 


KLPLKAKMGKEKTHINIVVTGH 

VDSGKSTTTGHLIYKCGGIDKR 

TIEKFEKEAAEMGKGSFKYAW 

VLDKLKAERERGITID1SLWKFE 

TSKYYVT1 IDAPGHRDF1 K.NM1T 

GTSQADCAVLIVAAGVGEFEA 

G I SK.NGQTREHALLA YTLG VK 

QL1VGVNKMDSTEPPYSQKRYE 

E1VKEVSTYIKKIGYNPDTVAFV 

PI SG WNGDN M LEPSANMPWFK 

GWKVTRKDGNASGTTLLEALD 

C1LPPTRPTDKPLRLPLQDVYKI 

GGIGTVPVGRVETGVLKPGMW 

VT\FAPDNVTTEV*SVEMHHEA 

LSEALPGDN/VGAFNVKNVSVK 

DVRRGNVAGDSKNDPPMEAA 

G FT AQVI I LN H PG QIS AG Y APW 

LDCHT\AHIACKF\AELK.KK.I\DR 

RF\GKKLED\GPK\FWKSGDAAI 

VDMVP\GKP\MCVESFSDYPPL 

GPFAVHDMRQTWAGGAHQKQ 

VDKKVAAG A\G K VTK\S AQKAQ 


1 1308 


41676 


A 


11376 


1 


880 




11309 


41677 


A 


11377 


1304 


2340 


K ETE AQRKRLRRNEPEEQEIRT 
RKTRSPQTPDQQTYKKGRNER 
LCG1SQPTKEPTRGGFCRFRNPP 
SNRIFACWGKPAWTACCNSLR 
ARRMLM ERN ARAAGSRKRMG 
RMDCWARVLD1\NLAAEAKSEP 
EKKAGVKRICKRRCTGSSFDL\ 
DY*LFNGDYYDRMYSYP\ARVP 
PPPPIARAVVP\SKRQRVSGNTS 
RRGKSGFNSKSGQRGSSKSGKL 
KGDD\LQA1KE\ELT\QIKRKSGF 
LFLGKTWEK1EKEQSKQAVEM 
KK**SQKEEQSSQLR*KKDET*C 
*RLEVLKGGA\EDSA\EEGDLLD 
DDDNEDRGDDQLELIKDDEKE\ 
AEEEEDDRD\SANGR\DDSLST 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11310 


41678 


A 


11378 


80 


1141 


ETQNRISSPSPSCEIFLIFSYIFRL 
CEKPYHQTRSASNVTNKTDPRS 
MNS\RVFIGNLNTLVVKKSDVE 
A1FSKYGKIWGCSVHKGFALSF 
SMLMKRNARAAVAG\EDGRMI 
AGQVLDINLAAEPKVNRGKAG 
VKRSAAEMYG/SQ*QNTLLRPL 
YFSSSFDLDYDFQRDYYDRMY 
SYPARVPPPPPIARAVVPSKRQR 
VSGNTSRRGK\SGFNSKEWNSG 
VSSKFWKR*KGDDLQ\AIKEEL 
T\QIKQKVDSL\LENLEK1EKEQS 
KQAVEMKNDKSEEE\QSSSS\LK. 
KDETYNLKMESEGGCRLTLPEE 
GDPVLD* * YDE* * RSGGNDPAGS 
*SKDDEK\EAEE\GEDDRD\SAN 
GVEDDS 


11311 


41679 


A 


11379 


1 


1134 




11312 


41680 


A 


11380 




642 




11313 


41681 


A 


11381 


397 


898 




11314 


41682 


A 


11382 




663 




11315 


41683 


A 


11383 


44 


398 


ATMLGLNIISRKWFYKSSEKSL 
GLRGGLGRPLAFTLYSLLQAAL 
LCVNA1AVLHE/ERRISSKNICA 
GGTRTIGIGW1WEKEPGIKSQL 
MNLIRSVRTEMRVPLIIVNSIAI 
VLLLLFG 


11316 


41684 


A 


11384 


3 


754 


GLYYRKCQLISKEDVTHDTRLF 
CLMLPPSTHLQVPI/GEHVYLKL 
P1TG TE1 VKPYTP V SG SLLSEFKE 
PVLPNNKYIYFLIKIYPTGLFTPE 
LDRLQ1GDFVSVSSPEGNFKISK 
FQELEDLFLLAAGTGFTPMVKI 
LNYALTDIPSLRKVKLMFFNKT 
EDD1 1 WRSQLEKL AFKDKRLDV 
EFVLSAP1SEWNGK.QGHISPALL 
SEFWKRNLDKSK.VLVCICGPVP 
FTEQGVRLLHDLNFSKNEIHSFT 




41685 




Tnsl 





1785 




11318 


41686 


A 


11386 


95 


369 




11319 


41687 


A 


11387 


511 


728 




11320 


41688 


A 


11388 


1 


100 




11321 


41689 


A 


11389 


1 


777 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11322 


41690 


A 


11390 


2 


707 


PNPKCR*VFPVFLFYRPI*PFPSS 
PA/SLIARPS*VPILPQPPLL/TPY 
NPPTTSPPHTRSGLQFSSATSSSP 
PAQQFPLREVAGAEGIVNAHVP 
FSLSDLSQISQHLGSFSSDPTKYI 
QEFRYLTLSYNLTWSDLNVILT 
STLSPDERERVFPVSQSH/V**P/ 
SGFMSQTSRKALEQFPERIPQW 
NYQANSPGKNFKN*NLALKPH 
NRN*STLPSTCTIIERKQPDGNA 
FLSYNYLPP 


1 1323 


41691 


A 


1 1391 


2 


339 


LLLFRSLPAKLNQAPILPWPL/PP 

PPYNPSITSPVHTWFSLQFHSET 

SPPPPAQQFPLRAVAGTEGIVR 

MNGKEFFLQPNLTLITAGFKSQ 

TSRKALEQFPERJPNGTIRQIPQ 


11324 


41692 


A 


11392 


1 


993 




11325 


41693 


A 


11393 


3 


1127 


TKETRFIHGPKTPAPVTDWEGS 

LPL VFNHCRDASL1IH SRFK.GVR 

PHRDTCLGPSPLAASPAFLGKG 

QAAHCQAELSPNSSSASTPPPY 

NPS1TSPPHTRSGLQFSSATSSSP 

PAQQFPLREVAGAEGIVRVHVP 

FSLSDLSQISQCLGSFSSDPTKY 

TQEFQCLTLSYNLTWSDLNVIL 

TSTLSPDEWERVSSLAQSHADN 

\PGFTSQTSRKA LEQFPE/TDPQ 

WNHQANSPGIARRDYMVSCLV 

EGLK.KAAYKAVNYDKLKETTQ 

GEDENPAQVVARLAATLRRFT 

A LDPEGPEGRLI LNMHFITQS AP 

DITKKLQKLESGPQTPQQELINL 

TFKVHNNGEETDAARSPWKPP 

GPSRTPSFRACFPCPHNFCGY 


11326 


41694 


A 


11394 


I 


312 




11327 


41695 


A 


11395 




244 


MFADR*LFSTTHQS\IVPLYL\LF 
GA*AGVLATA\LSLL1RAELGQP 
GNLLGNDH1YNVIVTAHAFVIIF 
FIVIPIIIGGFGN*LVPLIIGAPDM 
AFPRINNISF*LLPPSLLLLLAS\A 
IVE\AGAGTRLNKSYPP\LAGNY 
SHPWK.PPVDLTIFSLHLAGVSSI 
LGAINFITTIINIKPPAITQYQTPL 
FV*STTHQSHRTTIPIYSAHELA 
SSPQPLSLL1RAELGQPGNLLGN 
DH1YNV1VTAHAFVIIFFIV1PIIIG 
GFGN 


11328 


41696 


A 


11396 


1 


1287 




11329 


41697 


A 


11397 


3 


583 
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SEQ ID NO: 




SEQ ID NO: 






Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


1 1330 


41698 


A 


11398 


3 


419 


I L S 1 S K. L RTSL A G EG S VDTPKA S 














GVTRHIKGPGVAAEMSAFILPL 














PG*VSPGWEWAASAVLNGLRT 














TLALRRGVCLIRSRPGTLGLED 














GASPRTESLHTGTACKGAVDGS 














SEVDEKLKRJALDFLGLHGGDD 














PRSSWH 


1 1331 


41699 


B 


11399 


1 


1242 




11332 


41700 


C 


11400 


504 


755 




11333 


41701 


A 


11401 


155 


710 


ETETTGEREGSLSNHPSNPTAA 














G LSLDTMKSHCPNHSSLLSTAA 














SPPKLWRCFKEEH\ELAVLGAP 














PKPLLPPTSHRDPTSASVYLRAP 














THVVWSLFKHPLS*TPCCMGF\I 














AFAWSVKSRDRKIGCERDPGPI 














AYASTAK\CLN\IWALILGLLHD 














HSGSSSSPVLIVPGLWDRSGGIT 














GGQELCP 


11334 


41702 


A 


11402 


1 


1 158 




11335 


41703 


A 


1 1403 


80 


996 


LKGKFLSMSGVALDVLQMKEE 














DVLKFLAA\GTH\LGGTNLD\FH 














MEQYIYKRKSDG1Y1IYLMRTW 














EKLL\LAARAIVAIENPADVSAI 














SSRNTGQRAVLK.FAAATGATPI 














AGRFTPGTFTNHI Q A AFRE\PR\L 














L V VTDPRADHQPLTEA SYVNL P 














TIALCNTDSPLRYVDIAIPCNNK 














GAHSVGLMWWMLAREVLRM 














RGTISREHPWEVMPDLYFYRDP 














EEI EKEEQA AAEKA VTKEEFQG 














EWTAPAPEFTATQPEVADWSE 














GVQVPSVPIQQFPTEDWSAQPA 














TEDWSAAPTAQATEWVGATTD 














WS 


11336 


41704 


A 


11404 


1 


819 




11337 


41705 


A 


11405 


1 


1032 




11338 


41706 


B 


1 1406 


63 


344 




11339 


41707 


A 


1 1407 


49 


281 


FFKSTVCSFQK.QFQTLPVPIGGS 














IMY*DISDHRGQR**NVGPCGH 


11340 


41708 


A 


11408 


985 


1213 


TQCVTINY*GMKWGSFGYIVFH 














KDGCALIDKRFHTFCVSFKGSQ 














IQSSAAFL1PDVQVHQRLQKDF 














t^O JL.M V r 1 V O o 


11341 


41709 


A 


11409 


1 


774 




11342 


41710 


A 


11410 




249 




11343 


41711 


A 


11411 


3 


619 




11344 


41712 


A 


11412 


3 


493 
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SEQ ID 


SEQ ID NO: 




SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon lor peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


1 1345 


41713 


A 


11413 


3 


292 


DALPRWPSGSGDGGAVREAGQ 














QGTRLERPAAVLIRAADPGRRT 














QALA/GLPRG*PHPRMDPPESFQ 














ATGGTQQMTSTAPSWLTM*LR 














SVSGW*ELKD 


1 1346 


41714 


B 


11414 


190 


315 




1 1347 


41715 


A 


11415 


227 


545 




1 1348 


41716 


A 


11416 


1 


1896 




1 1349 


41717 


B 


11417 


52 


1822 




1 1350 


41718 


A 


1 1418 


1 


458 




11351 


41719 


C 


11419 


196 


327 




1 1352 


41720 


A 


11420 


258 


375 


TRALSKFGSSRVEQS*AGYSGP 














GTP*EGGSG1LGETVC 


1 1353 


41721 


A 


11421 


3 


854 




11354 


41722 


A 


11422 


1 


434 


MTVSKNKCHTKGGKK.GTEK.K 














VVASFSKIYWYNVKAPAMFSIR 














NIGKALVIGTHGTDFVSDGFKG 














GL1E1PDSIGKDKEKACRSIYPLH 














DVFVRKVKMLKKPKFELGKLM 














ELHGEGRSSGKATGNESGA/KV 














E*ADGYGSPAQKSF 


1 1355 


41723 


A 


1 1423 


1 


642 




1 1356 


41724 


A 


1 1424 


260 


534 




1 1357 


41725 


A 


1 1425 


1 


438 




1 1358 


41726 


C 


1 1426 


391 


750 




1 1359 


41727 


A 


11427 


786 


926 


AQGQRQETIQGGRSLSRTLYL* 














GRSGTSLSQKLAQLSSLTGDST 


11360 


41728 


A 


11428 


488 


649 


VLQLLKVAHPELFIPPGGFVFSL 














TSGVKLHT*ALQLLKVAHPELL 














IPPGSWSH 


1 1361 


41729 


A 


1 1429 


1 


2028 




1 1362 


41730 


A 


1 1430 


1022 


1417 


SLMGTSTSSALGMHVPRAITRD 














VLSAPV1VSGNTAKFCTMLGHF 














LKKTRTERRDIQAP*SFISLPPKS 














TWEKLSSAAMVSTLR*GASDQ 














K/C*LLGGNDRVSLIVIQVEG\PL 














QDPGTLGRLLQSLTVKRISV 


11363 


41731 


A 


11431 


i 






1 b64 


41732 


A 


1 1432 


3 


— 

,-l-U?6- 




1 1365 


41733 


A 


11433 


201 


458 




QVDGCIPELKV*F* KKRGRRGR 














RGRRRRRRGRRREEGGGGGGG 














SFWRTHHTKPKDQHKKDTMG 














HFRSCAFQEGFVVHVPLLSSEK 


1 1366 


41734 


A 


11434 


1392 


1532 


AQGQRQETIQGGRSLSRTLYL* 














GRSGTSLSQKLAQLSSLTGDST 


1 1367 


41735 


A 


1 1435 


1253 


T^Ti 
















VIGIWALALGILARPQRGFHVV 














HLQDVGGAAA*AAKGLLRNVV 














R**VDQVQVSGAQGIAGVVVT 














VGGEEDF 


11369 


41737 


B 


11437 


1 


1383 
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SEQ ID 

NO: 


SEQ ID NO: 
uf peptide 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1370 


41738 


A 


1 1438 




310 


VHGRASSLGVG/TPIPK.GHGQIK 
P/DRLKPPVYGACKLLDMELEM 
AFFVGPGNRLGEP/IPISKAHEPI 
FGMVLMNAWSARHIQKWEYV 
PLGPFLGKSFGTPVKSS 


11371 


41739 


A 


11439 


1 


1337 


MSFIPVAEDSDFPIHN LPYGVFS 
TRGDPRPRIGVAIGDQILDLSIIK 
HLFTGPVLSKHQD VFNQPTLN S 
FMGLGQAAWKEARVFLQNLLS 
VSQARLRDDTELRKCAFISQAS 
ATMHLPATIGDYTDFYSSRQHA 
TNVGIMFRDKENALMPNWLHL 
PVGYHGRASSVVVSGTPIRRPM 
GQMKPDDSKPPVYGACKLLDM 
ELEMAFFVGPGNRLGEPIPISKA 
HEHIFGMVLMNDWSARDIQKW 
EYVPLGPFLGEEFWGHCLLPW 
VVPMDALMPFAVPNPKQGPRG 
PCRYLCHDEPYTFDINLSVNXLK 
G\EGMSQAAT\ICKVQILKYMY 
WT\MLQQAHSPTLSNGC\NL\RP 
GDLLGFLGPI\SGPGAQKNFGS\ 
MLELSWKGTKP\1D\LGNGQT\R 
KFLLDVGDEV1ITAMATRDFKW 
YS\QGDGY\RIGFGQ\CAGKVLP 
ALLPIMRFFLLF 


11372 


41740 


B 


1 1440 


100 


383 




1 1373 


41741 


A 


1 1441 


1 


263 


MEYYAAIKK.DEFMSFVRIWMK. 
LETI1LSKLSQGQKTKHRRFSL1 
DG/IHHRSFTRTENSSQRTGRKC 
WN* * PTCGLARS WFGKTWSGN 


11374 


41742 


A 


11442 


2 


160 




11375 


41743 


A 


11443 


150 


308 


CLHR*GRGSPRPGPGGGSTGGA 
GPGAGPSLAPPLPAQNAEGLGG 
RRRGNKYL 


1 1376 


41744 


A 


11444 


1 


372 




1 1377 


41745 


A 


11445 


49 


177 


SQQGLYAKPTSSQAL*GDGQAS 
AEMGRILSYE*EHAVFGFSSL 


1 1378 


41746 


B 


1 1446 


1 


420 




1 1379 


41747 


C 


1 1447 


1 


334 




1 1380 


41748 


C 


11448 


1 


268 




11381 


41749 


C 


11449 


1 


564 


















11383 


41751 


A 


11451 


33 


194 




11384 


41752 


C 


11452 


1 


309 




11385 


41753 


A 


11453 


1 


738 




11386 


41754 


A 


11454 


1 


2028 





1519 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


iNucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11387 


41755 


A 


1 1455 




1008 


LKDAVFSIR1SPESQKLFAFQWE 

DPESGVTTQYTWTQLTQGFENS 

PTIFGEALARDLQKFPAKDLGCI 

LLLYMDDLLLGHSTAVRCAKG 

MDALLQHLEDCGYKVSKKKA 

Q1CRQQVTK WG DWERFE WEPL 

QQQAFCKLKEKFMSAPALGLP 

DLTKPFTLYVSEREKTAVGVLI 

QTVGPWPTPVAYLSKQLDGVS 

KGWPPCLRALAATALLAQEAD 

KLTLVQNLNI KAPHA VGTSAQ 

KPELI ALTRAL ELSEGTWM KLE 

Tl 1 LSKLSQGQK/DQTLH VLTGI S 

RST*ACSCLASLQVGLETGSQL 

SLENPLRVGIQRRRCFTCAVDG 

EGFLLGVPMA 


11388 


41756 


A 


11456 


677 


879 


KRRNHQILEIRSHLQSVEDNLK. 
SGLGSTASL*MSWTQPRNGAE 
VGFLLILGY1KETPRNAETPSMV 


11389 


41757 


A 


11457 




624 




11390 


41758 


A 


11458 


3 


130 


VEEEQGHSFRNAR*IISW*RNEN 
GLDRMDCSCRNGERDKGHO 


11391 


41759 


A 


1 1459 




1477 


MADPPWSSVQVNKYDSGLLSS 

VSAEPLASSASSHPGMSDNAPA 

SLESGSSSTPTNCSTSSAIPQPGA 

ATKPWRSK.SLSVK.HSATVSML 

SVKPPGPEAPRPTPEAMKPAPN 

NQKSMLEKLKLFNSKGGSKAG 

EGPGSRDTSCERLETLPSFEESE 

ELEAASRMLTTVGPASSSPKIAL 

KGIAQRTFSRALTNKKSSLKGN 

EKEKEKQQREKDKEKSKDLAK 

RASVTERLDLKEEPKEDPSGAA 

VPEMPKKSSKIASFIPKGGKLNS 

AKKEPMAPSHSG1PKPGMKSMP 

GKSPSAPAPSKEGERSRSGKLSS 

GLPQQKPQLDGRHSSSSSSLASS 

EGKGPGGTTLNHSISSQTVSGS 

VGTTQTTGSNTVSVQLPQPQQQ 

YNHPNTATVAPF*EGFHLP*HA 

*VITF*TANYASSDNDLNVGYT 

H * LTASEFFQSRLSSLGE VAGLH 

AHTC*A*LGSNIPFSVRLRPVPA 

ASAEDLRGHQGL1KDRAQVS 


1 1392 


41760 


A 


1 1460 


1 


327 


LLLMGLKHNVLKLPRGPMVTL 
RESVWETLNFLK*SFV*LNML1F 
KKSS*RLQ*VRFHFLCPRVLIVQ 
LPFMSENMRCLVFCSCVSLLRM 
MVSSFIHVPFFKVLSFFALG 


11393 


41761 


B 


11461 


119 


203 




1 1394 


41762 


B 


11462 


1 


677 
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SEQ ID 


SEQ ID NO: 


Viet 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknovvn, 


NO: 


of peptide 


hod 


in USSN 


location of first 




*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






1 1395 


41763 


A 


1 1463 


2 


74 




1 1396 


41764 


A 


1 1464 


1 


1256 


MSASQDSRSRDNGPDGMEPEC 














V1ESNWNEIVDSFDDMNLSESL 














LRDIYAYGFEK.PSAIQQQAILPC 














1RG YN V I AQA RSGTGKM ATF A I 














SILQQIELDLKATQALVLAPTRE 














LAQQ1QKVVMALVDYMGASC 














HACVRGTNMRAEVQKLQMEA 














PHIIVGTPSRVFDMLYR\RYLAP\ 














KSIRMLVLNEADEMLSRGFKG 














QIY\DISKRLNSTTK\VVLLSAT 














MPFDWLEVTK.KFMRGPH/IRIL 














VKKEELPLEG1RHFY1NVEPEE\F 














NLDTLC\DWYEP*PIT\QAVIFHQ 














PPGGKVDW/LSPEKMHARDST 














VPPMHGDMTKKE\RD\VIMREF 














RSGS*PEF*ITPLTLPGQRPLMC 














QPG FL* SFKLMTLPPPTRGKLLI 














HRNRSRVDRFGRKGVAUNMVT 














EED\KRTLARDIETFY\NTSIEEMP 


11397 


41765 


A 


11465 


1 


402 


KSRGRGLPYTMDAFMLGMGM 














LKYPNF V AT* ARG Y PG FA PSYG 














YQFPGFPAAAYGPVAAAAVAA 














ARGSGSNPARPGGFPGANSPGP 














VADLYGPASQDSGVGNYISAAS 














PQPGSGFR/HTGIAGPLIATAFT 














NGYH 


1 1398 


41766 


A 


1 1466 


226 


486 




1 1399 


41767 


A 


1 1467 


2 


432 




1 1400 


41768 


A 


1 1468 


1 


834 




1 1401 


41769 


A 


1 1469 


205 


570 




11402 


41770 


B 


1 1470 


61 


939 




11403 


41771 


A 


1 1471 


96 


269 




1 1404 


41772 


A 


1 1472 


123 


593 


VAVLEARLLSPVRASKMTK.KR 














RNNGRAKKGRG\HVQPIRCTNC 














ARCVPK.DKA\1KKFVIRN1VEAA 














A\VRDISEASVF\DAYVLPKL\YV 














KLHYCVSCAIHSNVVMESISVK 














ARKD\RTPPPRFRPGG C WPH VP 














PPKPNVRELEFFKDLKDRLISS 














WEEK 




4T773 


— 


Twr 




228 




11406 


41774 


C 


11474 


187 


423 




11407 


41775 


A 


11475 




546 




11408 


41776 


A 


11476 




1254 




11409 


41777 


A 


11477 




1386 





1521 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11410 


41778 


A 


11478 


1 


1445 


HLrCAKMGKEKTHlNIVVIGHVD 

SGKSTTTGHL1YKCGGIDKRTIE 

KFEKEAAEMGKGSFKYAWVL 

DKLKAERERG1TIDISLWKFETS 

KYYVTIIDAPGHRDFIKNM1TGT 

SQA DC A VLI VA AG VGEFE AGIS 

KNGQTREHALLAYTLGVKQLI 

VGVNKMDSTEPPYSQKRYEE1V 

KEVSTYIKKIGYNPDTVAFVPIS 

G WNG DNMLEPSANMP WFKG W 

KVTRKDGNASGTTLLEALDCIL 

PPTRPTDKPL\ALPLQGVH\KLG 

GIGTVSSAPMET\GFSNPGMVV 

TFAPSPR*QRKVKSVE\MH\HEA 

L\NEALSGEQCGLSMSKKVSVK 

ECFVRGN\VAG*PAKNDPTQWE 

ASWLSLLQVI1LEPSQAQISAGL 

CPLYWDC\HTGSHLHAKFAELK 

EKIDRR\SGKKV\EDGPKIL/RSL 

GDAAIVDMV\PG\RPMCVESFS 

DYPPLGRFAVRDMRQTVAVGV 

IKAVDKKAAGAGKVYTKSAQK. 


11411 


41779 


A 


11479 


1 


996 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


1 1412 


41780 


A 


11480 




1875 


MPSDLAKKKAAKKKEAAKAR 
QRPRKGHEENGDVVTEPQVAE 
KN E ANG RETTE VDLLTKELEDF 
EMKKAAARAVTGVLASHPNST 
DVH1INLSLTFHGQELLSDTKLE 
LNSGRRYGLIGLNGIGKSMLLS 
AIGKREVP1PEHIDIYHLTREMP 
PSDKTPLHCVMEVDTERAMLE 
KEAERLAHEDAECEKLMELYE 
RLEELDADKAEMRASRILHGLG 
FTPAMQRKKLKDFSGGWRMR 
VALARALF1RPFMLLLDEPTNH 
LDLDACVWLEEELKTFKRILVL 
VSHSQDFLNGVCTNIIHMHNKK 
LKYYTGNYDQYVKTRLELEEN 
QMKRFHWEQDQIAHMKNYIAR 
FG HG SAKLARQAQSKEKTLQK 
MMASGLTERVVSDKTLSFYFPP 
CGKIPPPV1MVQNVSFKYTKDG 
PCIYNNLEFGIDLDTRVALVGP 
NGAGKSTLLKLLTGELLPTDG 

mirkhshvkigryhqhlqeql 
dldlspleymmkcypeikek.ee 
mrkiigrygltgkqqvspirnl 

SDGQKCR VCL A WL A WQN PHM 
LFLDEPTNHLDIETIDALADAIN 
EFEGGMMLVSHDFRLIQQVAQ 
El WVCEKQTITKWPG\DIL\A YK 
EH LKSKLVD\EEPQLTKELPTTC 


11413 


41781 


A 


11481 


194 


418 


YGLASVSPTQ1SSSSCNPWMFE 
GGTLVGGDW1GSHDSEGVLTR 
SGCLISVWHFSCAVSPATL*RRC 
LLLLRLPP 


11414 


41782 


A 


11482 


1 


675 




11415 


41783 


A 


11483 


1 


1125 




11416 


41784 


A 


11484 


1 


711 




11417 


41785 


A 


11485 


673 


796 




11418 


41786 


A 


11486 


3 


570 


RLQEFGTRNRHLPVNSPKLTNT 
KGKRRGTR\YMF\SRPFRKHGV 
VPLATYMR1YKKGDIVDIKGM 
GTVQKGMPHKCYHGKTGRVY 
N\VTQHAA/MGIVVYKQA*GQR 
FLPKRI*CCVIEHI\KHS\KSRDSF 
\LK\RVKENDQKKKEAKE\KGT 
W\VQL\NRQLAPPREAHFVRT\N 
GVKEPGACWNPIPYEFHGHNR 


11419 


41787 


A 


11487 


1 


2091 




11420 


41788 


A 


11488 


1 


2208 




11421 


41789 


A 


11489 


430 


1032 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11422 


41790 


A 


1 1490 


3 


1158 


EDQIDRLDFIRNQMNLLTLDVK 

KKIKEVTEEVANKVSCAMTDEI 

CRLSVLVDEFCSEFHPNPDVLKI 

YKSELNKHIEDGMGRNLADRC 

TDEVNALVLQTQQEI1ENLKPLL 

PAGIQDK.LHTLIPCKKFDLSYNL 

NYHKLCSDFQEDIVFRFSLGWS 

SLVHRFLGPRNAQRVLLGLSEPI 

FQLPRSLASTPTAPTTPATPDNA 

SQEELMITLVTGLASVTSRT\SM 

GIIIVGGV1WKTIGWKLLSVSLT 

MYGALYLYERLSWTTHAKERA 

FKQQFVNYATEK.LRMIVSSTSA 

NCSHQVKQQIATTFARJLCQQV 

DITQKQLEEEIARLPKE1DQLEKI 

QNNSKLLRNKAVQLENELENF 

TKQFLPS SNEG SVTIEI AL VTLIG 

GNRNL 


1 1423 


41791 


A 


1 1491 


132 


381 


SKAESVFPPTLPRQRPAAAAGP 
HWGAG*GQDEAGLHPGPEDRG 
FLRETPADPGLQAGLGQVHPPR 
SRADPPAPYQVPPRMGT 


11424 


41792 


B 


11492 


129 


470 
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SEQ1D 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11425 


41793 


A 


11493 


1 


1955 


FVSCQAPWSHPPAQLSPVGADA 

MTLTLSVLICLGLSVGPRTCVQ 

AGTLPKPTLWAEPA SVIARGK.P 

VTLWCQGPLETEEYRLDKEGLP 

WARKRQNPLEPGAKAKFHIPST 

VYDSAGRYRCYYETPAGWSEP 

SDPLEL VATG FY A EPTLL A LPSP 

VVASGGNVTLQCDTLDGLLTF 

VLVEEEQKLPRTLYSQKLPKGP 

SQALFPVGPVTPSCRWRFRCYY 

Y Y RKNPQ V WSNPSDLLEI L VPG 

VSRKPSLLIPQGSVVARGGSLTL 

QCRSDVGYD1FVLYKEGEHDL 

VQGSGQQPQAGLSQANFTLGP 

VSRSHGGQYRCYGAHNLSPRW 

SAPSDPLD1L1AGL1PDIPALSVQ 

PGPKVASGENVTLLCQSWHQID 

TFFLTK.EGAAHPPLCLKSKYQS 

YRHQAEFSMSPVTSAQGGTYR 

CYSA1RSYPYLLSSPSYPQELVV 

SGPSGDPSLSPTGSTPTPGPEDQ 

PLTPTGLDPQSG LG RHLG V VTG 

VSVAFVLLLFLLLFLLLRHRHQ 

SKHRTSAHFYRPAGAAGPEPKD 

QGLQKRASPVADIQEEILNAAV 

K.DTQP1CDGVEMDARAAASEAP 

\QDVTYAQLHSLTLRREATEPPP 

S\QEREPPAEPSIYAPLA1HLAHG 

GPRSHTQQKETQRLQKARELPP 

VDTNEPQPAWDP 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


11426 


41794 


A 


11494 


22 


1991 


GLIPLQSAGSPEGDAMTPALTA 

LLCLGLSLG PRTRVQ AG PFPKP 

TLWAEPGSV1SWGSPVTIWCQG 

SLEAQEYQLDKEGSPEPLDRNN 

PLEPKNKARFSIPSMTQHHAGR 

YRCHYYSSAGWSEPSDPLELV 

MTGAYSKPTLSALPSPVVASGG 

NMTLRCG SQKRY HH F V L MKEG 

EHQLPRTLDSQQLHSGGFQALF 

PVGPVNPSHRWRFTCYYYYMN 

TPRVWSHPSDPLEILPSGVSRKP 

SLLTLQGPVLAPGQSLTLQCGS 

DVGYDRFVLYKEGERDFLQRP 

GQQPQAGLSQANFTLGPVSPSN 

GGQYRCYGAHNLSSEWSAPSD 

PLN ILMAGQI YDTVSLSAQPGP 

TV A SG EN VTLLCQS W WQFDTF 

LLTK.EG A AH PPLRLRSM YG AH 

KYQAEFPMSPVTSAHAGTYRC 

YGSRSSNPYLLSHPSEPLELVVS 

GHSGGSSLPPTGPPSTPGLGRYL 

EVLIGVSVAFVLLLFLLLFLLLR 

RQRHSKHRTSGLRLCPSSPRPE 

KAADFQRPAGAAETEPKDRGLL 

RRSSPAADVQEENLYAAVKDT 

QSEDGVE1YTRQSPHDEDPQAV 

TYAEVKHSRPRREMASPPSPLS 

GEFLDTKDRQAEEDRQMDTEA 

AASEAPQDVTYAQLHSLTLRRE 

ATEPPPSQEGPSPAVPS1YATLAI 


11427 


41795 


A 


11495 


1 


1818 




11428 


41796 


A 


11496 


3 


574 


IRCSSVDPRVRPRVRGASGAAA 
YCCRHVSIPRDHTTHNQSRKW 
H RNGIKKPRSQRYESLKG VDPK 
FLRNMRFAKKHNTKGLKKMQ 
ANN\AKAMSARAEA1KALVKP 
KEVKPK1 PKGGQP1NLI RL A YIA 
HP\KLGKRARARI\AKGLKLCRP 

LAAk'Ali'Ak'Ak'A VT^r^TI/" AAA A 

APASVPAQAPKRTQAPTKASE 


11429 


41797 


B 


11497 


45 


331 




11430 


41798 


A 


11498 


1 


1779 




11431 


41799 


A 


11499 


1 


837 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1432 


41800 


A 


11500 


3 


557 


ERGYSFTTTAERDIVRDIKEKLC 

YVA\LDFEQEMATAASSSSLEES 

YE\LPDGQVIT1GNE\RFRCPEAL 

FQPSFLGMESCGIHETTFYNSIM 

K\CDVDIRKDLYANTVLSGGTT 

MXYPGFADRMQKEITALAPSTM 

KIKIIAPPERKYSVWIGGSIL\AS 

LSTF\QQMWISKQEYD\ESGPSI\ 

VHRKCF 


1 1433 


41801 


A 


1 1501 


1 


1 188 




1 1434 


41802 


A 


1 1502 


1 


684 




1 1435 


41803 


A 


11503 


1 


1398 




1 1436 


41804 


A 


11504 


22 


1239 




1 1437 


41805 


A 


11505 


837 


971 




11438 


41806 


C 


11506 


1 


3018 




11439 


41807 


A 


1 1507 


23 


368 




11440 


41808 


A 


11508 


1 


816 




11441 


41809 


A 


1 1509 


1 


441 




11442 


41810 


A 


1 1510 


195 


293 


IK VSPSGRDPVRDN * 1TW* FLPY 
CSSTTGSLH 


1 1443 


41811 


A 


1 151 1 


56 


372 


MELPASPALFARTPQPLGGRW 
DWAPWSRGWRSSRRLGPHRSP 
RRGSEAQAWRAAGPEPCPAGR 
QLRPVNIEWLFALILTHTFGTFQ 
VLA*TSQAL1*NPRVLYPD 


1 1444 


41812 


B 


1 1512 


108 


326 




11445 


41813 


A 


11513 


3 


326 


GSKKKFH*HSR1LERSRSWRTS 
YQG RPQEPSWL H P V DPHRG CR 
WSCLPVPCRAPSTPQPLGGRWD 
WAPWSRGRRLSGRLGPHRSPR 
NRGRLRHGGLQVPSRASQEGS 


1 1446 


41814 


A 


11514 




619 


VRDIHGSPTHHRPGGLRGKNGF 

VGEARDPRYRSGHCFRECRTQ 

ALVAFT*C*SCGFTEVKN*GLSC 

LPAGQGSGPAARHV*ASHPLHG 

LPCGPSLP/NRAPPPTPRRPVPST 

TQGLRNASARRGTGRQLHLQP 

WCGIH*VKPAGLLSLLHGQAC 

GDPATPSRERLSQPAVPTALGS 

RRRLLLGPAGSPGSSLPPSRQPP 

GGRRRPP 


11447 


41815 


B 


11515 




1524 




11448 


41816 


A 


11516 


1 


1365 




1 1449 


41817 


B 


11517 


1 


654 




11450 


41818 


B 


11518 


1 


795 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11451 


41819 


A 


11519 


486 


929 


QKQEESWPEDTYPRALAAFPR 
GRARDLQPAMPEPPTLSMGSC 
A PE PPRG APPP APRRR1 PSTTQG 
LRSSGAGRRTCRQLHLQPRCRI 
HWVKPAGLLSLWLFQMHSASC 
WWNYHSGAWRMVALFSWLH* 
ECPSGESGAPILHFPFALP 


11452 


41820 


A 


11520 


35 


473 


VLQLLRRHVWSCSFPPGVVVSL 

ALAVKLQTFVTQEPSWLHPVD 

PAPGLQVELPASPLQCTRTSQPL 

G GR WDWAPWSRGRRS SGRLGP 

HRSPWRG*EAQAWRAAGPEP/ 

WPRG KA/C * GP ARNRAKRRFPH 

CTF*EEVTVCSPQKRGGD 


1 1453 


41821 


A 


11521 


23 


229 


RSWNPQTLFVGMYNATAAWK 
PI*QFLKKLNMKLP*DPGREPLN 
QTG*KGKRGGQEAFLEKGISSR 
MSQ 


11454 


41822 


B 


11522 


152 


901 




11455 


41823 


A 


11523 


1 


3063 




11456 


41824 


A 


11524 


242 


263 


VLQLIKAVWTQRTQEPSWLHP 
VDPALGLQVELPASPAPCACTP 
QPLG\PLLPGLPLWRHLRSPSVH 
HCTVGAPFWAGQGRSPLPQRR 
CALFLAGP 


11457 


41825 


A 


1 1525 


1584 


2082 


QRAGSPHSPRSLSVPPLPGLPLW 

RHLRSPSAHRCTMGAPFWAGQ 

GHSRLPQLAGRRGGRGASGNR 

CCVQRLQASWSSRWAWAWRA 

PHSEQPAGPAGPGQ*GTWHPG 

QRLQRMYWVLQQCRLTGAVL 

DFSPGLSCLPAGQGSGPAA RH A 

*AFHPLHGLLCGRSLPD 


11458 


41826 


A 


11526 


1293 


1558 


C1QHCHHCCCYRCRASAAGAA 
SLQGSTHVRIQH\CTP\CPVLLTP 
SVRLRDVCTRSIWPLVVTGLPS 
AMNVSSWCSTSSPAFGVLVLWI 


11459 


41827 


B 


1 1527 


179 


1031 




11460 


41828 


A 


1 1529 




342 




1 1461 


41829 


A 


1 1530 




3081 




11462 


41830 


A 


11531 




371 




11463 


41831 


A 


11532 




501 




11464 


41832 


A 


11533 




836 




1 1465 


41833 


A 


11534 


88 


573 




11466 


41834 


A 


11535 




675 




1 1467 


41835 




1 1536 


1239 


1556 


FLSLPTFLFVIFSGEEELLVLALV 

FLSLFFFFFFLRWSFAVVAQAV\ 

VQWHNLSSLPFGFKQFSCLSLP 

SSWDYRCPPPRPANFCIFTRDG 

VSPCCPGWSRTSDLR 



1528 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1468 


41836 


A 


11537 


2 


375 


AS1EIDSLYEGIDFYTSITRARFE 
ELNADLFRGTLDPVEKALRDA 
KLDKSQIHD1VLVGGSTRIPK.IQ 
KLLQDFYEAVAYGAAVQAAIL 
SGDKS\ENV\QDLLSL\DVT\PFP 
LGIETAGGWMTVPH 


1 1469 


41837 


A 


11538 


2 


295 


NRMGNHFIAEFKRKHKKDISEN 
KRAVRRLRTACERAKRTL/SSST 
QASIEIDSLYEG1DFYTSITRAPF 
EELNAWGISWWWSLPPPVGAS 
SGPTIEEVD 


11470 


41838 


A 


11539 


1 


1659 




11471 


41839 


A 


11540 


1 


810 


AGKPHCGGEFCTPNVHHFFR*F 

*ANPKRT1I/ENKEALTPPPTV/C* 

RAKPTLSSAPRAVI/EIDSS*E/GI 

GLYTSITPPRFEELNADLFLAPL 

TPVEKALRNAVKLDKSQIHDIVL 

V\GG STRIPKIQSFLQDFFYNGKE 

LNKSINPDEAVAYGAAVQAAIL 

SGDKSENVQDLLLLDVTPLSLG 

IETAGGVMTVLIKRNTTIPTKQT 

QTFTTYSD\NQPGVL1QVYEGER 

AMTKDNMLLGKFELTGMPGG 

MPGGFPGGGAPPSGGASSGPT1 

F.EVD 


1 1472 


41840 


B 


11541 


848 


2399 




11473 


41841 


A 


11542 


1 


876 




11474 


41842 


A 


11543 


16 


1203 


SIPHEPWPVSLLLFQEQVPGKK 
ELRKGLALLEAIISICGSLDKVL 
KEKRKLFIHSMGEGTINGLLDE 
LLQTRVLNQEEMEKVKRENAT 
VMDKTRALIDSVIPKGAQACQI 
C1TY1CEEDSYLAETLGLSADQT 
SGNYLNMQDSQGVLSSFPAPQ 
AVQDNPAMPTSSGSEGNVKLC 
SLEEAQRIW\EQKSAEIYPIMDK 
SS\RT\RVALIICNEEFDSIPRRTG 
AEVDITGMTMLLQNLGYSVDV 
KKN LT A S DMTTELE AF AHRPE 
HKTSDSTFLVFMSHGIREGICG 
KXHSEQ VPDILQLN A IFNM LNT 
KNCPSLKDKPKVIIIQACRGDSP 
GVVWFKDSVGVSGNLSLPTTE 
EFEDDAIKKAHIEKDFIAFCSST 
PDNVSWRHPTMGSVFIGRLIEH 


1 1475 


41843 


A 


11544 


2 


654 




1 1476 


41844 


A 


11545 


3 


291 


LIPPLLRPLVQSGGIPEMGKFMK 
PGKVVLVLAGRYSGRKAVIVVR 
YSVDIPLDKTVVNKDVFRDPAL 
KRKARRE AKVKFEERYKTG KN 
KWFFQKLRF 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


11477 


41845 


A 


11546 


157 


386 




11478 


41846 


A 


11547 


2 


531 


FWQESASGHLWLSGFLSGPFSL 

LSAEMGKFMKPGKVVLVLAGR 

YSGRKAV1VKN1DDGTSDRPYS 

HALVAGIDRYPRKVTAAMGKK 

K1AKRSKIKSFVKVYNYNHLMP 

T\RYSVDIPL\DKTVVNKDGFTD 

P\ALKRNARMEA\KVKFEERYK 

TGKN KWFF\QKLRVLDAFVLII 

KNYKE 


11479 


41847 


A 


11548 


1 


414 


LGGLKGTWGETKPAMAAAEEE 
DGGPEGPNRERGGAGATKTLL 
YTGNHLFSPQWLETRPERQECP 
VCKAG1SREKVVGEKSLLTFSL 
HFLRLKTPQICRLPV*LFLPP*GF 
QPFGDTGGFHFSFGVGAFPFGF 
FNSPSY 


11480 


41848 


A 


11549 


1 


654 




11481 


41849 


A 


11550 




663 


RGQEVVSGLLGRVYVYLGGLK 

GTWGETKPAMASAEEEVSGAPN 

VPNRERGGAGRPK.TPFECN1CL 

ETAREAVVSVCGHLYCWPCLH 

QWLETR\PERQECP\VCKAGISR 

EK.VVP\LYGRGS/QRSPQDPRIK 

NSPRPPGGRGPAPE\SRGGSQP\F 

GDTGGFHF\SFGVGAFPFGFFTT 

VFYNAHEPFRRGTGVDLGVQGH 

dci mi r^i/ccDT Dr;PCATPPT vwn 
roLt^LOr^rir rLrur aAlrr JLr WL 


11482 


41850 


A 


11551 




369 




11483 


41851 


A 


11552 


375 


851 




11484 


41852 


A 


11553 




927 




11485 


41853 


A 


11554 


104 


845 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


11486 


41854 


A 


11555 


200 


1496 


ETIQAVVFMSLHFLYYCSEPTL 

DVKIAFCQGFDKQVDVSYIAKH 

YNMSKSKVDNQFYSVEVGDST 

FTVLKRYQNLKPIGSGAQGIVC 

AAYDAVLDRNVAIKKLSRPFQ 

NQTHAKRAYRELVLMKCVNH 

KNI1SLLNVFTPQKTLEEFQDVY 

LVMELMDANLCQV1QMELDHE 

RMSYLLYQMLCGIKHLHSAGII 

HRDLKPSNIVVKSDCTLKILDF 

GLARTAGTSFMMTPYVVTRYY 

RAPEVILGMGYKENVDIWSVG 

C1MGEMVRHK.ILFPGRDY1DQW 

NKV1EQLGTPCPEFMKKLQPTV 

RNYVENRPKYAGLTFPKLFPDS 

LFPADSEHNKLKASQARDLLSK 

MLV1DPAKR1SVDDALQHPYIN 

VWYDPAEVEAPPPQIYDKQLD 

EREHTIEEWK.ELIYKEVMDS\EE 

KT* K WC* LKGQPSPVSAQ VQQ 


1 1487 


41855 


B 


11556 


56 


1564 




11488 


41856 


A 


11557 


1 


970 




1 1489 


41857 


A 


1 1558 


1 


903 




1 1490 


41858 


A 


1 1559 


237 


479 


PVGTNTECEIPFQPMETGHSSR 
VDASGYK*PCLLCSVYSRGKTA 
GECTLF*VHHFLSSLCPVNLGA 
NNQLHYIPWFSTDG 


11491 


41859 


A 


11560 


1 


477 




11492 


41860 


A 


1 1561 


125 


1133 




11493 


41861 


A 


11562 


1 


837 




11494 


41862 


A 


11563 


2 


708 


CQHYKFRYHQQGEGQEEPPLN 
PHGAARAEVYLRKCTFDMFNF 
LASQHRVLPEGATCDEEEDEVQ 
LRSTRRATSLELPMAMRFRHLK 
KTSK.EAVGVYRSAIHGRGLFCK 
RN1DAGEMVIEYSGIVIRSVLTD 
MRKKFYDGKGIG\CYMFSMDD 
FDVVDATMHGNAARFINHSCE 
PNCFSGVIPGGGPENKIVIFGLR 
RILGGEEVNLRTKKFP1E\DAK\N 
KLPC\NCGAKRCRRFLN 


11495 


41863 


A 


11564 


2 


136 




11496 


41864 


A 


11565 


1 


551 


AILYAKRASVFVKLQKPNAAIR 
DCDRAIE1NPDSAQPYKWRGKA 
H/RAQKIAEHRRKYERKREEREI 
KERIERVKKAREEHERAQREEE 
ARRQSGAQYGSFPGGFPGGMP 
GNFPGGIPGMGGGMPGMAGM 
PGLNEILSDPEVLAAMQDPEVM 
VAFQDVAQNPANMSKYQSNPK 
VMNLISKLSAKK 



1531 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


11497 


41865 


A 


11566 


1 


804 




11498 


41866 


A 


11567 


64 


1215 


PPSFAHHLPTMDPRKVNELRAF 
VKMCKQDPSVLYTEEMRFLRE 
WVESIGGKVPPATQKAISEENT 
KEEKPDSK.K.VEEDLKADEPSSE 
ESDLEIDKEGVIEPDTDAPQEM 
GDENAEITEEMMDQANDKKVA 
A1EALNDGELQKAIDLFTDAIKL 
N PRL A I L Y A K.RAS VF VKLQKPN 
AAIRDCDRAIEINPDSAQPYKW 
RGKAHRLALGHWEEAAHDLAL 
ACKLDYDEDASAMLKEVQPRA 
QK1AEHRRKYERKREEREIKERI 
ERVK.KAREEHERAQRE\EEARR 
QSG\ AQYG S F\PG GFLGGVMPGN 
FP\GG\MPGMGGG\MPGMG\GM 
PGLNE1LSDPEVLAAMQDPEVM 
VAFQDVAQNPANNMSKYQSNP 
KWMNLISKLSAKFGGQA 


1 1499 


41867 


A 


1 1568 






VKAKIQDKEGIPPDQQRLIFAG 
KQLEDGRTLSDYNIQKESTLHL 
VLRLRGGIIEPSLRQLAQKYNC 
DKMICR/KKCGHTNNLRPKKK 


11500 


41868 


A 


11569 


3 


318 




11501 


41869 


A 


11570 


7 


57 


RFFNFLGGIP/P*SGPKGMTL/DQ 
TQGSKSKQIQWPALTFKPLVER 
NIPSSVTAVEFLVDKQLDFLTE 
DSAFQPYQVRNFRLLFK1 KG* L 
NFIDIQTFFK.QYSLNIISSNF*LC 
EKPNECSQL1LL1G*TVY*FFNFL 
GG1PLNLGQKE 


11502 


41870 


A 


11571 


1 


2109 




11503 


41871 


A 


11572 


50 


251 




11504 


41872 


A 


11573 


1 


1922 




11505 


41873 


A 


11574 


2 


479 




11506 


41874 


A 


11575 


1 


909 


L1LTSVLLFQRHGYCTLGEAFN 

RLDFSSA1QDIRTFNYVVKLLQL 

IAKSQLTSLSGVAQKNYFNILD 

K1VQKVLDDHHNPRLIKDLLQD 

LSSTLCILIRGVGKSVLVGNINI 

WICRLETILAWQQQLQDLQMT 

KQVNNGLTLSDLPLHMLTNILY 

RFSDGWD11T\LGQVTP\TLYML 

SEDRQLWKKLCQYHFAEKQFC 

RHL1LSEKGHIEWEVGCNFATF 

RKHYPAKEQYGRQHC1FCRHCS 

ILFWKDSGHP\CTAADPDSCFTP 

WSSQQFIALFQVLRAAPCHPY 

WRFVNPAVCAGL1VSVL 


11507 


41875 


A 


11576 


1 


1035 





1532 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


III 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11508 


41876 


A 


11577 


63 


606 


FAKNERTQRGKRRGVTRYMFSR 
PF\RK\HGVVPLGPHICR1\YRKG 
DIVDTQGNGVLFKKGMPHKCY 
PWPKLEGVLQLLPQHAWAIVV 
NQPVLGQSFFPRE*IVRIEHI\KH 
SKSPR*ASLK/RVLKENDSEKER 
SPNEKGTWGSNLKRHLAPPQK 
KHTL*RTNGKEPEL\LEPIPYEFH 
GHNRC 


11509 


41877 


A 


11578 




490 




11510 


41878 


A 


11579 


150 


536 


NCKISFLHFCYIFVKALKRISAL 
SRGK1LAKR1NVRIEHIK.HSKSR 
DSFLKRVKENDQKKKEAKEKG 
TWVQLK.R/QGKNLVYISLVLRA 
L*G*DLTHHII1LFPFFFL**PAPP 
REAHFVRTNGKEPELL 


11511 


41879 


A 


11580 


336 


476 


GMGTVQKGMPHKCYHGKTGR 
VYNVTQHAVGIVVNKQVK*VV 
LCG 


1 1512 


41880 


A 


11581 


1 


626 


WAFRPEPPSSSKF AQN DGPQRG 
KRRGT\RYMF\SRPF*ENHGVVP 
LAHIFMRUYKAKGDIVRHPRGM 
GYCSKKGMPPTSCYPWQKLGR 
V\YNVTPAMLFGIVCKQTKLKG 
NDSLPRG/ILMWR1*AHLRHF*G 
ARD/RASLKTCGRENGSRKKER 
KPKGGKVTWGFQLKRRHLGFP 
PQEEATFLLKEP1GGREP*ACLE 
PYFPYWISWGINRC 


11513 


41881 


A 


11582 


499 


723 




11514 


41882 


A 


11583 


96 


41 1 


PAPTSRCRRRRAPLPKKKAEGD 
AKGNKAKVKDEPQRRSARLS\A 
KPAPPKPEPKPKKAPAKKGEKV 
PKGKKGKAD\AGKEGE*PLQKN 
GDAKTDQAQKA\EGA\GDAK 


1 1515 


41883 


A 


11584 


3 


493 




1 1516 


41884 


A 


11585 


588 


759 


GEGCG WAEVGRCRPGPPDPAG 
PAGAAGP\GAARGGLFRGVLSP 
SSRCGGGSSSSRSGR 


11517 


41885 


A 


11586 


213 


626 




11518 


41886 


A 


11587 




645 




11519 


41887 


A 


11588 


1 


739 




11520 


41888 


A 


11589 


327 


676 


NPNPSWNLAHVWDMDRK*EQ 
RGIQA/**SNINKS*KE1CMSMQC 
LEMPRNPDH*GRIDVSFQNLrvlR 
LTR* SQMG YLPWDLKQELETFS 
KLS* KQ VMLS V V VTF VRNMLQ 
LRFLTSFSG 


11521 


41889 


A 


11590 


11 


328 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


11522 


41890 


A 


11591 


1 


378 


LFIVTVCPAFLRFSSA1CDSFLIC 
PQVGGCVRRVLLVTVGVLLSIS 
LDMAATGVSLGSSWSLFLGIW 
LM1RFQVS*WYPNWLLILSWRN 
1 S ITSTPS Y Y FT YFPTFC YQI SPPN 
QLFCFCLCSWFL 


11523 


41891 


A 


11592 




780 




11524 


41892 


A 


11593 


1 


1461 


MVTLMGHAALCLHYVMQLGT 

TGGAWYFPRASSQAREMPQCP 

TLESQEGENSEEKGDSSKEDPK 

ETVALAFVRENPGAQNGLQNA 

QQQGKKKRKKKRIIIISGKVLED 

FLALAMHFADEETGQKRCSLN 

QTIQLLITPDTG SI WHQAFLSS1 V 

RRAAQQYGFREGGEDDDWTL 

YWTDYSVSLERVMEMKSYQKI 

NHFPGMSEICRKDLLARNMSR 

M LKMFPKDFRFFPRT WCLPADP 

AQLDLWSQTFWPRPRTAPDGT 

GADGLGLRLGSLGK/VSFWFPA 

CHGLG*PEASYTAS/MACGSLP/ 

WKLSTFSAYLEDHSYNVEQIW 

RD1ED VIIKTL I S A H P 1 1 RUN YHT 

CFPNHTLNSACFE1LGFDILLDH 

KLKPWLLETEKMQTAGALFISP 

ALPSYSNFPLQVARREFQTSVV 

SRD1DTAAKF1GAGAATVGVAG 

SRAGIGTVFGSLIIGYARNPSLK 

QQLFSYAILGFALSEAMGLFCL 

MVAFLILFAM 


11525 


41893 


A 


11594 


1 


2301 




11526 


41894 


A 


11595 


3 


381 




11527 


41895 


A 


11596 


1 


729 




11528 


41896 


A 


11597 


1 


1006 


MVKVKARVNEFGYTGCLVTRA 

AFNSGKVDIVA1NDPFIDLNYLA 

YMLQYDSTHGKFHGTIKAENG 

KLVINGNPITIFQE*DPTKIKWG 

DAGTEYVVESTSIFTAMEKVGA 

HLQRGAKRVMIFAPSTEAIMFM 

MK.VNYEKYDNSLKIISNASCTT 

NCLAPLAKV1HDNSGIVERLM1 

TVHVITTTQKTVDGPCRKLRPD 

GHRALQNIIPASTSTAKAMVKV 

IPELNKKLTGMASHVPTAKVLV 

VDPTCHL/EKPAKYYDIKKMM 

KQASEDPIKG1LGYTEHQIVSSD 

FNSDTQSSTFDAGAG1TLNDHF 

VKLISWYDNEFGYSNRVVDLM 

AHMASKE 


11529 


41897 


A 


11598 


3 


508 




11530 


41898 


B 


11599 


1 


5068 
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SEQ ID 

NO: 


SLQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon tor peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11531 


41899 


A 


11600 


58 


659 


PVATTCECIFIHLGEADVWIGN 
AA/WELYYLEQSIQHDSPMPSD 
KTTG*GDN*FYASS\GAGKFVS 
RAVF1NLEPIVTDEVCTGTYHQ 
LFHPEQLITDKEDAAHNYAWG 
HHD1GKIIGCYSTNKTKCT1QFV 
DWCFTSLKVGFNCQLPTVVPAG 
N L ANIKRAACMLSNTIAIAEA W 
VCLGHKSDLSYANCSFVHQFFN 
KSIH 


11532 


41900 


A 


11601 


511 


1173 




11533 


41901 


A 


11602 




497 


WCDGPQNRYALICQQC/YSHNG 
MALKEEFEY1AFRCAYCFFLNP 
A RKTRPQAPRLPEFSFEKRQVV 
EG SSSVG PLPSG SVLSSDNQFNE 
ESLEHDVLDDNTEQTDDKIPAT 
EQTNQVIEKASDSEEPEEKQET 
ENEEASVIETNSTVPGADSIPDP 
ELSGESLTAE 


1 1534 


41902 


A 


11603 


2 


764 




1 1535 


41903 


A 


1 1604 


1 


444 




11536 


41904 


B 


11605 


44 


1748 




11537 


41905 


B 


11606 


1 


1134 




11538 


41906 


A 


11607 


1 


549 




11539 


41907 


A 


1 1608 


212 


548 




1 I 540 


41908 


A 


11609 


1 


905 


ESVAAAARAFPFTAPKELERQQ 
RRRFRFHHLFLFPSLRTPCRVSV 
SLQPWLWKATEVMAMFEQMR 
ANVGKLLKGIDRYNPENLATLE 
R\YVETQ\AKENAYDLEPNLAV 
LKLYQFNPAFFQTTVTAQILLK 
A LTNLPHTDFTLCKCM1DQATI 
QERNGP1 PDQIFVPSGTLLEDPA 
HFPGPFWQTPGNGRACQKAWD 
ENHWTLFGK.VLT\GF*RLLVRK 
FIC\HVVGYHLPSHIDR\WLLAE 
MLGDL\SDKPAKRCWMSKIRLR 
EDDRRGQIF\ICS\QE*EHLNPRN\ 
IVEKIDFDSVSSIMASSQ 


11541 


41909 


A 


11610 


186 


209 


QLWPN*LLSRNKEATLRYSQLP 
TCHSICY*MPAF*HTISDLSFNK 
NINCKSYHLRVFYKYV*IVCHF 
*VPKVYWTKYYQTSCRT*WR* 
SGVE*PPIISSSSSACCLLRRLPT 
EGTCPEIFWNPRLGISAECRDSC 
GPTSF 
















11543 


41911 


B 


11612 


1 


999 




1 1544 


41912 


A 


11613 


1 


657 




11545 


41913 


A 


11614 


1 


707 




11546 


41914 


A 


11615 


1 


297 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1547 


41915 


A 


11616 


1 


1287 




1 1548 


41916 


A 


11617 


242 


540 


LTNEKKVQDQM DSQPN STRGT 
RRSLYPFLLKLFQLIEKEGILPNS 
FYEASI1LIPKPGRDTTTTKKEF* 
TNIPDEHRCKNPQ*NTSKPNPA 
AHPKAYPP 


11549 


41917 


A 


11618 


193 


916 




11550 


41918 


A 


11619 


1 


2169 




11551 


41919 


A 


11620 


1 


615 




11552 


41920 


A 


11621 


39 


568 


NSAWARRPLVLPLMSLVSPWK 
SSQHIF\RVLNPPNLDGRRKNSP 
LPITCHLRVWARRYAHVV\LRK. 
AD\IDLTK\RAGEL\TEDEVERVI 
TI LQ\NPRQYKIPD\WFLNRQKD 
VKDGKYSQVLANGLDNKLRED 
L\ERLKEDSAPIEGLRH\FWGLR\ 
VRGQHTQDQLGRRGRHRGASA 
GARR 


11553 


41921 


A 


11622 


1 


378 




11554 


41922 


A 


11623 




222 




1 1555 


41923 


A 


11624 


2 


367 




11556 


41924 


A 


11625 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

KEKVLRAA/NKPIRLTVDLSAET 

LQARKEGGPIFNILKEKNFQPRI 

SYPAK.LSFISEGEIKSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


11557 


41925 


A 


11626 


1 


633 




11558 


41926 


A 


11627 


164 


714 


1GVNRHLIQESPSWNLAGAPLE 
QIFQRKEQAA1FA1LQPLLVISRQ 
TGSGVDPQQTPADLQK7SGSDS 
REQNKTENEFDELTEIGCRRWV 
ITNSSELKEHVVTQCKEAKNLE 
KMLQELLTRITSLEKNINDLME 
LKNTAQELREAYTIINSQTDQA 
EERISEIEDQLNE1K.GEDNIREKT 
VKRNE 


1 1559 


41927 


A 


11628 


504 


936 


TESSSININKKDDHAKTP\PKDH 
NSSPAREQNKTENEFDELTEIGC 

K.K. W V 1 1 INootLrwCrl V V 1 ^^JvcA 

KNLEKMLQELLTRITSLEKNIN 
DLMELKNTAQELREAYT1INSQ 
TDQAEERISEIEDQLNEIKGEDN 
IREKTVKRJE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11560 


41928 


A 


11629 


1949 


3232 


PGKQDLEWTSSKLQQTCRRGT 

LLVEGKLTNRK.E*HQHQQKLLR 

PHGNLIQRDHNCSPARE\QNWM 

ENEFDKLTEVGFRRWT1TNSSK 

LKERVLTQCKEATNLAKRLEK. 

LLTR1TSLEKNK.NDLMELKNTA 

QELREAYTSISGRINQAEQRTSE 

IEDQLNEIKRRGVSVCPQPSEDT 

PRSTARVPKGMVPFRPRVPLVT 

PPREKKEAPWLACLRTRALRILI 

DPPSQVWDIVSCDAENETKLEN 

TLQDIIQENFPNLARQANWQ1Q 

EIQRTPQRYSSRRATPRHI1VRFT 

KVEMKEKAMLRAAREKAGQVT 

HKAKP1RLTADLSAENLQAR/R 

TEWGPIFNILKEKNF\QPR1SYPA 

K\LSFISEGEIKYFTDKQMLRDF\ 

VTTRPALK\ELLKEALN\MERD 

N\RYQP\LQNHAKFVKTIEAREE 

TC1NLMCQITS 


11561 


41929 


A 


11630 


1 


421 




11562 


41930 


A 


11631 


2 


415 




11563 


41931 


A 


1 1632 


59 


492 


GHIGVRPSLHPVTSTTSGNVSPT 
LARAMASISELACVYLALILHD 
DEVIIMEVNINTLIK.AASVNVE/ 
PFWPGLFGKALANVNIGSLICN 
VGAGGPALAAGAAPAGGPAPSI 
AAASAEEKKMEAKKEESEESD 
DDMGFGLFTKPVL 


11564 


41932 


A 


11633 


100 


527 


PPRTGQRQPLHSARRHGPSVS\E 
LACI\YSAL1SARTDEVTVT\EDK 
rNALlKSSPL*MLSPFWPWLCLQ 
RPLAYNVNIGSLAICNVRGPVEPA 

ACnt>TA\rDADIl'VI ADCT\AAAD 

AsyrOAwrAKlS. V LArs 1 \AAAr 

S* RRRKLE AKKRKNPKE VLN DE 
HGLLVFLN 


11565 


41933 


A 


11634 


1 


675 




11566 


41934 


A 


11635 




1032 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11567 


41935 


A 


11636 


3 


976 


HEAKHQMADDAGGS/AGGPEG 

PGGPWDGKTPLLSGEVFGIVIR 

G RG S RP/RG RG RG RAG RG ARG G 

KGPRIK/WIGMPVHQVGAALVK 

DH*RSKFPWKEIYLFSLP\IKGIK 

DS*FSFLAGPLSKDEGFEGLCPV 

QKQTRAGQAQQVSRPFVAIGG 

LQMAHVGSGVLSAPKEWATG 

HPVGAIILAKLSIRPRAQKGIWG 

TKYWQSPNTVP\CKV\TGRCGF 

VVVRLIP\APRGSGIVSAPVA\K 

KLLMMAGIDDCYTNSAPGCTAT 

LG\NFA KGHPLI AIFKVTYKLP* P 

PDLWK\ETVFTKV\PYQ\EFT\DH 

LVKDPHPESSVQRDLRLQLVAT 


1 1568 


41936 


C 


1 1637 


279 


322 




11569 


41937 


A 


11638 


1 


107 




11570 


41938 


C 


11639 


69 


134 




11571 


41939 


B 


11640 


223 


950 




11572 


41940 


B 


11641 


1 


684 




11573 


41941 


A 


11642 


1 


564 


EFGTRDNRVLLPLVNPTVFFDI 

AVD/GVYPLGRVSFELFADKVP 

KTAENFRALSTGEKGFG\YKGS\ 

CFHRLFP\GFM\CQGW*L*SHHN 

GT\GGKSHLWGRNLKDENFI\L 

KHTGPGILS\MANAG\PNTNGSP 

VFLTSCTA\KTE\WLDGKH\AGL 

GKVKEGMNIVEAMER\FGSRN 

GKTSKKIISIA\DCGTTSN 


1 1574 


41942 


A 


11643 




877 


MSGALDVLQMKEEDVLKFHA 

AGTHLGGTNLDFQMEQYIYKR 

KSDGIYIFNLKRTWEKFLLAAR 

AVVAIENPADVSV1SSGNTGQR 

AVLKFAAATGATP1AGHFTPGT 

FTNQIQAAFREPRLLVVTDPRA 

DHQPLTESSYVNLPTIALCNTDS 

PLRYVD/ICNNKGAHSVGLMW 

WM LAREVLRMRGTISRGHP WE 

VMPDLYFYRDPEEIEKEEQAAA 

EKAVTKEEFQGEWTAPAPEFTA 

TQPEVADLSEGVQVPSVPIQQF 

PTDDWSTQPATENWSAAPTAQ 

ATEWVGATTDWS 


11575 


41943 


A 


11644 


1 


1674 





1538 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11576 


41944 


A 


11645 


1 


1121 


MLEAVLEESPREEAAFSWVMK 

GNLAAGKT1QAQDRDAVGILSS 

RTGESMENLQKNLLPKQRRRT 

RETFTMSGALDVLQMK.EEDVL 

KFLAA\GTH\LGGTNLDFQMEQ 

YIYKRKSDGIYI1NLKRTWEKLL 

\LAA\RAIVAIENPADVSVISSRN 

TGPEGLCLKF\AA\ATGATP1AG\ 

RFTPG\TFT\NQIQ\AAFREATGF 

LVVTWTPGLD\HQPLTEA\SYV 

YLPT1A\LCNTDS\PL\RYVDIAIP 

CNNKGAHSVGLMW\WML\ARE 

V L RMRG\TISREHP WEWMPDL 

YFYRDPEEIEKEEQAAAEKAVT 

KEEFQGEWTAPAPEFTATQPEV 

ADWSEGVQVPSVPIQQFPTED 

WSAQPATEDWSAAPTAQATE 

WVGATTDWS 


11577 


41945 


A 


11648 


1 


396 




11578 


41946 


A 


11649 


1 


567 




11579 


41947 


A 


11650 


1 


226 




11580 


41948 


A 


11651 


3 


377 




11581 


41949 


A 


11652 


19 


450 


PDRRWSSLDTMNHTGQTFFSPV 
NSGQPPNYEMLKEEHEVAVLG 
APHNPAPPTSTVIHIRSETSVPD 
HVVWSLFNTLFMNPCCLGF1AF 
AYSVKSRDRKMVGDVTGAQA 
YASTAKVALN1WALILGILMTIL 
LIVIPGLIFQAYG 


11582 


41950 


A 


11653 


210 


2206 




11583 


41951 


A 


11654 


450 


644 


SLRLWVTERTAVTNLPSSSRGV 
GDKPPVGSPHLFLSLVVAFNPL 
QSTRNPASASQPQXPCSAEQPAR 
RG * AEPA LRTVLPI H AEM WLPR 
LHEFEEHRLVHRCFTLTFVDET 
DHCAVLPRGAGSGQGGGFERIL 
SQSPGSLWESC*PGLWLNILSNP 
PPCPLPAPLGRTAQ 


1 1584 


41952 










RGTWSIIA*KSQGISWDRFEEVT 
LCREPFT 


11585 


41953 


A 


11656 


1 


2538 




11586 


41954 


B 


11657 


68 


1602 




11587 


41955 


B 


11658 


1 


1464 




11588 


41956 


A 


11659 


587 


1081 


ILSWLTLWSILRLYIVTLTGKIC 
SLTSEASEATSPPRGTNNSRSVA 
LAVVTLVWRVCSFIFDSKAFIL 
AFAFFFSHWFSILPFPPQHGATL 
WYFWGDFECSRGPRNIHTDDR 
ARLVPMTERGGPPQGGEPART 
RSPRQGGRGGMEGGE*YPCPPH 
LGGQERKPG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11589 


41957 


A 


11660 


180 


583 


YTEVLKGPDGAENHGTRTT** 

MHKPH*PIRSTGRKADKQLQQS 

LR\NKINVQKSQAFLYTNNRQT 

ESQ1MSELPFTIASK.RIK.YLGIQL 

TMDVKDLFKENYKPLLKEIRG 

Y KQM G E H SMLMG RKNQYSEN 

GHTAQ 


11590 


41958 


A 


11661 


82 


159 




11591 


41959 


A 


11662 


2 


1008 


NAAPLQQRNKAGCR/YDLDEL 
REEG F RRSNFFKLKAE VRTQCK 
ETKNLEKTLDKWLTRKTSVEK 
SLNDLMELKTMVQGLRDKCTN 
FSNGFDQLEERVSVIEEQMNEM 
KQEKKYREKKDRSMTQKVNK 
DIQELDSALHQEELIDIYRTVHP 
K STEY TFFS APHRT YFKIDHI VG 
SKALLSKCKRTE11TNCLSDHSA 
IKLELRIKKLTQNRSTTWKLNN 
LLLNDYWVHNEMKAEIKMFFE 
TNEN KDTTYEN L WDTFKA VCR 
GKFRALNVHKRKQERSK1DTLI 
SQLK.ELERQELT1 1SKASRMQE1 
TK1RAEQKEKETEKNIQKNQRI 
QELFLLKDQQN 








66 




T529 




1 1593 


41961 


B 


11664 


1 1 1 


1350 




11594 


41962 


C 


11665 




2127 




11595 


41963 


B 


11666 




1350 




11596 


41964 


A 


11667 




1506 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1597 


41965 


A 


1 1668 


1 


1855 


M1IIVPLYSSLGDRVKSCEKKRE 

RERERRKKERKKERKKERKKE 

RKKASSKEREEGRKKERRKK.L 

RKKEEKERKKRK.KK.RREGRKE 

RKKEKERKEGKKEERKNIPGKR 

RESTDPLKEMDHRCLLPEMLK 

GTWWTTPARASGPAVPLLCEF 

RQWTVDTTSVVPESTHMPGQM 

TQPIPAPDSHM M DEAGGH YPK 

QTNTRPENQILHVFTDKWELNT 

EYKDPKKRTTDTRAYLRVEAT 

LAADWMVPTQIEGRSSFVLATL 

AADWMVPTQ1EGRSSFVLATL 

AADWMVPTQTEGRSSFVLATL 

AADWMVPTQIEGRGRMTPHM 

AGYSSETKLPEERSGSS1CGSPIS 

AVLQPPLL1PRQTGSGVDLQQT 

PTDLQLRVLMERSSSPATEQSW 

MENDFDEMRDEGFRRSNYSEL 

KEEVQTYCKEVCRGKFKALNA 

H KRKQETSKI DTLTSQLKELEK 

QEETHSKASRRQE1TKIRAELKE 

IETQKTLQK1NESRSWFFEKINK 

IHRPLARI.IKKKTEKNQINA1KN 

DKWD1TNMLTEIQAT1REYYKH 

LYANKLENLEEMDKFLDTYTL 

PRL*N/CRQSLIAYQQ1KVQDQ 

MDSQSNSTRGTRRSWYHSF 


11598 


41966 


A 


11669 


2678 


2897 


PDGAKKHGKRT\RDERTSFSSEF 
NQLEERVSV1ENQMNEMKREE 
KFREKRVKRNEQSLQEIWD\M* 
KDQMRSTS 


11599 


41967 


A 


11670 


843 


2004 


n>jqcrevli<:gvdgaesqgsrt\ 
reerrslrsrcdqleervsvied 
qmnemkregkfrekrikrneq 
slqeiwdyvkrpnlrligvpes 
dgengtklentlqdiiqenfpn 
ltrqaniq1qeiqrtpqryssrr 
atprh1vvrftkvemkekmlr 
aarekgrvthkgkpirltadls 
agtlqarrewgpifnilkeknf 
pprisypaklsfisegeikyftdk 
qmltivhlktldhymynirrpk 

GGEKKADQEVNSEPRNNIVLET 
KG DRG PQ APA SPGGPPPR R V RR 
SASGSRAGITFHPVHYLTRRPFA 
HRFHYQSHGYGVGSVQSAELR 
H KTN SA A RA A LRDGG VDCRG R 
ERGSACQKRSDDEAGGLVLSD 
LPRVMSGSWEVRR 


11600 


41968 


B 


11671 


1 


3221 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for las) amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


11601 


41969 


A 


11672 


82 


160 




11602 


41970 


A 


11673 


1 


551 


AAAMADSGTAGGAALAAPAP 
GPGSGGPGPRVYFQSPPGAAGE 
GPGGADDEGPVRRQGKVTWS 
YDRKELRKRLYN L\ED W I L * QLN 
GAFYDCQ\EEE1PELEIDVDELL 
D\MESD\DARAA\RVKELLVDC 
YKPTEAFISGLLDKIRGMQKLS 
TPPEEVRVPDPG RTV APTG QS L 
PPDLVATAITGGT 


11603 


41971 


A 


11674 


362 


650 




11604 


41972 


A 


11675 




651 




11605 


41973 


A 


11676 


1 


3101 




11606 


41974 


B 


11677 


1 


2838 




11607 


41975 


A 


11678 


1326 


1980 


TSEASRQSERVDSAALSALSLLS 
RSSKCRPWGTA RVARAGGCLT 
PLLSRRFLETRPFTGPWDPGLG 
VTCWCCPPKRRLKSTPRPKFSV 
CVLGDQQHCDEAKAVDATFEV 
CLGDQVLSNANGFLSLSAKKY 
DAFLASESLIKQIPR1LGPGLNK 
AGKFPSLLREEGQAICYSSTNLT 
*SSLPSSQVLCLAVAVGHVKMT 
DDELVYN1HLAVNFLVSLLK 


11608 


41976 


A 


11679 


11 


720 


EAM SSK V SRDTLYE AVREVLH 

GTQRKRRKFLAETVELQ1SLKNY 

DPQ\KDKRF\SG"r\VRLKSHSPAL 

SFSVCVLGD\RQH\CDVEAKA\V 

DIPPHGPSEAAEKTSTKNKKLV 

QKSWPKKV*MPFLA\SESSDQA 

RFPR1PRAPGLNKAGK\FP\SLLT 

HNGKHGGPKVDEVKVPQSRFQ 

MKKVLCLAVAVGHVKMTD\DE 

LVFN1HLA\VNFL\VSLLK\KNW 

QKCSGALYYQEAPMGQSPKRL 


11609 


41977 


A 


11680 


34 


507 




11610 


41978 


A 


11681 


407 


806 


LRVGMLQRSKANGPDDDHLLG 
ASCTCGPSTGSPSPRLPSLPQRP 
QKGLLHQ/RATRMKPGNIAKGL 
WKRLSKGTVMKLWLLTAVPRL 
SGLLVCPLVHQLLLAFKFLKRF 
PIFCLWFRAANRHARFSILFKLS 
RP 


11611 


41979 


A 


11682 


1 


1551 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11612 


41980 


A 


11683 




751 


MAGYSSETKLPEERSDSSIRGSR 

KSTVLQTLLLIPRQTGIKKLTQN 

RSTTWKLNNLLLNDYWVHNE 

MKAEIKMFFETNENKDTTYQN 

LWD/YIQSSV*RE1YSTKCPQEK 

AGKIQN\DTLTSQLKELEKQEQ 

THSKASRRQEITKIRAEPKEIQT 

QKTLQKINESRSLFFKRINKIDR 

PL A R L I K K KREKNQID AIKNVE K 

G1SPPIPQNYKLPSENTTNTSMQ 

IN * KI * KKWIN S WTHTPS QE * TR 

KKLNL 


11613 


41981 


A 


11684 


49 


551 


VRATYFHHAPANCTEFVPRQL 
VSRAENLPQATSLPTEKASRAF 
R V LL I PRQTRSG VDLQQTPTDL 
QLRVLIVRRKTNKQKGHPHQN 
PICTSPLRRSNFFELKEEVRTHG 
KDAKNLEKRLDKWLTRISSVE 
KSLNDLMELRTM A * ELCDECTS 
FSS*FNQLEERVSV1 


11614 


41982 


A 


11685 


1 


1566 


MNSLLTGQIPESQQIHRDSSAAT 

WWKKIYRQKMGNDIEKSEVRG 

GLTPHTAGYSSETKLPEKRSGS 

S1CGSPISAVLQPPLL1PRQTGSG 

V DLQQTPTDLKLR VLT VRRKS 

NKQKGHPHQKP1CTSPLSKTKD 

RSTRQKVNKDIQDLNSALHQA 

DLIDIYRTLHPKSTEYTFFSAPH 

HTCSKIDHIVGSKALL/EQM*KN 

RNYQKLSLRPQCNQ\LELRIKKL 

TQNHSTTWKLNNLLLNDYWM 

QKRPLKIQQCFMLKTLNKLG I D 

GTYLKNRAIYDKPTANIILNGQ 

KLEAFLLKTGTRQGCPLSPLLL 

NVVLEVLARAIRQEKEIKGIQL 

GKEEVKLSLFADDM1VYLENPI 

VSAQNLPKLISNFSKVSGYKIN 

VQKSQTFLYTRNRQTESQ1MSE 

LPFT1ASKRIKYLGIQLTRDVKD 

LFKENYKPLLKE1KEDTNKWK 

NIPCSWVGRINIVKMA1LPKV1Y 

RFNAIP1KLPMTFFTELEKTTLK 

FIWNQKRACIAKSILSQKNKAG 

niTt Dcrpi vtpi r\ 
Ul 1 LrcrtvL, I 1 KL^ 


11615 


41983 


A 


11686 


1 


4962 




11616 


41984 


B 


11687 


101 


3772 




11617 


41985 


B 


11688 




1047 




11618 


41986 


A 


11689 


21 


287 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1619 


41987 


A 


11690 


131 


723 


LLEGKLTNRKDIHTKNPSVRH/ 
RSSKTKERVSAMEDEINEMKRE 
EKFREKRVKRNEQSLQEIWDYL 
KRPNLRLIGVPESDGENGTKLE 
NTLQDI1QENFPNLARQANIQIQ 
E IQRMPQRYS LRRATPRH 1 1 VRF 
TKVEMKEKMLRAAREKGRVT 
HKGKPIRLT/ADLSAETLQARRE 
WGPIFN ILKEKNFQPRIS YP AKL 


11620 


41988 


A 


11691 


1 


1257 




11621 


41989 


A 


11692 


1 


759 




11622 


41990 


B 


11693 


107 


511 




11623 


41991 


A 


11694 


170 


726 


LLEGKLTNRKDI HTETPS VCHH 
HQRPKDIIQENFPNLARQANIQI 
QE1QRTPQRYSSRRATPRH11VR 
FTK/VEMKEKMLRAAREKGRV 
THKVICPIRLTADLLAETLQARR 
EWGLIFNILKEKNFQPRISYPAK 
LSFISEGEIKYFTDK.QMLRDFVT 
TRPALKELLKETLNVERNNRYQ 
PLQKHAKL 


1 1624 


41992 


A 


1 1695 


1 


569 


MAGYSSETKLPEERSGSNICCSP 

ISAVLQPPLLIPRQTGSGVDLW 

QTPTDLQLRVLTVRRKINKQKG 

HPHQNPICTSPSSKTKGQIRAEL 

KEIETQKALQKINESRNWVFEK 

1NK1DRPPARL1KJCKREKNQIDA 

1KNDRGD1T1DPTE1QTT1REYYK 

HLYANKLENLEERDK.FLNTYTL 

PRLNQEEVESLNRPITGSE1EAII 

NSLPTKKSPGPDGFTDAFYQRY 

KEDLVPFLLKLFQSIEKDR1LSN 

SFYEASIFLIPKLGRDTTKKEN* 

QTERTSTPKPHLYITIIEDQRPD 

QSRTEGNRDTKSPSKNQ*IQEL/ 

WFLKRSTKLI\ATSKTNKEEKRE 

ESNRCNKK**RGYHHRSHRNT 

N YHQRIL*TPLCK*TRKSGRKG * 

1PQH1HSPKTKPGRS 


11625 


41993 


A 


11696 


3 


1039 




11626 


41994 


C 


11697 


1 


1251 




11627 


41995 


A 


11698 


1 


807 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11628 


41996 


A 


1 1699 


1 


713 


MNSLLTGQIPESQQIHRDSSAAT 

WWKKIYRQKMGNDIEKSEVRG 

GLTPHTAGYSSETKLPEKRSGS 

S1CGSPISAVLQPPLL1PRQTGSG 

VDLQQTPTDLKLRVLTVRRKS 

NKQKGHPHQKPICTSPLSKTKD 

RSTRQKVNKD1QDLNSALHQA 

DLI DI Y RTLHPKSTEYTFFS APH 

HTCSKIDHIVGSKALL/KQM*K 

NRNYQKLSLRPQCNQTRTQD*E 

TH SKPLNYM ETEQP APE 


11629 


41997 


A 


11700 


1 


1768 


MNLSRHLNEVKGELLWSLEWR 

DPDGGSIRMEVGLGGWTQRLE 

EEKK.GNVCSHGNLEKDFPYIPH 

LFG LQQKKMDLKG VFKSCFKI 

YCSSKHLLKTGFISEAVLCYGE 

GG EG DTVLTM KERWPHECI VLI 

QCNKGRLTPHTARYSSETKLPE 

ERSGSSICGSPISAVLQPPLL1PR 

QTGSG VDLQQTPTNLQLRVLT 

VRRKTNKQKGHPHQKP1CMSPS 

SKTKDFKPTKIKRDKEGHYIMV 

KGSIQQEELTILNIYAPNTEAPR 

F1KQVLSDLQRDLDSHIIIMGDF 

NTPISTLDRSMRQKVNKDIQEL 

KSALQQADL1DIYRTLHPKSTE 

YTFFSAPHHTYSKIDHIVGSKAL 

LSKCKRMEI1TNCLSDHSA1KLE 

LRIKKLTQNRSTTWKLNNVLLN 

DYWVHNKMKAE1KMFFETNG 

NKDTTYQNLWD/Y1QRSV*REI 

Y STKCPQEKAG RI *N* HPN I\QL 

KELEK.QEQTHSKVSRRQEITKIR 

AELKE1ETQKTLQKINESRSWFF 

EKFNK.IDRRLARLIKKKREKNQ 

1DAIKNDK\G ISPL1PQKYKLPSE 

NTINTSTQIN*K1*KKWINSSTHT 


11630 


41998 


A 


11701 


535 


666 


KGRNIQLNGLVIGTLSN*LKCL 
KMFFTMPLGYINGGISSDFFLH 


1 163 1 














11632 


42000 


B 


11703 


1 


1254 




11633 


42001 


A 


11704 


1 


1032 




11634 


42002 


A 


11705 


481 


1491 




11635 


42003 


A 


11706 


2 


717 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


11636 


42004 


A 


11707 


348 


1976 


SRVRPVVHLRRAPMVCQGHTT 

PPVCGSLAGPGDCVHYSVPAG 

YSSETKLPEERSGSNICCSPISAV 

LQPQLLIPRRTGSGVDLQQTPT 

DLQLRVLTVRRK.TNKQKGHPH 

QKPICMSPSSKTKGSNSHITILTL 

NVNGLNAP1KRHRLANW1KSQ 

DPSVCCIQETHLTCRDTHRIKIK 

GWRE1YQANGKQKKAGVAILV 

SDKTDFKPTKIKRDKEGHYMM 

VKGSIQQEELTTLN1YAPNTGAP 

RFIKQVLRDLQRDLDSHTL1MG 

DFNTPLSTLDRSTRQKVNKDIQ 

DLNSALHQVDLIDIYRTLHPKS 

TEYTFFSALHHIYSKIDHIVGSK 

ALLSKYKTTEIITNCLSDHSAIK 

LELR1KKLTQNRSTTWKLNNLL 

LNDYWVHNKMKAEINTLFETN 

ENKDTTYQNLWD/Y1QSSV*REI 

HSTKCPQEKAGKI *N * HPNI\QL 

KELEKQEQTHSK.ASRRQE1TKIR 

AKLKEIETQK1LQKINESRSWFF 

EK1NKIDRPLARP1KKKREKNQI 

DAIKMEKG1SPL1PQKYKLPSEN 

TINTSMQIN*K1*KKWINSSTHT 

PSQD*TRKKLNL*INTSMQIN 


11637 


42005 


A 


1 1708 


1124 


1717 


LLEGKLTNRKD1HTKNPSVRHH 
HQRPKVDKTTK.MGRKQSRKTG 
NSKNQSASPPPKERSSSPATEQN 
WTENDFDELREEGFRRSNYSEL 
KEEVRTNAKEVKNFEKKLDEW 
1TRITNAEKSLKDLMELKTTAR 
ELRDECTSPSSQCNQLEERISAM 
EDKMNEMKREEKFREKRIKRK 
E\QS LQEI WD Y VKRPNLCLIG VP 


11638 


42006 


A 


11709 


1 


3549 




11639 


42007 


B 


11710 


209 


403 




11640 


42008 


A 


11711 


3 


248 




11641 


42009 


A 


11712 


61 


594 


IQPLVSVLDEKPSNGVLVHMVK 
LLIKTFLDGIFDDLMENNVLNT 
DEIHLIGKCLKFVVSNAENLVD 
D1TETAQTAGKIFREHLWNSKK 
QLSSVHGSEHEDKALTCHWVG 
HPGFPEKLKERKKFCGIMVVGL 
FGFTTDSGKAGADIHGRFLQGN 
FCNDAVTKAHVEKDFMAFKSST 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11642 


42010 


A 


11713 


1 


430 


FSAVREDGGCYLWQIYP1KERM 
DRIRLVLIICNKEFDHLPPRNGA 
DFAIM EM KKLLEDLG YS VD VE 
ENLTAR/HNVSQGETGTKGLPIF 
ITQLIACFQRYSWRCHL\EEVFW 
KVQQAFESPEATVQM PT1ERVS 
MTRYFYLFPGN 


11643 


42011 


A 


11714 


3 


1195 




11644 


42012 


A 


11715 


35 


1288 




11645 


42013 


A 


11716 


1 


1641 




11646 


42014 


A 


11717 


1 


2933 


MVCSAAPLLLLATTLPLLGSPV 
AQASQPLWPMAKGQTMWAQT 
STLTLTEEELGQSQAGGESGSG 
QLLDQENGAGESALVSVYVHL 
DFPDKTWPPELSRTLTLPAASA 
SSSPRPLLTGLRLTTECNVNHK 
GNFYCACLSGYQWNTSICLHYP 
PCQSLHNHQPCGCLVFSHPEPG 
YCQLLPPVPGILNLNSQLQMPG 
DTLSLTLHLSQEATNLSWFLRH 
PGSPSPILLQPGTQVSVTSSHGQ 
AALSVSNMSHI1WAGE 


11647 


42015 


A 


11718 




357 




11648 


42016 


A 


11719 


73 


1494 


KSSHCIKMGPQIFHKTSELFLPA 

TSCPSCPDQNEEDVSQTQYKEC 

CGGGWCSHSIFAVWHFI*RPDA 

T*FG*SSAYGFVASDQCP*GSS* 

LYHLWYSYSGSENKQCG*R\AA 

LGAGFSDKTPAHTVTMACISAN 

QAMTTGVGLIASGQCDV1VAG 

GVELMSDVP1RHSRKMRKLML 

DLNKAKSMGQRLSLISKFRFNF 

LAPELPAVSEFSTSETMGHSAD 

RLAAAFAVSRLEQDEYALRSHS 

LAKKAQDEGLLSDVVPFKVPG 

KDTVTKDNGIRPSSLEQMAKLK 

PAFIKPYGTVTAANSSF/LLTDG 

ASAMLIMAEEKALAMGYKPKA 

YL/RRDFMYVSQDPKD\HLLLG 

PTYATPKVLEKAGLYTMNDIDA 

FEFHEAFSG\QILANFKAMDSD 

WFAE\NYMG*KKPRFGLPPLWR 

RFNNWGNGSLSLGHPFGATGCR 

L VMT\A AN RLREEGRASM A * V 

A\ACAAGGQGHA\MIV\EAYPK 


11649 


42017 


A 


11720 


1 


642 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11650 


42018 


A 


11721 


17 


960 


KSGARSLQPQFLRAPEDGGPLS 

LPNAAMARGPKKHL1\RVAA\P 

KH WMLDKLTGGCA\PRHSPVP 

HKL\RECLPL11F\LRNRLKYALT 

GDEVKKICMQRF1K.1\DGKVYRT 

*YNPTPAGFHGMSSAFDKTGEE 

NFPS*SIDTKGSAFA\VHPYLTTL 

EEGQSTSLVPKVKKRSFVGHKK 

GIPSSWVTS*WPATIR*PRSPSSK 

VN*YHFRLDLETWQRLLDF\IKF 

\DTGNL\CMGDWGGA\NLGRN 

WVLITN\RERHPGSFDPWFHV\K 

DANGN\SFATRLSN1FVIGKGNK 

PWISLPRGKGIRLTIAEERDKRL 

AAKQSSG 


11651 


42019 


A 


11722 


1 


460 




11652 


42020 


A 


11723 


1 


243 




11653 


42021 


A 


11724 


94 


311 




11654 


42022 


A 


11725 


400 


792 




11655 


42023 


B 


11726 


473 


596 




11656 


42024 


A 


11727 


1 


1707 




11657 


42025 


A 


11728 


3 


484 




11658 


42026 


A 


11729 


122 


253 




11659 


42027 


A 


11730 




803 


RGGRGGAGAAGAELAGPLPSP 
APFESPGFTPPGPWGSICPAAFA 
HALHSGTVPARSGRTMARGAA 
LALLLFGLLGVLVAAPDGGFDL 
SDALPDNENKKPTAIPKKPSAG 
DDFDLGDAVVDGENDDPRPPN 
PPK.PMPNPNPNHPSSSGSFS\DA 
DLADGVSGGEGKGGSDGGGSH 
RKEGEEVADAPGVIPGIVGAVV 
VAVAGAISSFIAYQKKAKLCFKA 
EN\AEQGEVDMES\HRNAQRQK 
PAVQARTLLEKIEDCPEKQPQAF 
GSRVRTAA 


11660 


42028 


A 


11731 


335 


476 




1 1661 


42029 


A 


11732 


2 


169 




11662 


42030 


A 


11733 


49 


289 


VPVVQVPAAPGPLPGPATGSCS 
ASAAPRPPDPPPGHPEGHHGHS 
P/GVLGFEVG1FSYCQEQPQKCV 
TIKIFESPP1RRRL 


11663 


42031 


A 


11734 


22 


412 


ARVGFLLGQEGKAGARASGPA 
DDVC\GKGASAIRSHMRASRSP 
PSPRRCHHHHEATGTASGSAAG 
GPGAGCVWLCRLALTPSAQDG 
RNSTFQTYKKE VCLPRH SHPCW 
MHAAGTTAGGSAVMSACCPSS 
SR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1664 


42032 


A 


11735 


250 


571 1 


KGPRVTQGATVPKRQAPSAGL 
D/GSPISQFPWSY/DV*AIAILCG 
QGVT*PLPVSPPGGPAPPESVAL 
AEWVCSGSRRPLSNSGIARRPIG 
VIQPLDFLQNWP1CPVLRC 


11665 


42033 


B 


11736 




1593 




11666 


42034 


A 


11737 


2 


1175 




11667 


42035 


B 


11738 


206 


354 




11668 


42036 


B 


11739 


850 


1461 




11669 


42037 


A 


11740 


2 


663 


VLLDERSAALDGAKRDGTLAL 
AAGALCREARAAQVFFLKGGY 
EAFSASCPELCSKQ/INVSANCP 
NHFEGHYQYKSILCGMTTHKA 
DISSWFNEAIDFIDSTKNAGGRV 
FVHCQAGISRSATICLAYLMRT 
N R VK.L DE AFEF VKQRRSII SPNF 
SFMGQLLQLESQVLAPHCSAEA 
GSPAMAVLDRGTSTTTVFNFPV 
S1PDHSTN SALSYLQSLITTSSHC 


11670 


42038 


A 


11741 


1 


474 




11671 


42039 


A 


11742 


3 


1354 


WAVCATRVGGAVGGTAKKPR 
SPEPRVTLLSQSKSGFWFGAER 
PGGLAFPRKAPPCPWPREQTKS 
TAGP1TLGALRPAMVMEVGTL 
DAGGLRALLGERAAQCLLLDC 
RSFFAFNAGHIAGSVNVRFSTIV 
RRRAKGAMGLEHIVPNAELRG 
RLLAGAYHAVVLLDERSAALD 
GAKRDGTLALAAGALCREARA 
AQVFFLKGGYEAFSASCPELCS 
KQSTPMGLSLPLSTSVPDSAES 
GCSSCSTPL YDQGG P VE1LPFLY 
LGSAYHASRKDMLDALGITALI 
NVSANCPNHFEGHYQYKSIPVE 
DNHKAD1SSWFNEAIDFIDSIKN 
AGGRVFVHCQVAGISRSATICLA 
YLMRTNRVKLDEAFEFVKQRR 
SIISPNFSFMGQLLQF*VPQD/VL 
VPHCSAEGWEAPDMAVL\DRG 
T\STTTVFNFPVFIPV\HST\NSAL 
SLPFRGPINGPFPAG 


11672 


42040 


A 


11743 


196 


1260 




1 1673 








5 






11674 


42042 


A 


11745 


1 


328 




11675 


42043 


A 


11746 




364 




11676 


42044 


A 


11747 


1 


816 




11677 


42045 


A 


11748 


1 


1377 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


11678 


42046 


A 


11749 


1 


989 


EGRTVLGGGLGSAAAMASRLL 
LNNGAKM PI LGLGT WKSPPGQ 
VTEAVK.VAIDVGYRHIDCAHV 
YQNENEVGVAIQEKLREQVVK 
REELFI VSKLWCTYHEKG LVKG 
ACQKTLSDLKLDYLDLYLTHWP 
TGFKPGKEFFPLDESGNVVPSD 
TN I LDTWAAMEEL VDEGL VKA 
IG 1 SNFNH LQ VEMILNKPGLKY 
KPAVNQIECHPYLTQEKLIQYC 
QSKGIVVTAYSPLGSPDRPWAK 
PEDPSLLEDPR1KAIAAKHNK\T 
TAQVLIRFPMQRNLVVIPKSVT 
PER1AENFKVFDFELSSQD\MTT 
LLSY\NRNWRVCALLSCTSHKD 


11679 


42047 


A 


11750 




855 




11680 


42048 


A 


11751 


2 


367 




11681 


42049 


A 


11752 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

IfCV'Vl P A A /Wk'PIPT TVPlT Q APT 
i^l^KVl^tvrtA/lNrvrltvLt VJLJLo/VJbt 

T PlARk'POnPIPNIl k'PVXTPOPPT 

QVPAVT CPTCPrjPlk' QPTFiVTlN/tF 

K.DFVTTRPALQELLKEALNME 
RNNQYQPLQKHAKW 


11682 


I^T 









— 








— 


— — 




254~i 




— 

11684 




_05 







U755 













— 


viwi — 




TfJTi 






42054 








777 




11687 


42055 


A 


11758 




1029 




11688 


42056 


A 


11759 




2052 




11689 


42057 


A 


11760 




1392 




11690 


42058 


A 


11761 




993 




11691 


42059 


A 


11762 




1240 


PTDPAAEGPCLLDAKTNKRKGP 

STP1 LPFCPSPFIRGPKVDSTHGA 

WGQKQHR*TGIF*RSRAPSPP\P\ 

KEHGSSPATEQSWMENDFDEL 

REEGFRRI\NYSELKEEARTHGK 

EVINLEKKALDEWITRITNAEKC 

LK\ELMELE\TKA\RELREECRS\ 

LRSRRNQLEERVSAMEDEMNE 

MK\QEEKFREKKNKKK*TKAL 

KELWDYVKRP\NLRLIGIPESDE 

ENGTKLENTLQDIIQENFPNIAR 

QANWQIRGNYRERPQRLPPRG 

RATPRTH/I I VRFTKVGNGREKM 

FKGQPGGKGRWTLKGKPITLTT 

ADLSAETSTSQKTEWGPIFNILE 

GKEFSNPEISYLSQT*AFISGREE 

LN S F YRTSQMLRDFCH HQ ASRL 

P*KSTRPALKELLKEEALKHGK 

GNMPVPSHLQKFIA 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


n692 


42Q60 


= 


n763 


g 






J 


42061 


- — 


— — 


268 


307 


AHHTHLCLLTESPPEGR*VCWG 














CGLGWGVVLSLVCPP 




— — 


— 


— — 


2 


^M9 






— — 


— 


TT766 





T734 




— — 


42064" 


— 


71767 





603 




1 


— — 


- — 


— — 





— 

— 






77 

420 




A 


75 

117 




115 




EWSSVRRSLVEKRALRRPHPQC 














LCFRMKTILSNQTWDIPENVDM 














TLKGRTVIVKGP/REGTLRRDFQ 














S PSM E N FTFLE RKKKRLR VDK 














WWGNRKE\LATVRTICSHVQN 














Ml KG VTLG FRY KM RS V\Y AHFP 














HQPLLSRGNGSLV\EI\RNFFG*K 














NISARVRMRP\GVA\CSV\SQAQ 














KGEF/ISLEGND1\ELVSNSA\ALI 














QQATTWKNKD1RKFLDGIYVFE 














KGTVQQADE 




42067 


— 


TT77O 





295 


ASTAGVSYYVAQAGLKLLGLS 














L SKC RD YRCEPPCPE* M SL YK V 














MAMARKAMSLVYIYFFLDEFM 














YFAGTWMKLETIILSKLSQGQK 














TKHRMFSLVGGN 




42068 


— 


71771 









342 

— 







— — 
















— — 

42070 













— 










— — ■ 









— 




4I57I 







YPP^ — 





— 












— 


861 


IWA1LADPRMAQGKLRMEIGTK 














LKt^Ll W 1 V nKtj Vrl W V IrWWV 














ERSQTGNLEVRRLWLGLLTHL 














HSGVNSLFTRAR1WNPSM1DW/I 














KKM WH I YTM E Y Y A AIKKNQF 














MSFAGTWMKLSAPAAPTVLFL 














ASFTNHYNLRASLLVESCLAPS 














YTSVEPRFSIPQSLTPARGSSDG 














HTCFSHQSHDSLLICADSTHFW 














LSAH I W1QANAPPVPRAPSELSL 














KTRLKC SPQLN L RRPP 










— 





— 




— — 


42075 


— 


7l778 





2633 






— — 





— — 





298J 




— 

11709 




42077 








, 

2^ 


^ 




11710 


42 7 




TT78T 






VTMCDRKAV1KNADMSEEMH 














QDSVECATQALEKYNIEKDIAA 














H I KKEFDKKYNPTW\HCI\VGEG 














TFGSLC*HIETKHFHLTSYLGAK 














WAISFCFKFWFKRHGTVATHPV 














IPFQKQGIAALNFQLPED 


11711 


42079 


A 


11782 


1 


810 




11712 


42080 


A 


11783 


188 


534 





1551 



WO 01/075067 



PCT/US01/08631 



SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11713 


42081 


A 


11784 


1 


1188 




1 1714 


42082 


A 


11785 




1137 




11715 


42083 


A 


11786 


19 


428 


ERRNSGNMALRVERSVRAVLC 
SLHVVLAPAAPCLSRPWQLGM 
GAVWWCNLPEVGTKLNKQDE 
FGALERVKAASELYSPLSGEVT 
EINEALAENPGLVNKSRYEDG 
WLIKMTLSNPS*LDELMSEEAY 
EKYIKS1EE 


11716 


42084 


A 


11787 


66 

— 


631 

— 


RRDPRTPANMALRVVRSVRAL 
LCTLRAVPLPA\APCPPRPWQLG 
VGAVRTLRTGPVALLSVRKFTE 
KHEWVTTENGIGTVG1\SNFAQ\ 
EALGDVVYCSLPEVGTKI*TKP 
SWSLVLLE\SVKAASELYSPLSG 
\EVTE1NVEAL\AENPGTCKTNFC 
Y\EDGWLIKMTLSNPSE\LDELM 
SEEAYEKYIKSIEE 




42081 


- — 


TT788 








H718 


42086 


— 


T7789 


209 


401 


MKPPVRSLSTPPRSIIMGSSATE1 
EELENTTFKYLTGEQTEKMWQ 
RLKGMEIKKLN*G 


11719 


42087 


A 


11790 


135 


313 




1 1720 


^2Qg9 


^ — 


1 1791 




624 












SI 


299 




11722 


42090 


A 

- — 


11793 


5 




166 

— 


SPVMMSFFLFVCLLTT*RSPSSS 
SSSSSSSSSSSSSSSSSSPSPSSSFS 
GSVV 


— 


42091 




TT794 








H724 


42092 


— 


H795 


769 


291 


SCNSS1LSFLSLSLVADPQIATYR 
/S*CSRLGHKGTLLPGS 




42093 


c 


1 1796 


■j 


429 




11726 


42091 


^— 











H727 


42095 




Tf7?8" — 


3 


376 




11728 


42096 


B 


1 1799 




736 




1 1729 


42097 


A 


1 1800 


753 


2455 




11730 


42098 


A 


11801 


1 


312 




11731 


42099 


A 


11802 


48 


397 




11732 


42100 


A 


11803 


51 


286 




11733 


42101 


A 


11804 


1 


420 




11734 


42102 


A 


11805 


II 


537 


PDRPTRPCRQCARSFRRKLKAA 
VGVEGPSLSSGELGTRVPAAPS 
PTTRPRAMAFCLPSFACEYSALI 
LHDDE\VT\VTEDK1\NALIKSSR 
V*MLSPFWPGLFAKAL\ANVN\ 
MGSL1CNVGAGGPCCPASWVL 
QPAGRSLPPPLLAASSLREKKV\ 
E AKKEGFRG SFD* LTWGFG SF 


11735 


42103 


A 


11806 


114 


399 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 


11736 


42104 


A 


11807 




599 


AIRRLRISAREEERENQPRLLPL 
SLGAGGGVGGFVQQWPRFKAR 
DLRGKKKEEL\LKQL\DDLKVE 
LVPSARRQKRQGGAASVKLSKI 
RWVRKSIAPCSPRLFTQTQKEN 
LRKFYKGKKYKPLVDLRPKKTR 
AMRRRLNKHEENL\RTKKQQR 
KERL YPLRKYA V KALGGALS1K 
HKENLKTKKQQRKERLYPLRK 
YAVKA 


11737 


42105 


A 


11808 


226 


370 


AGSP*FPQFSEA*RRGALGSGA 
DQDLSHPRITIETLTSCRSLQTSS 
PR 


11738 


42106 


A 


11809 


3 


7964 


RGSGSSKFEPRSRSASVLAPSAL 
GPPNTSPRQLVAHCALPATRMP 
VTEKDLAEDAPWKKIQQNTFT 
RWCNEHLKCVNKRIGNLQTDL 
SDGLRLIALLEVLSQKRMYRKY 
HQRPTFRQMQLENVSVALEFL 
DRESIKLVS1DSKAIVDGNLKLI 
LGLVWTLILHYSISMPVWEDEG 
DDDAKKQTPKQRLLGWIQNKI 
PYLPITNFNQNWQDGKALGAL 
VDSCAPGLCPDWESWDPQKPV 
DNAREAMQQADDWLGVP 


1 17j9 


42107 




11810 




636 




11740 


42108 


— 

A 


11811 





261 


QKKPLKQPKKQA*EMDEVRAG 
AEALAGAGALGDRPELNTLCLS 
P\EDKAFKQKQKEEQKKLEELK 
AKAVAGKGPLATAGGIKKSGKK 


11741 


42109 






■j 












TT?F 




Tfj2l 






irrn — 


— 


TT8i4~ 


— 


— 


SHCLANAPGDVK.VRNDPESPRE 
L*HL*R*RINYTRWKRSI*EEWC 
QGHSWRG 


11744 


42112 


A 


11815 


1 


1323 




11745 


42113 


A 


11816 








11746 


42114 


A 


11817 




336 




11747 


42115 


A 


11818 


22 


391 


PPPPAAKTRRKKVLATKVLGTV 
KWFNVRNGYGF1NRNDTKEDV 
FVHQTAIKKNNPRK\YLRSVG\D 
GETVEFDVWEGEKGAEAANVT 
GPDGVPV/EKGSRYAA\DRRR\Y 
RRCY\YDR\RRGPPPEYW 


11748 


42116 


A 


11819 


433 


866 


PPPPAAIDAEKKVLATKVLGTV 
KWFNVRNGYGFINRNDTKEDV 
FVHQTAIKKNNPRKYL\RSVGD 
GETVEFDVVEGEKGAEA\ANVT 
GPDGVPVE\GSRYAADRRRYRR 
\GYYGKARWPFPANYAGGGRR 
RKGAAQVEGFLPPLPLD 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1749 


42117 


A 


11820 


63 


484 




1 1750 


42118 


A 


11821 




819 




11751 


42119 


A 


11822 


150 


463 




11752 


42120 


A 


11823 


63 


594 


FAKLPNPKGKGGEATRYMFSR 

PF*ENHGVVPLGHNN*RF\YKK 

GDIVDIQGEWGTLFQKGNCPH 

KVVTHGQNLEGVLPMVTPAML 

VGHLL*TNQF*GKVFS\KR1NVR 

IEP1K\HSKSR\DSFLK\RVKEND 

QKKKEAKEKGTWVQLKRQPA\ 

PPREAHFVRTNGKEPELLEPIPY 


11753 


42121 


A 


11824 


2 


1376 




11754 


42122 


C 


11825 


132 


341 




1 1755 


42123 


A 


11826 


155 


245 




11756 


42124 


A 


11827 


3 


293 




1 1757 


42125 


A 


11828 


204 




LRAPH V ACSRCNQG PCM ENCL 
NTDQTHTQTQRQG*EEKSSSSK/ 
P1SSLMEYYKRSQCSVKSKARS 
VF*LKLPvAQAQLLQETKKPVFR 
L 




4^121 




irf^ — 

















J4S 




RE1SYKER1GM*MPPSV1LNSYV 
KSMLETYPH PLLRG V V APGPLK 
KGFLTESLLALPDPSFSGRMTSF 
KITPV 


1 1760 


42128 


A 


11831 


1 


840 




11761 


42129 


A 


11832 


2 


216 




11762 


42130 


A 


11833 


1 


726 




11763 


42131 


A 


11834 


3 


3231 


PGG WLRRALPGRERLQSP V HA 
VPPQHGTSHSRLLVTWPGAGR 
DQDFSSPPLLLLGETDHLHLDL 
PLSPLPTSDELFLPGICDPYVKL 
SLYVADENRELALVQTKTIKKT 
LNPKWNEEFYFRVNPSNHRLLF 
EVFDENRLTRDDFLGQVDVPLS 
H L PTEDPTMERP YTFKD F L L RP 
RSHKSRVKGFLRLKMAYMPKN 
GGQDEENSDQRDDMEHGWEV 
VDSNDSASQHQEELPPPPLPPG 
WEEKVDNLGRTYYVNHN 


11764 


42132 


A 


11835 




624 




11765 


42133 


A 


11836 


2 


361 




11766 


42134 


A 


11837 


3 


432 


NSRVDDFVAAQDAKGKKVAP 
APAVVKKQEAKKVVNPLFEKR 
PKNFGIGQXQRLLARAEKKAAG 
KG D VPTKRPP VLRAG VNTVTT 
LVENK.KAQLVVIAHDVDPIELV 
VFLPALCRKMGVPYCIIKGKAR 
LGRLVHRKTCTTVAFT 


11767 


42135 


A 


11838 


1 


684 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11768 


42136 


A 


11839 


9 


247 


AVTSDEPKGKKAK.AKK.VAPAP 
AVVKNQEAKKVVDPLFEKRHK 
N\FGIGQDIQPKRASPRLCELPR\ 
YIRLQRQRAILYKARLKGPFCDY 
PGFTRALDRQTV*SSLLKL\AHK 
YRP\ETKQEKK\QRLFARAREEG 
VLAKGDVPNERDPPVVLRARSL 
TPFHHPWVEKQEKLQLVVNWH 
TDV\DPI\ELVVLLALPLCREKW 
GVPYYCNYRREKARLWDRLVP 
QERPCTTCPPFTQGELRKTKGG 

FWI k'l f.Wlfl IRTOFTinnil MP 

SRRH\WG\GNVLG\PKSVGS*SP 
KLEK\AKAKELAH*TG 


11769 


42137 


A 


11840 


1 


273 




11770 


42138 


A 


1 1841 


1 


218 




11771 


42139 


A 


11842 


1 


1522 








^ — 







2^4" 






4~2l4~T 






2^~ 




CDflAWHPA AC A CAD DPHTP QP 
oKl^A W ncAAoAonluvlvU 1 Ivor 

ALSPARAPAGPI WTN ARRS ARA 
NSVSPAAAPPPRRPVSLS\DPGE 
SCTRDPRAPDPCG PFRCC 


1 1774 


42142 


A 


11845 


194 


365 




11775 


42143 


A 


11846 


1 


782 


LLVVGTTVVVYFPNGRFKEFM 
SRFlVHLMCYRiCVRALTAlITY 
HDRENRPRNGGICVANHTSPID 
V11LASDGYYAMVGQVHGGLM 
GVIQRAMVKACPHVWFERSEV 
KDRHLVVKVRLTEHVQDKSKLP 
ILIFPEGTCINNTSVMMFKKGSF 
EIGATVYPVA1K.YDPQFGDAFW 
NSSKYGMVTYLLRMMTSWA1V 
CSVWYLPP1D*ERQIEDAVQFA 
NRVKSAIARQGGLVDLLWDGG 
LKREKVKDTFKEEQQKLYSKM 


11776 


42144 


A 


11847 


3 


916 




11777 


42145 


A 


11848 


13 


473 


DPPTDSLSPDGGSIELEFYLAPE 

PFSMPSLLGAPPYSGLGGVGDP 

YAPLMVLMCRVCLEDKPIKPLP 

CCKKAVCEECLKVYLSAQIQCP 

TCQFVWC*CAGCAWKTSPSSPC 

LAARRPCARSASKST/SSAQIQC 

PTCQFVWCFKCHSPWH EGVNC 

KEYKKGDKLLRHWASE1EHGQ 

RNAQKCPKCK1HIQRTEGCDH 

MT 


11778 


42146 


A 


11849 


92 


1103 




11779 


42147 


A 


11850 


1 


516 




11780 


42148 


A 


11851 


1 


642 




11781 


42149 


B 


11852 


200 


608 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oftirst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11782 


42150 


A 


11853 




1856 


MEETGMCEGHGASPGMEASSG 
EREKRGTGEASPGDREKRGTGE 
ASSGEREKRRTGEASSGDREKR 
GTGKASSGEREKRGTGEASYG 
EREKRGTGAAGGQESCAHCGG 
WLMPRAKPSTHRETNPRGTEA 
TAMAMDHVGQQADTTDSTDG 
SQWDPSEHSPNCG1REVGAGDP 
DTQQTGRHHCYYPAKETNEKT 
NTNRNSNTFIEQLLHAKQQRGN 
SGVPFK.PGHMVRALTTNALSW 
AKLYPDPWCLRMGGTGNEVFE 
NE1KTGSCW1KEQEGQPRPQSP 
RSQVRPEADPGPSPLTKMSAEN 
E YRPPSPPKL A A E RDKPSPRLRP 
RGVPWRRESRVRAGRECALLR 
VAAEGARPPPAGMSYDRAITVF 
SPDGHLFQVEYAQEAVK\RGST 
AVGVRGRDIVVLGVEKKSVAK 
LQDHRPVRK1CT\LHDN\VCMA 
FAGL/TPADARJV1QTGPGVEFQ\ 
SHRA*T\VEGPRVTVE\Y1TPLTF 
ASLKASVYTQSKWGARPFG\IS 
GPHRGFSTFDGTP\* L YQTDPSG 
TY\HAWKA\NSIG\RGAKSSARS 
SWEKN\YTDKAIETDDL\T1\KLV 
1KALLEVVQSGGKNIE\LAVMR 
RDQSLKI\LNPEEIEKYVA\EIEK 
EKEEMEKKKQKKAS 


11783 


42151 


A 


11854 


12 


432 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


III 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11784 


42152 


A 


11855 


] 


1775 


MSYPADDYESEAAYDPYAYPS 
DYDMHTGDPKQDLAYERQYE 
QQTYQVIPEVIKNFIQYFHKTVS 
DLIDQKVYELQASRVSSDVIDQ 
KVYEIQDIYENSWTKLTERFFK 
NTPWPEAEAIAPQVGNDAVFLI 
LYKELYYRHIYAKVSGGPSLEQ 
RFESYYNYCNLFNYILNADGPA 
PLELPNQWLWDIIDEFIYQFQSF 
SQYRCKTAKKSEEEIDFLRSNP 
KI WN VHSVLN VLHSLVDKSNIN 
RQLEVYTSGGDPESVAGEYGR 
HSLYKMLGYFSLVGLLRLHSLL 
GDYYQAIKVLENIELNKKSMYS 
RVPRVPRSPTYYYVGFAYLMM 
RRYXQDAIRVFANILLYIQRTKS 
MF\QRTTYKYEMINKQNEQMH 
ALLAIAL\TMYPMR\IDES1HLQL 
REKYG\DKMLRM\QKGDPQVY 
EELFSYSCPKFL\SPVVPNYDNI\ 
HPN\YHKE\PFLQ\QLK\VFSDEV 
Q\QQAQLSTIRSFLKLLHPPCLV 
AKPGLASLDLTEQEFXRIQLLVF 
KHKMKNLRVDSAVSQALDGEF 
QSASEVDFYI\DKDMI\H1ADTK 
VARRYGDFF1RQ1\HKF\EELNPN 
P*RRMG\QRPWM1FTTHSGNLV 








11856 














1 1857 


58 


534 


WATER WKGRKNHE1SWKCFPG 
KA1 S* MRSSKQMKPNFPRCSSIT 
VLSVRGMVLFLTLACPRFKMSS 
RTDFRFGNPQVT 




42T51 


— 


11858 





422 






42756 


— 


11859 


- 


2567 






42T57 


- — 


11860 













42758 


— 






5oT 




11791 


42159 


A 


11862 


1 


402 




11792 


42160 


C 


11863 


30 


673 




11793 


42161 


C 


11864 


195 


1263 




11794 


42162 


A 


11865 




648 




11795 


42163 


A 


11866 


200 


420 


ILPSALRPPNPNWNVG/YVQTQ 
LVSKPLSLPTGIPCSTTSNILKPV 
ITKDARLHRV1VHGWGIKGTIP1 
AKIAIS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11796 


42164 


A 


11867 


1 


502 

— — 


MQLPGRGHSFVCKANAGSTQA 
RQGASAGVAGCRGWLNYAAS 
EQIVLRVPHMRCEIPHKCVRRK 
SRI RPHSPFRLRNCWKGRSVRA 
FSLLRQLAKGGCAARRLSWVT 
PGFSQSRRCKTTASAKLACLQV 
RAQSEDISTVPIHYAYNMTRVG 
RMQMLGKYNPQSAKLVREAIL 
PTKATLDLSNQNNEDFSAFQLG 
LAQALH1KVHTMTREVMSDEL 
TKLLEGNLKPAIDMMVEFNTT 
GSLPENAVDVLNTALGDRKSF 
VALMALMEYSRYLVAEDKSAF 
VTPLYVEADGVTNGPINAMML 
MTGGLFTPDW1RNIAKGGL*FQ 
YTFTFNRN SRSQCFHIFQETSKK 
FFSMCF*SSLLTKHCHSSRDVW 
VFSTSFQH1RHTLIDGISNRTNQ 
LTCNTTSTRT1DGNSQRVLSNTT 


1 1797 


42J65 







~~f^ 








j| 79 ^ 


4"fnl — 


— 


rif^ — 



















3~9~99 




11800 


42168 


B 


11871 




12036 




11801 


42169 


B 


11872 




16395 




11802 


42170 


A 


11873 




19997 




11803 


42171 


A 


11874 




70 




11804 


42172 


A 


11875 


44 


613 


AGTHLRPFSPSLSAAMALRYPM 
AVGLNKGHKVTKNVSKPRHSR 
RR\GRL\TKHTKFVRDMIREVCG 
FAPYERRAMELLKVSKDKRAL 
KFI KKR VGTH I RAKRKREELSN\ 
VLAAMRKAAAKKDLGPSPCPL 
PE1KDKLDRSPGSPAVRGWVW 
VCRGPAVPCLVPALSHTLSGCC 
LVVNQKPWPAHPSRGSR 


11805 


42173 


A 


11876 


1 


150 


FRGRCCVQRYRGCTLASA/CLL 
VGEA EA PSP VDPLERSRP YA VL 
RGQNLE 




HT^ 




j|jj 77 


447 


2^ 




7 




j — 








RPVAYLLLQGWGRCCVQRYRG 
CTLASA/CLLVGEAEAPSPVDPL 
ERSRP YA V LRGQNLDQTLH * ST 
HQA 


11808 


42176 


A 


11879 


1 


413 




11809 


42177 


A 


11880 


122 


268 




11810 


42178 


A 


11881 


1 


555 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in U'SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11811 


42179 


A 


11882 


221 


419 


LQTILQGYSNQNSMVLVPKQR 
YRPMEQNRALRNNAAYLQKSP 
* ADKQLQQ/ECQDTKSMCrCN H 
KHSYTPITDKQRAKSRVNSHSQ 
LLQRE*NT*ESNLQGA*RTSSRR 
TTNHCSMK*KRIQTNGRTFHAH 
G 


11812 


42180 


A 


11883 


1 


2464 


MDEFLNTYTLPRLNQEEVESLN 
RPITGSEIVAIINSLPRKKSPGPD 
GFTAEFYQRYKEELVPFLLKLF 
QSIEKEGILPNSFYEASIILIPKPG 
RDTTIKENFRPISLMNIDAKILN 
KIILANR1QQH1KKLIHHDQVGFI 
PGMQGWFNIRKSINVIQHINRT 
KDKNHMIISTDAEKAFDKIQQP 
FMLKTLKKFGIDGTYLKIR1KYL 
G1QLTRDVKDLFKENYKPLLNE 
IKEDTKKWKNIPCSWVGRINIM 


11813 


42181 


A 


11884 


2104 


2637 


MFQRGHISQWWVVVGALTVFT 
SVLDTDPMRDNKRSGSE1LPFC 
REHGTSFTYNHAHSPLSCSPSCL 
FSGLALFSPENNSGFLCMTLPAS 
FTAGNRLFSSAGQPWWIQQGF 
KAHAKARRLILLAFHHYCCRPF 
LAVELKPSPVSTPTFLFA*LLPP 
CSVPGA1LHESFGF.AITWLDAE 


11814 


42182 


A 


1 1885 


69 


417 


QTHSQIIYTEWGKVES1PPENW 

IN IN 1 ivJVlrir 1 lol^rlllKL>l!>L>t&JN^ 1 

RERNQGHPNG*RGSQTVAFC*R 
YDRIPRKP*RLIQKTPRTASAAD 
TQANRVWSGPPASSNRPAAEGP 
DC 














ENKIPRNPTYKGCEGPLQGELQ 
TAAQGNKRGHKHMEKHSRLM 
DRKNQYPSAADTQANRVWSGP 
PANSNRPAAEGPD*PGQNFQYH 
VE 














LTVSCPCSRMLFLTTDVLLPLM 
FIKKLGANVASPSSKKPLFVIRL 
VITTLLPLACGTLPTSSVSRTTFF 
RTM LPQA\PEFAPPSTGTESH Y Y 
CCIW 














YPGKQGLEWTSSKLQQTCRKY 
RERHKDTP/TRRATPR/RHNCQV 
HQS*NEGKNVKGSQRERSGYS 
QREAHQTNSRSLGRNSTSQKRV 
GASIQRS 


11818 


42186 


A 


11889 


3 


239 


EASRGRIRQQHLPFCNICCSAAS 
TGDTQANRVWSGPPANSNRPA 
AEGLDC*K EN* QTE RTSTPKPD 
LYITIIKDQSLL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 










„ 




TGDTQANRVWSGPPANSNRPA 
AEGLDC*KEN*QTERTSTPKPD 
LY1TIIKDQRL1PGLFTSPWISARI 


11820 


42188 


B 


11891 


394 


1213 




11821 


42189 


A 


11892 


856 


1217 


VDRSRLQKVSNN KL VQAKGGC 
SNPLQGS*KLDNPK.DANS/RQQ 
PERTWKWIFPQPHR*GAFGPRH 

C E,orLL. Y ^rULI^LI^JNoAOoLnvJ 

KNEVQEQKRAEVGARAAPEKE 
LPEALSWFLKVLW 


11822 


42190 


B 


11893 




894 




11823 


42191 


B 


11894 


93 


938 




11824 


42192 


A 


11895 


149 


508 


LLEGKLTNKKDIHIKTPSVRHH 

SMCKNHKHSYTTITDKQRA\NH 
E*TP1HNCFKESKIPRNPTYKRC 
*G/RSSRRTANHCSRK*KRTQTN 
GRTFHTHG 


11825 


42193 


C 


11896 


1 


1257 




11826 


42194 


A 


11897 


183 


1065 


YWRCNGFLS*\YAEAAEEIVDCI 

TESLS1LKTPLPKKMNEEMLCQ 

EFGRFGPLASVK.1MWPRTDEER 

ARERNCGFVAFMN RRDAERAL 

KNLNATAFRPALSHFPSLPMDT 

TSQIPKH\PVTVSSTNKLI L 1 1 K.TH 

FQAQSSLNQNIHPMDPSHG IQ Y 

SAFSPSTPNPSHPALP*PLAIQVH 

HAVCDGFHVGRMLNELQQYC 

DEWQRDKLEEILRGLTPRKNDI 

GDAMVFCLNNAEAAEEIVDCIT 

ESLS1 LKTPLPKKMNEEMLCQE 

FGRFGPLASVKI M WPRTDEERA 

RERNCGFVAFMNRRDAERALK 

NLNATAFRPALSHFPSLPM DTT 

SQIPKHSSHRQFNKQAHSDHQD 

SLSGPVQSESKYPSHGSIPWDSI 

LSLLTLNTQPIPPSLALTHMEME 

SGLHFHCPFTASPPSAVPPPELE 

VTTT K'PTWMf'Wl? ARTAMQII Qfl 
rvl 1 Lrvri WlNt^JvivArvlAlNolLot^ 

KNKAGGITLPDFKLYYKATVT 
KTAWTGSPTAIRQARTTRQEKE 
MKGIQIGKEEVKLSLFTDDVNL 
QVRENK 


11827 


42195 


C 


11898 


138 


644 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


11828 


42196 


A 


11899 


2 


3088 


ADKTPGGSQKASSKTRSSDVHS 
SGSSDAHMDASGPSDSDMPSRT 
RPKSPRKHNYRNESARESLCDS 
PHQNLSRPLLENKLKAFSIGKM 
STAKRTLSKKEQEELKKKEDEK 
AAAEIYEEFLAAFEGSDGNKVK 
TFVRGGVVNAAKEEHETDEKR 
GKIYKPSSRFADQKNPPNQSSN 
ERPPSLL V I ETKKPPLKKGEKEK 
KKSNLELFKEELKQIQEERDER 
HKTKGRLSRFEPPQSDSDGQRR 
SMDAPSRRNRSSG 


11829 


42197 


C 


11900 


413 


823 




11830 


42198 


A 


11901 


263 


1246 


NPGKQGLEWTSSQTPADLQLR 
VLTVRRNTNKQKGHPHQNPICT 
SPSSKTKEVENLEKRLDKWLTR 
LTNVEKSLNDLMELKTMAREL 
HDEGTSFSSQFDQLEERVPVME 
DQMNEMKQEEKFREKRMKRN 
EQSLQEIRDYVKRPNLRLIGVPE 
SDGEVKEPSWKTLCRILSRRTSP 
A*QGRPTFKFRKYRECHKDTPQ 
GEQLQDT*LSDSPKLK*RKKY* 
GQPERKKYRLPSANT\KTSLRK* 
TRKSRRNG*H GHIHPPKTKPGR 
S*1PE*TNSRL*N*GNN**PANQK 
KSRTRRIHSQILPEAQRGAGT1P 
SETIPING KRGNPPKLIL 


11831 


42199 


B 


11902 


67 


2584 




11832 


42200 


A 


11903 


1 


3793 


MSDAEDERFLQFQLRYRVYLT 
G DCRTVG AGQ W VQRTEREPKQ 
GEALPHPGSARGWGVPFPRDD 
GWHLENRVTPTLILRFSHSLSK 
QHTRRPYSAPGSEGPTPTEPCSL 
LAQQSEIKLQDGSEAGGGPLLLI 
PRQTGSGVDLRQTPTDMQLRV 
LTVRRKTNKQKGQPHQNPICTS 
PSSKTKAPHHTYSKTDHIVGSK 
ALLSKCKRSEIITNCLSDHSA1K 
LELRIKKRIQNRSTTWKLNNLL 
LNDYCVHNEIKAE1 


11833 


42201 


A 


11904 


1 


441 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1834 


42202 


A 


11905 


312 


3705 


FIMPAVASVPKELYLSSSLKDL 
NKKTEVKPEKISTKSYVHSALK 
IFKTAEECRLDRDEERAYVLYM 
KYVTVYNLIKKRPDFKQQQDY 
FHSILGPGNIKKAVEEAERLSES 
LKLRYEEAEVRKKLEEKDRQE 
EAQRLQQKRQETGREDGGTLA 
KGSLENVLDSKDKTQK.SNGEK 
NEKCETKEKGAITAKELYTMM 
TDKNISL1IMDARRMQDYQDSC 
ILHSLSVPEEAISPGVTASWIEA 
1 ILPDDSKDTWKKRGNV 


1 1 835 


42203 


A 


11906 


1 


609 




11836 


42204 


A 


11907 


3 


755 


LRVDNAPAHASGLFFCAGAAG 

TVLFAMAPSRNGMVLKPHFHK 

DWQR\RVATWFNQPAR\KIRR\R 

RPRQAKARRIGPAPRGGGP1RPI 

VRCPTGRVHTNGSWRPGRGFQP 

GRSSRVAGHSPRKVAPDPSG1S 

VDPK\RRETSSHG SPLQAQRAS 

GLKE\YRSQTQSSSPRKPSAS/PL 

*GDSSAEELK.L\ATQ\LTGPVMP 

V RN VY K K E KAR V IYTEE V\KNF 

IVA r A 0 L Klvl A K A \ IN A KL r vj J S\J\ IK 




— — 




— — 


— — — —> 


— 






11838 




42206 


— 




H909 





— 








— 







— 




|| 83 ^ 


42208 " 


— 


TT9n 





227 




11841 


42209 


A 


11912 


1 


567 




11842 


42210 


B 


11913 


99 


799 




11843 


42211 


A 


11914 


61 


342 




11844 


42212 


B 


11915 


1 


945 




11845 


4221 j 


A 


11916 


92 


133 


DPPSQKLKTLRKD*TNG*LQ*P 
MKRSP*MT*WS*KP*HENYVTH 
AQASVPDSINWKKGYQ*LKIK* 
MK*SKKRSLEKKE*KETNKASK 
KYGTM*KD 




— — 


— 


— — 




368 






42215 


— 


TT918 




— 




11848 


42216 


— 


11919 




705 




11849 


42217 


B 


11920 




834 




11850 


42218 


B 


11921 




1305 




11851 


42219 


A 


11922 




1187 




11852 


42220 


A 


11923 


228 


619 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11853 


42221 


A 


1 1924 


1499 


2238 


KGKKKVINQISLGQRMRLSQSS 
HGKVQACQVPFHPNAPPAVQF 
QSRELQSGSRPRSCGEKATRCL 
RQGPREVPLPKNAWA*QRKQE 
KKRSRKGS/GREPGLRRPPNAQ 
ARDRSSRAPATHRKELKPEREH 
ISCSRSHIRYQEWSVLRDTVHR 
NLVLDTKRHPALILVEYKERTS 
SPATEQSCMENDFDELREEGFR 
RSVITNFSELKEDVQTHHKEAK 
NLEKRLDKWLTRINSVEKSLND 
WMELKTMA 


11 854 


42222 


A 


11925 


699 


796 




1 1855 


42223 


A 


1 1926 


1029 


1223 


ERELPDPLRFPSEGNASALLSAS 
RTVRASTDLRPLSGTP*RDEPGT 
SDGNAEITRLLRRSGWEL 


11856 


42224 


A 


11927 


186 


1597 




11857 


42225 


A 


11928 




1200 




11858 


42226 


A 


11929 


1 


600 




11859 


42227 


A 


11930 


1 


663 




11860 


42228 


A 


11931 


908 


1331 


GDMRGRREGGFGLGRRTAMRC 
GCSPGIVREADNLVKLSRPSTV 
RVTRSSASVMVLTMPLAPATFL 
RVNCWAG/RGR/C*SQNETVSR 
TRCEEGR**KDYRVEEQRLRKN 
WDLARPGEEQLAPSPEKRDLPL 
RVKDQG RHPCV V 


11861 


42229 


A 


11932 


1 


1707 




11862 


42230 


A 


11933 


1 


1012 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQPDLIDIYGTLHP 
KSTEYTFFSAPHHTYSKIDH1LG 
SKALLSKCKRTEI ITSYLSDHSAI 
KLELRIQNLTQNHSTTWKLNNL 
LLNDYWLHNEMKAEIKMFFET 
NENKDTTYQNLWDAFK/RSV*R 
EIYSTKCPQEKAGKIQN*HPNID 
QQN* *TTSKANKEKKREDSNRC 
NKK**RGYHHRSHRNANYHQR 
ILQ/YTSMQIN*KI*KKWINSSTH 
TLSQD*TRKKLNL*IDQ*QELKL 
WQ* SIAYQPKR VQDQMDSQPN 
STRVASKRIKYLGIQLTRM*RTS 
SRRTTNHCSMK*KRIQTNGRTF 
HAHG 


11863 


42231 


C 


11934 




1788 




11864 


42232 


A 


11935 


550 


827 


DVSWAGRSEDH RWIFLKEQRT 
GGPPK/ERSRSESRHQISCMCAA 
STWMERTAYGGSHRELLLQQL 
PQEHTRKTLPLQQTSAWTYRLF 
HTSCEI 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11865 


42233 


A 


11936 


584 


1094 


NWIPSLHLTQKLIQDGLKT*ML 
DLK.P*KP*KKT*AIPFRT*AWAR 
TSCLKHQKQWQQKPKLTNGI*L 
N*RVSA/PAKETTISMN/EATYR 
MGENFCNLLI*QRANIQNLQ*T 
QTN LQEKNKQPHQKVG KGHEQ 
TLLKKRHLCSQKTHEKMLIITG 
HQRNANQNHNEMPFHTS 


11866 


42234 


A 


11937 


797 


1044 


EESIS*KWPYCPR*FVDSMPSPS 
SYR*VSSQNWKK.LL*SSYGTKQ 
EPTLPSQS*AKRTKLEASHYLTS 
NYTTRLQ*PKQHGT 


11867 


42235 


A 


11938 


176 




374 


LTNQKKSRTRWIHSQILSEVQR 
GADKQPNRE*TPIHNCFKENKIP 
RNPTYKGCEGPLQGELQTTAQ 


— — 


42236 


— 


T7939 




7843 






42T37 


— 


7l940 


3227 


3391 


DPLPGQRQLLLQKQRRP*TQAG 
LLSFQPGPQPHGSVPPTLSQPW 
LPGGWPELSG 


11870 


42238 


B 


11941 


1 


1479 




11871 


42239 


B 


11942 


1 


2097 




1 1872 


42240 


A 


11943 


654 


1341 


KN RN YNKI.S1 .RPQCNQTRTQD 

*ESH SKPLN YMETEQPA PE* LL 

GT*RNEGRNKDVL*NQREQRH 

HIPESLGR1QSSV*REIYSTKCLQ 

E/I/MQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQE/DN*NQSRTE 

GNRDTKNPSKNQ*IQELVF*KD 

QQN * * TA SKTW KEKKREESNRH 

NKK**RGYHHRSHRNTNYHQRI 

LQTPLRK*TRKSRRNGYIPRHIH 

SPKTKTGRS ! 


11873 


42241 


A 


11944 


471 


611 




11874 


42242 


A 


11945 


1 


585 




11875 


42243 


A 


11946 


3 


1029 


GRQHGGSQRMGGTASARASSG 
RLAPRGRGAFAFRRRCPSPRRW 
RLTCGPAAVEHSFCHNVGPGV 
RATADKYTCMFTYASQGGTNE 
Q WQMSLGTSEDHQ\HFT\CTI W 
RPPRGKS YL\YFT\QFKAEVAG R 
LRFEYRHGLTFKAA/SLKRESD 
VPLENLRNFEVNQNSSGLTRPG 
GISKAELSKLV1VGQGIRALSCD 
QQPLLRGGTFSSPVKLKGACVP 
ERAQHITGFLGGTLKFSTWADV 
ALSRRGFSGWLKPWGREQRVQ 
GPPGSQQLFRFPLPVKLFWTQD 
RRSRGTKRVGNMGAMLGKAA 
MLPPTSSRASFMSLQNCFPMFT 
QGTSFQMNWEEMKCFFIFK 


11876 


42244 


A 


11947 


1 


1206 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 









Tif^ 








1 1878 








i49 


T0I9 


SPEGKHYRCYLVHMPSDTERSS 
L*MRPRAGRSSAEGPGCRQRSL 
AL DH MVQQAQRC WRYQWWR 
RFSKEFNQWWRRFSEEL 




4~2^4~I 




ttMt — 


^ 






1 1 3S0 










278 


VPQPDTRKGSVLKWISKRGKPL 
AVEIEESHCLVCLPLRTECLGIKP 
MVHLFSCTRPVIVPSLELNYDV 
DSIAHMFVADLLLMITLPSYDIP 


11881 


42249 


A 


11952 


3 


267 




11882 


42250 


A 


11953 


1152 


1338 


FKRGQYGRLLRPRFHIIGQILYA 
RRQGA\EPLA1QVHHAVCDGFH 
VGRMLNELQQYCDEWQGGA 




42251 


— 





394 


BIT 


ASDPLRGLLCGPSLLDERHPLL 
HGAQSHRPPKG*GVRANNAGL 
AGSS1YLQPRCGIHEVKPSGLLS 
REGLQLQS 


11884 


42252 


C 


11955 


114 


362 




11885 


42253 


A 


11956 


1 


211 




11886 


42254 


A 


1 1957 


395 


547 




11887 


42255 


C 


1 1958 


412 


641 




11888 


42256 


A 


11959 


3 


905 


SNNSPTSASRVAG1TGVRHCVR 
NWWVLGLTDFKNEAVDPRAW 
TTKSKTPPQNKTK.QENKNEDV 
GRDQRVEWLVTEEVSELSLKG 
EKLHWKEKEVQSTGKETDARS 
SMRNYLMLLGPEVQEKEPVKR 
RLARGKAFVELAEPTRAPGNSG 
FPVSGGVFTPSLGALTWICKFR 
VKSWAILNSQLLLDTMKKGIV 
YKNGDR1QGNRSADNRNNGVP 
LTGARDMQPAMPEPPTHSMGS 
CAARAFPMSAASCFRAPSPIDH 
PKAEE\WGARRGTGGQ\PTCSP 
G AGIH WVKPAGLLSREG LQLH 


1 1889 


42257 


C 


11960 


482 


709 




11890 


42258 


A 


11961 


1 


734 


MRLESD/KHLVQFVPIHKSKG\L 

EYPIGPWLPF1TNSRVQEQAFYH 

DRHSFEAVLDLNAAPESVDLAE 

A ERL AEDLRLLYVALTLSAFAP 

L V RRRGDKKGDTDVHQSALGR 

LLQKGEPQDAAGLRTCIEALCD 

DD1AWQTAQTGDNQPWQVND 

V ST A ELN A KTLQRLPG DN WR V 

TSYSGLQQRGHGIAQDLMPRL 

DVDAAGVASVVEEPTLTT\HQF 

PAGASRGTFWXHSLFEDLDFTQ 

PVDPNWRL 


11891 


42259 


A 


11962 


21 


898 




11892 


42260 


A 


11963 


1 


1962 
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SEQID 

NO: 


SEQIDNO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11893 


42261 


A 


11964 


1 


313 


MRFYGQLAEDPGQQKAGETTR 

HTEDYISQLPLQRQGIPELALQK 

DLFINKIYGKEFNVCRSTLEDPR 

VHVLCRDMDEAGNHHSEQTIA 

RTENQTPHVLTHRRELNNENT 

WTQGGEHHTPEPVMGWG*RPR 

AAKSWGNNKAY*RLYFSAAFA 

ETRDPRTCPSERSFY*QDLWK/ 

MSSMSAGRL*RIPEFMSFVGTW 

MKLETIILSKLLQGQK.TKHRMF 

SL1GGN 




42262 


- — 





— 




178 


QQLVHTAFV1RLIRGTTEGAWR 
NCKQMAR*QS1SLECKFMPRT 




— — 


— — 


| • 




223 

— 






42264 


— 


TT967 




— 






— — 


42265 


- — 


H968 




600l 

— 






— — 


- — 


— — 










42267 


— 


U970 




360 






— — 


- — 


— — 


677 


y^Tg 

— 






— — 

~ 


— 


-— 


— 

— 






— 




- — 


JWr 




280 






422Tl 




y— 





— 






42272 


- — 


TT975 ' 


526 


597 







— — 





[ 





T26l 

— 






— — 




TT977 


— 






n907 


422~75 


— 


TT978 





Tno 




11908 


42276 


A 


11979 




369 




11909 


42277 


A 


11980 




300 




11910 


42278 


C 


11981 


207 


451 




11911 


42279 


A 


11982 




348 




11912 


42280 


A 


11983 


2 


469 


RG1REGEEFDVDLAGMEVAVG 
GWGRGLWLHRHQAGIRGQSLG 
WRCRPWVGAGGVQAASERPD 
LAGS1MGPEVGALRRASPVIVIQ 
SQAGAFLSSNTTCQQFRDPGFR 
GRYPASPHTLSLPPETAHL*LLL 
CLPAAGVLPHTWPLLDRQGWH 
RGHAR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


11913 


42281 


A 


11984 




937 


MAAPLVLVLVVAVTVRAALFR 
SSLAEFISERVEVVSPLSSWKRV 
VEGLSLLDLGVSPYSGAVFHER 
QY1PVKMKSKAFW1FSWEYAM 
MYVGS/HSGNHLPLLLPSQLLG 
FHPRSL/VALYFLFQISLQTLV1F 
WYFFA EMFEH FSLFF VC VFQIN 
VFFYTIPLAIKLK.EHPIFFMFIQI 
AVIAIFKSYPTVGDVALYMAFF 
PVWNHLYRFLRNIFVLTCIIIVC 
SLLFPVLWHLW1YAGSANSNFF 
*GITLTFNVGQRPHRLKAPRASS 
AARSDRGPAASPASPGDAARPV 
SGRRPWDAPPHNYLNAVPPPSR 




42281 


— 


U985 





521 




— — 


42281 


— 


TT986 





207 






42284 


— 


77987 





867 




11917 


42285 


C 


11991 


1 


225 




11918 


42286 


A 


11992 


72 


425 




11919 


42287 


A 


11993 


1 


354 




11920 


42288 


A 


11994 


460 


752 




11921 


42289 


A 


11995 


9j 


401 


POKKYIH1FLDSLAI.LPRI.F.CSG 
AISAHCKLHLLVSSDSPASASQ 
VAGITGARHHAWL1FVFLVEM 
GFHHA'GQAGLELLTSGDPPAL 
ASQRAGVS1FIYLF1F 




42290 


— 








— 






42291 


— 


77997 


— 


TTso 






42292 


— 


| |998 


- 


— 




11925 


42293 


A 


11999 


2126 


2241 


















1 1927 


42295 


A 


12001 


924 


995 




11928 


42296 


A 


12002 


1 


789 




11929 


42297 


A 


12003 


2 


132 


FFFFFLVEMGFHHVGQAGLKLL 
TSSD\RPPWPPKVLGLQARAT 


11930 


42298 


A 


12004 


504 


755 





1567 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11931 


42299 


A 


12005 


1 


1322 


MAILPKVIYRFNAIPIKLPVTFFT 

ELGKTTLRF1WNQKRACIGKSV 

LSQKNKAGGITLPDFKLYYKAT 

VTKTA WY WYQN RDIDQWNRT 

ESSEIMLHIYNHLIFDKPDKNKK 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTSHTKINSRWIKDL 

NVRPKTIKTLEENLGNTIQAIG 

MGKDFMTKTPKAMATKAKID 

KWDLIKLKSFCTAKETTIRLLG 

RPPALFTASSSVLK.QLALEGILI 

LDSRALLGFLYEARHSHSNSPN 

HDAQNATSKKNIRDGYDKIYR 

QEQVLARMEEKTLITAGGNVK 

WCSHFRKQIGGQWLTLETKTK 

TPQPFSSTSQISTDKDKGLNPQL 

LKMDPGHMGWCPPGMGIPWQ 

LSSDDRVWVLAAAGSGRHPGS 

GFKSL/PGLLHEGSYGH****S*I 

*GGNS*GSSGGPQCISGEERVFR 




— — 


— 


T2006 


— 


143 




1 193 ^ 


42l01 


— 


72007 


- 


534 




11934 


42302 


A 


12008 


1 


591 




11935 


42303 


A 


12009 


2 


353 




11936 


42304 


A 


12010 


1 


1923 




11937 


42305 


A 


12011 


1 


465 




11938 


42306 


A 


12012 


1 


784 


PG WEKRM S RSS V VNTQE ALPT 

AAIPRDAKGRVYYFNHITNASQ 

WERPSGNS\SSGGKNGQGEPA\R 

VRCSHLLVKHSQSRR\PSSWRQ 

EKITRTKEEALELINGYIQKIQS 

GEEDF\ESLASQFSDCKHQPKA 

RG\DLG AFQQKVRLQKPF* RTP 

RFALADGGR*AGPCFTD\SGIHII 

LPHLSEGWGAQAWPRGRAGRL 

GRPAPPCPPASGRTPHSLPPSHSI 

YCSHNGWEGALPDWGPFQTGG 

PGVPHSLSVPSWGCDLQTLH 


11939 










319 


PRERAPRGSVGAGGEICHTSVC 
CCQPSWTRLLLLITWMLL/YYS 
ECKPFHCSREEPDNHILLLKI* EF 
GPPSTQGQHAAPLSRSRYSCCP 
DRYLLRKLGICQEHQLL 


11940 


42308 


A 


12014 


1 


1058 




11941 


42309 


A 


12015 


1 


861 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11942 


42310 


A 


12016 


1 


431 


IVLGGVATTVCQLNEF1MTDNA 
VPADVLVLTKPLGTQVAVAVH 

WLflJlr CIS. WiNfSjftJL V V 1 V^JblJ V 

PI A VHFA A RT TORTHnT 
tLA I l^i^AJVIiVUN tvl AivIjINixI OLiLj 

LICLPREQAARFCAE1KSPKYGE 
GHQAWIIGIVEKGNRTARIIDKP 
RJ ME V A\HKWPLKM 


11943 


42311 


A 


12017 


1 


1020 




11944 


42312 


A 


12018 


247 


1436 


GERGPRTMSTRESFNPESYELD 
KSFRLTRFTELKGTGCKVPQDV 
LQKLLESLQENHFQEDEQFLGA 
VMPRLGIGMDTCVIPLRHGGLS 
LVQTTDY1YPIVDDPYMMGRIA 
CANVLSDLYAMGVTECDNML 
MLLGVSNKMTDRERDKVMPLI 
IQGFKDAAEEAGTSVTGGQTVL 
NPWIVLGGVATTVCQPNEFIMP 
DNAVPGDVLVLTKPLGTQVAV 
AVHQWLDIPEKWXNKIKLVVTQ 
EDVELGLPGRRLMNMARLNRT 
AAGLMHT\FNAHAAT\DITG\F\G 
ILGHAQNLGQASRRNDVSFV1H 
NLPGAWPRWLAVSKACG\NMF 
GLMHVTCPETSGG\LLICLPR\E 
QAARFCAE1KSPKYGEGHQAWI 

1U1 Vi2.iS.vj INK 1 AKJllJlsJ^Kllc. V A\ 

II 1/ \1/T)T 1/ \A 


11945 


42313 




12019 


219 


380 




RPLQIRSHSELLGVWTPTSEF*E 

Dl Iv^ov I AuLLc V jWvjivV VLL 

qwqppat 


11946 


42314 




12020 




It5 




11947 


42315 


— 

A 


i 2 r °- 2 i 








1 1948 








— 


— 




11949 




42317 




A 




12023 







488 






42318 














42319 


— 









3li 






42320 


— 






708 




— 






— — 


25 


213 






11954 




42322 


— 




12028 










11955 


42323 


— 


— j-^- 




177" 




11956 




— 






— 




11957 




42325 


— 
B 




12031 






i 




1 1958 


42326 




12032 








1 1959 


42327 


— 


12033 




— 






42328 


— 


12034 






2241 








— 


T2^3l 









|| 961 


— 












11963 


42331 


B 


12037 




507 




11964 


42332 


A 


12038 




529 




11965 


42333 


A 


12039 


191 


319 




1 1966 


42334 


A 


12040 




660 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11967 


42335 


A 


12041 


1 


579 




11968 


42336 


A 


12042 




2940 




11969 


42337 


A 


12043 


1 


4280 


MEYYAA1KKDEFMSFVGTWM 

MLETIILSKLSQGRKPKRRMLSL 

IGSQLLTNKGTSWMENEFDELT 

EVGFRRTLHPKSTTEYTFFSAPH 

CTY LKI D HII A SKTLLS ICC KRTEI 

ITNGLSDHSVIKLELKIKKFTQN 

CTTTWKLKNLLLNDYWWNEI 

KAE1KMFFETSENEDTMYQNL 

WDTFKPLCRGK.FI ALNAHKRK 

QRRSKIDIQTAQLKELEKEQQT 

NSKASRRQEITKIRAELKVTETR 

KTLQKINESRSW 


11970 


42338 


A 


12044 


1 


645 




11971 


42339 


A 


12045 




362 


LDQLLDMSYE/QLMQLYSCAQ 

RRRLNPGLRRKQHSLLK\RLRK 

AKK/EAPPM EK.PE V VKTHLRD 

MIILPEMVGSMVGVYNGKTFN 

QPEM1GHYLGEFSITYKPVKH/G 

RPGIGATHSSRFIPLK 


11972 


42340 


A 


12046 


1 


519 




11973 


42341 


A 


12047 


2 


599 


PPPRSSEDPAKMAEVEHEEGSG 

PFRKFTLPAAVDL\DQ\LLDIVPT 

KQFDAAVQVAAQRRRLEPGGL 

RRKQ\HSPA*KRLRKAKKGGPA 

PWRKPEVVKT/FITLRDYDHSYP 

EMVG\SMVG\VYNGK\TF\NQV 

GDQGVCGRPCRLGWAGVA*CR 

RDQLTPSFALGLPQPEMIGHYL 

GEFSITYKPVKHGRPGIGATHSS 


— — — 

197 


— — 


— 


— — 





224 


RTASYPRRFPWDHLLICPCQQL 
LICFLSLWIRLVFTKVSCT*NHN 
NMFSCV WLLLLSMIFLRFTHIA 
CIRNI 


11975 


42343 


C 


12049 


65 


163 




11976 


42344 


A 


12050 




187 




11977 


42345 


A 


12051 


3 


689 


HASDQKEIIIEPFQAVDEVERVP 
EDYYTGPVYLTEVTTLQQRLLQ 
PDFQP VC A SQ L YPRHKHLL I KR 
SLRCRKCEHNLSKPEFNPTSIKF 
KIQLVAVNYIPEVRIMSIPNLRY 
MKESQVLLTLTNPVENLTHVTL 
LECEEGDPDD1NSTAKVVVPPK 
ELVLAGKDAAAEYDELAEPQD 
FQDDPD1IAFRKANKVGIFIKVT 
PQREEGEVTVCFKM KHDF\KNL 
\AAPISP 


11978 


42346 


A 


12052 


1 


882 




11979 


42347 


C 


12053 


152 


404 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11980 


42348 


A 


12054 


3 


398 


LRKIKIDLGKFSDNPDGYIDVLQ 
GLRQSFDLTWRDI MLLLDQSLT 
PNEK.SAAKTAAREFGDLWFV/S 
FQN*SCKTTNRSSNGAPDAVHD 
*D/PTADPWTGPLAHALMLMTL 
KAPLTRKSQLHDPYYAPIQQEA 
V 


11981 


42349 


A 


12055 


2 


286 






t|||t — 


^ — 


llolT — 


261 
















TT3l 




]1984 


42352 


— 


12058 


438 


575 


NKTRMPSLTTPLQHSTESPSQSS 
QTREGNKG YPN W* RGSHT VTV 
C 


11985 


42353 


B 


12059 


50 


309 


















11987 


42355 


A 


12061 


148 


368 


ELSSCSLMSHRA1HHPSEERATT 
T/NQQSEPGSW*GWVGANRWC 
HKMSSGGSLGTEPCGSCLACSA 
WTVTVQAQ 














RLSLQTAGCSDVPVFPSAPSGPP 
SPA*AP*SGSAASPWPPFAPSAA 
HVAMPAPPRHWPQLSLKMPPW 
PPDSPVPPGCLA*AEAPPPHCPV 
HLPASRSALS 


11989 


42357 


A 


12063 


90 


470 


KSVHSLPPSFSSLLPWTCNRTLS 
KPPALPSPSRQPECRRRLLHCSG 
SRHSSCPSSSSSPSFSSSPSPSSSS 
SASASPPPPPSPSPAPP*LWLQPL 
FCSQ*QLCHCQELVHLESRLTY 
PYHSSNQPF 


11990 


42358 


B 


12064 


1 


474 




11991 


42359 


A 


12065 


1 


383 


ME Y YAA MKNDEFMSF VGTWM 
KLET1ILSKLSQGQKPNTACSHS 
WMDPQRRGKRQSLSISEAGAN 
QFPKSVFRFFGLGDSKVGSKWS 
ATCACEPIHTSEYCGDRVICKTT 
SSLRGASFAWCSSGNGE*WFPA 
SSMSLQRT 


11992 


42360 


A 


12066 


1 


384 


M1ITGLEDYEMGLRMEGTLEIP 
GHYQKDKFLAQSTPDLLLPKTS 
LTNPFSrNQILAERQIVTFTVYP 
DTERDRETRNLADLKQIKIDLG 
KFSDNPDGYIDILRGLRQSFDLT 
W\RDIMLLLNQTLAPN 


1 1993 


42361 




12067 


152 


238 




11994 


42362 


A 


12068 


89 


544 




11995 


42363 


A 


12069 


62 


199 


SWKPSFSANYHK.DRKPNTACS 
HS*DPAFLAPSPVP*SRPLRPPQ 
D 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11996 


42364 


A 


12070 


1 


655 


SVSGLVEKVTFEQRLKGGEGDS 

TVGSSGNEIFRQWPCWELSNGC 

SLQGDAGCSCLVVHVTFPAGSL 

SGDGLPTAQWLQSLLVLAGGR 

RVNSTQGHRCHHWGSVAEPCV 

LVKRHHAAQEGLCSFQKTPRS 

QVPFHLFWDPGHHTLLCSYCPS 

\GVAGTQPAVQAVSTAV*TAAE 

GEPLPM S ENMRCL VFCPCDSLL 

RMMVSSF1RVPTKDMNSSFFM 


11997 


42365 


A 


12071 


1 


987 


MLVLGYNRKNTEGTQKQKGT 
NASDFHFLSQVLEQVVSPKGSK 
EAQCCVLRHLGCESSESAPGIPP 
NLGIQLLTWAVMWDPFPTTLA 
RAPSLALELMTQYFNNWNWV 
YNNITDQGESKMSKLKGKERR 
QREGER RERKREREKRERESQR 
KERKREKKG K.K.REREKDRSDL 
KQ1KIDLGKFSDTPDGYIDVLQ 
GLGQPYYLTWRDIMLLLDQTL 
TPNERSAAITAVREFGDLWYLS 
QVNDRKITEEREQFPTGQQAVP 
SVDPHWDTESEHGDWCHRYLL 
TDVLEG LRKTRKKPMN * SMISTI 
TQGKEENP'l AFLERLRE ALRKH 


11998 




42366 


A 


— — — 

12072 


— 

1153 


— — 

1 7 


GEELEKLKKWKETATQIKRSYC 
WI*PSKSPHYLTS*KR*WNY**L 
GNYNSIPAS 


11999 


42367 


A 


12073 


1 


864 




12000 


42368 


B 


12074 


8 


441 
















TDSPHCTDPPSRPTVPASCLKRK 
CCG STMPTARPIMPTLMETR* M 
PISPRVSWAGPRPTSWPALISST 
LFPRM ANHWRD* SRITWFQGQ 
A 


12002 


42370 


A 


12076 


34 


409 


TRAAGIRHEG KPEKTGLKRNFT 
N/DCRKS*TSG*RSTTSSRSRSPS 
PAPRSRSCSR\RDLPAPPPLSRSG 
DRPQTAPSCPMWRARLPSCPGS 
AIPIPRPAWTRSACCGAASTRLR 
PFSGSSTSPQWM 


| 2003 


423JH 


^ — 


T21F" 


2^F 
















"5T4~ 


PNWFKHDVSKSESFSNKMWIA 
K1LKA/ARPAPLTQCV/RNSCFL 
QCRHLSSVSASDLT*DNVKRQF 
CVSPHTES 


12005 


42373 


A 


12079 


2 


1613 




12006 


42374 


A 


12080 


2 


106 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


120Q7 


4237g 


= 


]2081 


42 




YNTVLPKACLCGSL1CWMN*SH 
SDQNMQVSVERSNLRVRLYAC 
CGLLLCTAYPQHFAHRYVDK1P 
GYPSRAGTLTGLHPMQVCRCR 


12008 


42376 


A 


12082 


206 


6038 




12009 


42377 


A 


12083 


1 


4316 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSKWTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPGKIKQAGNNPSLTSIYRSEV 

FCAHRHLHPPQLVCARGHIGSA 

HLSVDRGSLIWEVLESTVWART 

NEWSPVTRTVL1SALASTHIPQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

QPGTLTSTRTNPLKKEKSPEDL 

KQ1KIDLGKFSDN 




— — 


- — 


— — 


393 


991 




— — - 


42379 


— 


12085 

— — 


324 


438 






42380 


- — 




528 


598 




|2Q| ~ 


42381 


— 


"12087 


52 


574 




12014 


42382 


A 


12088 


1235 


1 366 




12015 


42383 


A 


12089 


1 


1800 




12016 


42384 


A 


12090 


1 


513 




'^'^ 


jlprTrz 




lio^ — 
















7923 ' 


2T7l 


GAFCPF l'LLHGYQVLQWPGSSL 
PHKEG PAPALEG GH V YPRW1 * A 
SADSQSTEAGRIGPASTG*RQYP 
GGEEHACCLPALLHS 


12019 


42387 


A 


12093 


1 


360 




12020 


42388 


B 


12094 


21 


3636 




12021 


42389 


A 


12095 


1 


936 






4"P?T — 




T^5p 


-j 


HI 






J 










VGKSSIVCRFVQDHFDHN1SPTI 
G A SFMTKTVLCGN/ELHKFLI W 
DTAGQER/SRQIPPLDPHENGNN 
GTIKVEKPTMQASRRCC ■ 


12024 


42392 


A 


12098 


1426 


1572 




12025 


42393 


A 


12099 


367 


513 




12026 


42394 


A 


12100 


31 


661 


APALPGCEHMMAIRELKVCLL 
GDTGVGKSS1VCRFVQDHFDH 
N1SPTIGVASFMTKTVPCENDFT 
KFLIWDTAGQERFYSLAPMYY 
RGSGAAVIVYDFTEAGFHFHPL 
K.KW\AKRLKELGPE\NIVMAIA 
GNKCDLSDI\REVPLKGC*RNTA 
ESIGAIVVETSAKNA\IN1E\ELFQ 
GMSRPDPHPWTPHENGNNGTIK 
VEKPT\MQAS\RRCC 



1573 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12027 


42395 


A 

— 


12101 


1 




487 


MDKFLDTYTLPRLNQEEVESLN 
RPITGAEIVA I INSLPTKKSPGPD 
GFTAEFYQRLISNFSKVSGYRIN 
VQES\QAFLYTINRQTESQIMSA 
LPLT1ASKRIKYLGIQLTRDVKD 
LFKENYKPLLNEIKEDTNKWK 
NIPCSWVGR1NIVKMAILPKNW 


]2028 


42391 




I2T02 




1563 






42397 


— 


12103 











42398 


— 


12T04 







lirJi 




— — 


42391) 


— 


TTTbl 




402 






42400 


— 


12106 


— 


329 




12033 


42401 


A 


12107 


1 


720 




12034 


42402 


A 


12108 


97 


206 




12035 


42403 


B 


12109 




1248 




12036 


42404 


A 


12110 


1 


1419 




12037 


42405 


A 


12111 


1 


1387 


MDKFLDTYTLPRLNQEEVESLN 

RSITGSEIVAIINSLPTKKSPGPD 

GFTAEFYQRYKEELVLLLLKLF 

QS1EKEATLPNSFYEAS1ILIPKP 

GRDTTKKENFRPISLMNIDAKJL 

SKILANQIQQHIKKFVHHDEVG 

FIPRMQGWFN1HKSKNVIQY1N 

RTKDKNYM11SIDAEKAFDK.IQ 

QLFMLKTLSKLGIDGTYLKIIRA 

IYDKPTVKI1LNGQKLEEFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKG1LLGKEEVKLSLF 

ADDM 1 VYLEN P1VSAQNL\LKLI 

SNVS\KV*GYKINVQKSQAFLY 

TTN RQTESQIMSEL PFTI ASKRI 

KYLGIQFTRDVKDLFKENYKPL 

LNEIKEDTNKWKNIPCSWVGRI 

NIVKMAILPKPPLLIPRQTGSGV 

DLQQTPTDLQLSVLTVRRKINK 

QKGHPHQYLIWTSPSSKTKGRQ 

LLASNRTKLDGE 


12038 


42406 


B 


12112 


1 


711 




12039 


42407 


A 


12113 


1694 


4489 


1YRFNAIPIKLPMTFFTELEK.TTL 
KFIWNQKRARIAKAIRSQKNKS 
GG ITLPDFKLY YKATVTKTA W 
YWYQNRDIDQWNRTEPSEITPH 
1YNYLIFDKPEKNEQWGKDSLF 
NK.WCWENWLAICRKLKLDPFL 
TPYTKINSRWIKDLIVRPKTIKT 
LEENLG1TIQDIGMGKDFMSKT 
PKAMATKAKIDKWDLIKLKSF 
CTAK ETTIRVNRQPTKWE KTFA 
TYSSDKGLISRIYNELKQIYKKK 
TNNPIKK.WAKDM 
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SEQ1D 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12040 


42408 


A 


12114 


1 


115 




12041 


42409 


A 


12115 


58 


414 




12042 


42410 


A 


12116 


6 


389 


VMTTGTNSRVEPRVRGRVYKK 
KMDKKRQEKITEAKSKDK.SQM 
DEEKTD/DEKPKLQVELEQEYQ 
DKFKRLPLEI LEF VQEAMKG KI 
SEDSNHGSAPLSLSSDPGKVNH 
KTPSSEELGGDIPGKEFDTPL 


12043 


42411 


B 


12117 


50 


5137 




12044 


42412 


A 


12118 


1 


1194 




12045 


42413 


A 


12119 


1 


2559 




12046 


42414 


A 


12120 


3 


406 
















TSSCSSEKFVITHLLKPTSVNSS 
KSFSFQLCSIG/VQGAAILWRRR 
GSLVFRIFSFSALVSPHLCGFIYL 
WSLTMVTYFSLSNGGRPSPCQA 
AAPQVNLGLLC 


12048 


42416 


A 


12122 


3 


597 


1SASASDNVFMSVSSPSCSSCFF 
TLYRYLWKSEKPLYYSFVDKP 
VAYKKREMVVNLQKQFKHTG 
RVQ/SSNLLEKKAPSSFQFNWT 
EEDTDRTCF\HGHSLQGVI.KF.K 
GQSLLTKNSLYWLSTQKF*RCY 
GHHVPPYEESIYFLSNRFNLNLF 
SFLLRIKTSFL\HEEVSLVEK\KL 
FEEK1QCKKERNQDPRKVRTTL 


12049 


42417 


A 


12123 


1 


883 




12050 


42418 


A 


12124 


23 


362 


FA FNMPEPGKI VP AP*KG SKKA 

VTKAQNKDGEKRMLSRKESYS 

VYVYKVLKQVHPDTGVSSKG 

MGIMNSFVDD1LERIAGEAFRL 

AHYNKRSTITSREIQTDVRLLLT 

REMVK 


12051 


42419 


A 


12125 


2 


405 




12052 


42420 


A 


12126 


1 


398 


LHSAMPEPAKSAPAPK.K.GSKK 
AVTKAQKKDGKKRKRSRKESY 
SI YV YK VLKQVHPDTGI S SK A M 
GIMNSFVNDIFERJAGEASRLAH 
YNKRST\ITLPREI\QTAVRLLLP\ 
G EL AKH A VSEGTKA VTKYTS A 
K 


12053 


42421 


A 


12127 


1 


401 




12054 


42422 


B 


12128 


48 


424 




12055 


42423 


A 


12129 


3 


462 


DAWVSGRLTELPSSCFFPPIFRQ 
LLPVMPEPSKSAPAPKKGSKKA 
VTKAQKKDGKKRKRSRKESYS 
VYVYKVLKQVHPDTGISSKAM 
G IMNSF VNDIFEVRI AGEASRLA 
HYNKRSTITSREIQTAVRLLLPG 
ELAKHAVSEGTKAVTKYTSSK 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12056 


42424 


A 


12130 


74 


504 


F AFNMPEPA KS AP APK\KG S\KK 
AVTKAQKKDGKKRK/RSRQGR 
AYSVYVYKVLKQVHPDTWHL 
LLRPWGIMELLSFNDIFRNGIAG 
LRVSRLGRI*QQGVSTIHLPGEI 
HDGPLRLACLPGGVWPSKAVF 
RGAPRPFNQVNTSV 




4iiii — 


^— 




53 












T2l3l 




27i 


FKDTCTRMFIAALFTIAKTWNQ 
PKCPTMWHIYTMEYYAA1K/SD 
EFMSFVGTWMKLETITLSKL*Q 
GQKTKHRMFSLIGGT 


12059 


42427 


A 


12133 


1 


244 




12060 


42428 


B 


12134 


1 


2142 




12061 


42429 


A 


12135 


1 


1962 




12062 


42430 


A 


12136 


3 




393 


IWMKLET1ILSKLSQG*KTKHR 

MFSLTGGNLTMRTLGHRLLPSL 

PHRLRPCARLHLRCPPWPPPSR 

RRCARSTTPTATPPSTATSRWSS 

TPPTCTCLWPSTSTGTTWPWRT 

SSATSCACRTTKWSMPRS 




42431 


— 





= 


87 




i 3 ■ 
^— ■ 


— — 


— 


T2T3I 




— 






— — 


- — 


— — 





— 






— 


— 


— — 





— 






^ 


— 


T2T4I 





333 








— 








— ^ 




| 2069 


42437 


— 


T2141 


— 


— 




12070 


42438 


A 


12144 


2 


91 




12071 


42439 


C 


12145 


1 


229 




12072 


42440 


A 


12146 


1 


268 




12073 


42441 


A 


12147 


1 


278 




1 074 




— 




2 


274 


WMKLET1 1 LSKLSQRQKT1HHLF 
SLIALFTIAKKWKPPRYLSVDK 
W1KKLWY/HTYTMEYYSAFKK 
EAILPIAIAWMGLKDIMLSEISQ 


— — 


42443" ' 




12149^ 




T36 




— — 


42444" 


— 


12150 


2 


95 






42441 


— 


12151 





233 






— — 


— 





377 


— | 




— — — 


42447 


— 


TTm 





91 




— — 


42448 


— 


T2154" 





891 




72081 — 


42449 


— 


12155 





— 




12082 


42450 


A 


12156 


785 


892 




12083 


42451 


A 


12157 


191 


317 




12084 


42452 


A 


12158 


410 


520 




12085 


42453 


A 


12159 


683 


796 




12086 


42454 


A 


12160 


830 


927 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12087 


42455 


A 


12161 


18 


539 


PTDP*LG1YQKE\YKSCYYKDIC 
T/RVCVPAALFTIANTWNQPKC 
TSMIDWVKKMWHIYTMEYYA 
AIKTDEFMSFVAGTWMKLETIIL 
RKLSQGQKTKHRMYSLIGGNL 
TMRTFGHSAGSHHTPGPIMRCG 
AGGGIALGE1PNVNDELMGTAN 
QHGTC1PMQQNCTLCTCTLKLK 
V 


12088 


42456 


A 


12162 


1 


108 


ASTAGVSYYVAQAGLKLLGLS 
LSKCRDYRCEPPCPE*MSLYKV 
MAMARKAMSLAYIYFFLDEFM 
YFAGTWMKLETI1LSKLSQGQK 
TKHRMFSL*GVSYYVAQAGLK 
LLGLSLSKCRDYRCEPPCPE 




42457 


— 


— — 


- 


701 




]2090 


42458 


— 


T2T64 

— — 


274 


435 




72091 — 


— — 


— 




■j 


3658 






42460 


— 


T2T66 


— 


856 






42461 


— 


T2167 


■j 


598 






42462 


— 


— — 


538 


664 




i2QQg 


42463 


— 


T2T69 


-j 


873 




pQ96 


42464 


— 


72170 


T77 


325 




pQ97 


42465 


— 


TTiTi 





T245 




12098 


42466 


A 


12172 


1 


3313 




12099 


42467 


A 


12173 


1940 


2060 




12100 


42468 


A 


12174 


1 


1213 




12101 


42469 


B 


12175 


155 


559 






42470 




12176 






PAPRGGAYRGRQTSLSCGGLHP 
V*ASWLLCLPKQAWAM/VGRP 
PQASLLPCSLISDCCASNQRDSV 
GVGPSEPCAGYNLLLCRFLSQS 
EKHS1RVGAVDCSCSYLAIL 


12103 


42471 


A 


12177 


1 


519 




12104 


42472 


A 


12178 


1 


477 




12105 


42473 


A 


12179 


119 


375 


KRTQT*AIAGAPPPASLPPCSLIS 
DCCASNE*GSVGIGPSKPGAGY 
NLLLCHLISPS1SPTSSPKSDTCPI 
ADFSNKSPDRSSAGDILLAMQS 
LGSMA1FLILILPTREHGKFFHLF 
VSSFISLSSGL 


12106 


42474 


B 


12180 


1 


363 
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SEQ1D 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 


12107 


42475 


A 


12181 


1 


1309 


MAEGEEGTSYMAAGERVVAIA 

LIDGFRPLTLESTFFNSGSCSKL 

EQHSTYLGDFADFGTTIKQDFR 

LLGQTSVDRLLQLSQGQAVPEP 

KQHGIGPKQKYRSTGPNRALR 

NNAAYLQFL1FGNLEKTKPWG 

K.DSLLIKVFEAAVLW1ECFAFIF 

YDARGVLIVVQVDSCSKLEQHS 

TLSRAI LLI YKGFCRFRN HHQTG 

FSPAGANQRGPLAATLSGPGGE 

GQSAVARLTGEKKNHPGAQYA 

NRLSPRVGRFINAAGTTGFPTG 

KRAVSATQLMDFADFGTTIKQ 

DFRLLGQTSVDRLLQLSQGQA 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LESGH LISDCCASNQPDSVG VG 

PSEPGAGYNLVVRHFLSPSEKH 

SIRVGVTRFSRCRPSPLPLTQK.G 

NSLTPCASQLRQCLALLRLR*R 

AISCCPSHW*KEKPPWRPIRKPP 

LPARWPIH*CSWHDRFPD/CESG 

HLISDCCASNQPDSVGVGPSEP 

GAGYNLVVRHFLSPSEKHSIRV 

GVTRFSRCRPSPLPLTQK.GNSLT 

PCASQLRQCLALLRLRH 


12108 


42476 


B 


12182 


1 


1335 




12109 


42477 


A 


12183 


1 


1675 




12110 


42478 


B 


12184 


57 


1530 




12111 


42479 


A 


12185 


1 


1419 




12112 


42480 


A 


12186 


1 


574 


RVDDFVRQTRPSAQAALAEKM 
AANQPPPLMMKHSQTDLVSRL 
K.TYRKILGVGGEDDDGEV/HRSP 
ISQALGTEIKFTIREPLGLTVWQ 
FVSAVLFSGIAIMALAFPDQLY 
DAVFDGAQVTSKTPIRLYGGAL 
LSISLIMWNALYTAEKVIIRWTL 
LTEACYFGVQFLVVTATLAETG 
LMSLGIRLTRSSRRGR 


12113 


42481 


B 


12187 


79 


387 




12114 


42482 


A 


12188 


1 


908 




12115 


42483 


A 


12189 


2 


70 




12116 


42484 


A 


12190 


1 


1158 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12117 


42485 


A 


12191 


2 


611 


FVSVPSVLLGLQFWRSERD/TA 
RLQSARWRVERGRLKELLSRQ 
RPRRREEVVVGREVCRTEMEV 
RASLQKIVSNGDEQLEKAMEE1 
LRDFEKRPSSLLVDCQSSSEISD 
HSFGDIPASQTNKPSLQLILDPS 
NTEISTPRPSSPGGLPEEDSVLF 
NKLTYLGCMKVSSPRNEVEAL 
RAMATMKSSSQYPFPVTLYVP 


12118 


42486 


A 


12192 


3 


497 




12119 


42487 


A 


12193 


1 


804 




12120 


42488 


A 


12194 


1 


1243 


MAPVEHVVADAGAFLRHAAL 

QD1GKNIYTIREVVTE1RDKATR 

RRLAVLPYELRFKEPLPEYVRL 

VTEFSKKTGDYPSLSATDIQVL 

ALTYQLEAEFVGVSHLKQEPQ 

KVKVSSSIQHPETPLH1SGFHLP 

YKPKPPQETEKGHSACEPEN LE 

FSSFMFWRNPLPNIDHELQELLI 

DRGEDVPSEEEEEEENGFEDRK 

DDSDDDGGGWMTPSNIKQIQQE 

LEQF\DVPEDVRVWLA*PPDFA 

MQNVLLQMGLHVLAVNCMLI 

REARSYILRCHGCFKTTSDMSR 

VFCSHCGNKTLKKVSVTVSDD 

GTLHMHFSRNPKVLMPRGLRY 

SLPTPKGGKYAINPHLTEDQRF 

PQLRLSQKARQKTOVFAPDYIA 

GVSPFV\ENDISSRSATLQVRDS 

TLGAGRRRLNPNACRKKFVKK 


12121 — 


42489 


- — 


T2T9I 


764 


— 






42490 


— 


V2A96 




378 




12123 


42491 


— 


T2197 


265 


1539 








- — 


12798 




251 1 




12125 


42493 


A 


12199 




1077 




12126 


42494 


B 


12200 


38 


1451 






42495 




12201 




207 




12128 


42496 




12202 




197 




12129 


42497 


A 


12203 




216 




12130 


42498 


A 


12204 




335 




12131 


42499 


A 


12205 




174 




12132 


42500 


A 


12206 




1309 




12133 


42501 


A 


12207 




1266 
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SEQID 


SEQID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=linknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


===== 

12134 


4 5 2 


A 




1 




IDRFDAPCGLEELEDHEDEFNE 














EDERAIEMYRRRRLAEWKATK 














LKNKFGEVLE1SGK.DYVQEVTK 














AGEGLWVILHLYKQGIPLCALI 














NQN LSGLARKFPD VKFIKAISTT 














CIPNYPDRNLP\TILVYPG\GDIN 














G\QFIGPLSV\GGMNLTRDELEW 














KLSESGAIMTDLEENPKKP1EDV 














LLSSVRRSGPHEEGQRFRG 


— — 


42503 


— 


72209 


291 


416 


SHYLKIFLAEKLSEYDQISPPNSQ 














PDKENPVLST* * S IQRRHMTLFK 














MNLK I ILK YRKPE A * SQRLVSK 














R*KHSIRGSGINLSFVPTGFQIVP 












— 


FHLFETSLWL 


— — 


42504 


— 


T2210 


437 




DYTITGELKTAIQRSKINFCPILH 














SHSSHNAKSFVI*TVTLLHRHLL 














*KVSVNKVQSLFIQCGIFSEAGA 














GVYNYCPPPRQRRQPGDKPRW 














RWRRGRNNRCSANSHGLQLYA 




— — 


— 


T22T1 





H83 







— — 


- — i 




= 





— 






— 

4^5^ 








, 


— 












¥\ 


TT68 






— — 


— — 





— 


— 




— 

12142 


— — 


. 


— — 


— 


— — 


SPGLPHCWQPCRARSRGTDVW 














M\/l VCVnQHQn A Vk'PPA 11 Vr.DF 
IN V L, V o\UoUl)U/\ I N.fcrAILVurt 














NLTLTVHQTAVLECVATGNPRP 














1 VSWSRLG WPPNPTAKEQEQRA 














KTESQRKQPRDKARENQPKAA 














RPK.RAAPKSHEAARKTNPPTAS 














TKRQAAPTNTPKESS 




— — 


— — 








2691 




— 


— — 


: 


— — 





— 






— — 




12219 





624 






--j— 


— 


— — 


247 


425 




— — 


42515 


— 


T2221 


31 


858 


LLE1VNSSIQPEKQAGWLSQAV 














HGAPDGPNRPMLHPETSPGRG 














HLLAVLLALLGTTWAEVWPPQ 














LQEQAPMAGALNRKESFLLLSL 














HNRLRSWVQPPAADMRRLDW 














SDSLAQLAQARAALCGIPTPSL 














Aor.i wbtt nur;wNMnr 1 pap. 

AjULWKlL^Vtj WlNlVlt^J^Lr Avj 














LASFVEVVSLWFAEGQRYRHA 














AGE*ARNATCTHYMQLVWATS 














SQLGCGRHLCSAGQAAIEAFVC 














AYSPRGNWEVMGKTIVPYKKG 














AWGSLCTASVSSLLKAWDHAR 














GLLGGPRETLGKEPTEPWTALK 


12148 


42516 


A 


12222 


1 


1519 




12149 


42517 


A 


12223 


1 


789 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12150 


42518 


A 


12224 




505 


ATEDPGVAMGRRPARCYRYCK 
NKPYPKSRFCRGVPDAKIRIFDL 
GRKKAKVDEFPLCGHMVSDEY 
EQLSSEALEAARICANKYMVKS 
CGKDGFHIRVRLHPFHVIRINK 
MLSCAGAD/R1HISKKWGFTKF 
NADEFEDMVAEKRLIPDGCGV 
KYIPSRGPLDKWRALHS 


12151 


42519 


A 


12225 


135 


828 


RFWVSPHGPAAPARCYYRYCKN 

KPLPKVLRFCR\GVP\DAKIRIFD 

PGAEKRQK.VE*VFRFCGHMVS 

DE\YNQLSS\*ALE\AARNLCPIS 

TMVKS\CGKDGF\HIRV\RLHPF 

HVIPHQTRCCSCAGADRLQTG 

MRGVAFGKPQGTVARVHIGQVI 

MS1\RTKLQNKEHV\IDALRRAK 

\FKFPGRQ\KIH1SKKWGFTKFN 

ADEFEDMVAEKRL1PDGCGVK 

YIPSRGPLDKWRALHS 


12152 


42520 


A 


12226 


2 


367 




12153 


42521 


A 


12227 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

KEKVLRAA/NKPIRLTVDLSAET 

LQ ARKEGG PI FNILKEKNFQPRI 

SYPAKLSF1SEGEIKSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


12154 


42522 


A 


12228 


1 


714 




12155 


42523 


A 


12229 


122 


939 


YPGKQGLEWTSNK1QQTCS*GS 
SLLEGKLTNRKDIHTKTPSVRH/ 
RSSKAKERVSVIEDQMNETKRE 
EMFREKRVKRNEQSLQEIWEY 
VKRPNLRL1GVPESDGDNGTKL 
ENTLQDIIQQYFPNLARQANIQI 
QEIQRMPQRCSSRRAAPRHIIVR 
FTKAEMKEKMLRAARGKGRV 
THKGKPIRLKVDVLAETLQARR 
EWGPIFN1LKEKNFQPR1SFPAK 
LSFISKG E I K.SFTDKEMLRDF VT 
TRPALQELLKEALNMERNNRY 
QPQQKHAKL 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12156 


42524 


A 


12230 




1043 


MGDFLHSTDRNYLIKFWAKLS 
AKKTPANSSSPLGDHQHPCITK 
NLQIPEKWLIGLLLPLKADLLK 
EDAGTHCKEAKNLDERLDEWL 
TRINSVEKFLNDLMELKTMAQE 
LHYACTSFSSQFDQLEERVSV1E 
NQMSEMKREEKFREKRVKRNE 
QSLQKIWDYVKRPNLRLTGVPE 
SDWENGTKLENSLQDIIQENFP 
NLARQANIH1QEIQRMPQRYSS 
RRATPRHLIVRFTKFEMTEKMV 
RAAREKGQVTHKGKPIR1TADI 
SAETLQARREWGPIFNILKEKN 
FQPRISYPAKLSFISEGE1KSFTD 
KQMLRDFVTTRPTLQELLKEAL 
/NMERNNQYQPLQKHAKL 


12157 


42525 


B 


12231 




1275 




12158 


42526 


A 


12232 




1584 




12159 


42527 


B 


12233 




1023 




12160 


42528 


A 


12234 




2052 




12161 


42529 


A 


12235 


5160 


6183 


VSKHPQASAGDTQTNRVWSGP 

PANSDRJPAAEGPDC*KEN*QTE 

RTS\NQNPICMSPSSKTKEAKNL 

DKRLDEWLTRJNSIEKTLNDLM 

ELNTMARKLRDACTSFSSQFDQ 

VEERVSVIEDQMNEMKREEKF 

REKR1KRNKQSLQE1 WDC VKRP 

NLRLIGVPESDGENGTKLENTL 

QD1IQENFPNLARQVN1QIQEIQ 

RTPQRYSSRRGTPRHIIVRFTKV 

E1KEK1LRAAREKGRVTHKGKPI 

RLTAVLLAETLQARREWGPIFN 

ILKEKNFQPRVS YPA KLSFI SEG 

EVKSFTDKQMLRDFVTTRPAL 

QELLKEALNMERNNRYQLLQK 

HATLSRPSMLG 


12162 


42530 


A 


12236 


1 


975 




12163 


42531 


A 


12237 




1186 




12164 


42532 


A 


12238 




906 




12165 


42533 


A 


12239 


1 


1882 




12166 


42534 


A 


12240 


1 


1394 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12167 


42535 


A 


12241 


1 


4935 


MGPGARLAALLAVLALGTGDP 
ERAAARGDTFS ALTS VARA LA P 
ERRLLGLLRRYLRGEEARLRDL 
TRCNDETITYLLDKRLTVLTAA 
NIPYSSPENGAKRRRQDAFPPIH 
YNTQD ALLQY LSG VG WG APP A 
AQAHRDAPFVDSIAQVLLRTSG 
GSAEASGWSLRSRWAVGGATG 
SWVLSKGDRASLGERVVTGWA 
TLNVGRSFAYCLTTCVQPPLDV 
GPRKEHAPRPPSLSPTSTRQRGQ 
SERSQDANG RRKQKT 


12168 


42536 


B 


12242 


88 


1014 




12169 


42537 


A 


12243 


686 


1920 


IKPQRWGKKQNRKTGNSKKQS 

A S PPPKERSS SP ATEQ S WTEN D F 

DELREEGFRRSVITNFSELKEHV 

VTH RKE AKNLEKKALDEWITRI 

TNAEK.SLKDLMELKTTAQELR 

NECTNLSNRCDQLEETVSAME 

DQIN/EMNEMK.QEGKFREKRIK 

RNEQSFQ\EIGDYVKRPNLH\LI 

GVPESDGQNGTKLENTLQDI1Q 

ENFPNLARQAN1QIQEI\QRTPQ 

RYSLRRATPRHIIVRFTKVEMK 

EK\MLSAAREKGR\VTHKGKPIR 

LTTADLSAETLQAQKTEWG\PIF 

N 1 L\K£KNF\QPRIS\Y PAKALSFIS 

EG EI K. YFTDKQMLRDFCH H QG 

LPLKELLKEEALKHWKGTTRY 

QPLAKTLPKYRSTRQKVNKDT 

QELNSALHQADL1DIYRTLHTK 

STEYTFFQH HTTPIPKLTT 


12no 


42531 


— 


T2244 





633 




12171 


42539 


A 


12245 


3 


109 










12246 


2 


575 




12173 


42541 


A 


12247 


1 


237 




12174 


42542 


A 


12248 


1 


1065 




12175 


42543 


A 


12249 


2 


338 




12176 


42544 


A 


12250 


1 


1319 




12177 


42545 


A 


12251 




744 


MQKALCAAPDLGTFVTVLTPPP 

GAQIGSRRERSKVPYIVRQCVE 

EIERRGMEEVGIYHVSGRWAA 

DIQALKAAFDVN/N RTMHSSWE 

ESDELLKARDDPHSGQHSRDG 

ALAKAGMADKKDMSVMMSET 

DMNA1AGTLKLYFRELPEPLFT 

DEFYPSFAEGIDRLERVAEKEA 

VNKMSLHNLATVFGPTLLRPSE 

KESKLPANPSQPITMTDSRSLEV 

MSQVEVLLYFLRLEAIPALDSK 

RQS1LFSTDV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12178 


42546 


A 


12252 




507 




12179 


42547 


A 


12253 


1378 


4280 


STPMAVAGPLGRPWSTSPTRAS 

TSGASWK.G RARARSC A A RAPL 

SRRSALPGPAGPTPPGVLRIAEA 

AIPRTAAPMRTSPPARRTSPLAS 

PAACPQAPPPTACSGTKAALPR 

RTRNSPSTAAVPPRRSAISGTGT 

A RLSCPRPPS WASA RPGRSGPT 

MTRAPSMETQMARSEHHLDTA 

ALQTGQRSSAGTKMGCPTLMT 

RPPHRPTSAARAGAAGMRWSR 

EP*SPLK/RSELDLEKGLEMRK 

WVLSGILASEETYL 


12180 


42548 


A 


12254 


1 


1109 


MRTPYKTSPMRMLYMTSLMTP 
TRHANEDAVDDIAYKDTVQDI 
TSEDAVYDIANEDVVYDIANED 
ALQDIANEVAVYDIANEDIVYD 
IANEDALYDITNEDAVYN1ANE 
DAVYGIANEDAVYEFANKHAV 
YDIANEDTVQDICKKEDAANK 
CYFPGFFPIRCRHEHLPVCIIDVI 
CSLIKCRHEHLPSSLIGQDRLGA 
QASRRERSKVPY1VRQCVEEIER 
RG MEEVGI YRM SG VAADIQAL 
K.AAFNVSECRPAQDGMEVWA 

W C A M R C AC A PP PR UVTCiFSVC 

FLHLSGSSRRPLHFRALSYNMCD 
VSVMMSEMDVNAIAGSLKLYF 
RELPEPLFTDEFYPNFAEGIGEH 
WRPWPHGRRLLHVHCCPQRL 


12181 


42549 


A 


12255 


1351 


4308 


WKGRARARSCAARAPLSRRSA 
LPGPAGPTPPGVLRIAEAAIPRT 
A APMRTSPPA RRTSPLASPAAC 
PQAPPPTACSGTKAALPRRTRN 
SPSTAAVPPRRSAISGTGTARLS 
CPRPPSWASARPGRSGPTMARA 
PSMETQMARSEHHLDTAALQT 
GQRSSAGTKMGCPTLMTRPPH 
RPTSAARAGAAGMRWSREPWS 
PLK/RSELDLEKGLEMRKWVLS 
G IL A SE ET YL SHLEALLLPM KPL 
KAAATTSQPVLTSQ 


12182 


42550 


B 


12256 


1 


1017 




12183 


42551 


A 


12257 


2310 


2834 


EEKYNMQTRLRRAEDVFPPVIG 

VAAHKGGVYKTSVSVHLAQDL 

ALKGLRVLLVEGNDPQGTASM 

YHG WVPDLH I H AEDTLLPF YL 

MLR\LAIETVAHDYDVIV1DSAP 

NLGrGTINVVCAADVLIVPTPAE 

LFDYTSALQFFDMLRDLLKNV 

DLKGFEPDVRILLTKYSNSNGW 



1584 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pnssihlc nucleotide 
deletion, \=possible nucleotide insertion) 


12184 


42552 


A 


12258 


106 


108 


NFLFVLRRQLWVGGLCW*AAE 
LNKVCL 


12185 


42553 


A 


12259 


1 


901 




12186 


42554 


A 


12260 


23 


482 


KPRELGPISPVWLPPDRLPERPQ 
RRRPSGVDPGSWLGSGSCGSTG 
CSALMSCSCGSTPLLSLALKVT 
PGGVLGAPSGSEDGS*PNRKAC 
GSEMEICLTTRGVWGPEVALG 
VGGGLQQSCRAPCGGLPKLLRS 
WSQSSLSPNSPGRGASSGEAA 


12187 


42555 


A 


12261 


1 


1938 




12188 


42556 


A 


12262 


1 


2235 




12189 


42557 


A 


12263 


43 


1827 


THVRLAGARASPRAPRLRPRKP 

RPQGLPCLPGLRRARLEGGARG 

RADEMFLLPLPAAGRVVVRRL 

AVVRSG SRSLSTADMTKGLVL 

G1YSKEKEDDVPQFTSAGENFD 

KLLAGKLRETLN1SGPPLKAGK 

TRTFYGLHQDFPSVVLVGLGK 

KAAGIDEQENWHEGKE1MIRAA 

VAAGCRQIQDLELSSVEVDPCG 

DAQAAAEGAVLGLYEYDDLK 

QKKKMAVSAKLYGSGDQEAW 

QKGVLFASGQNLARQLMETPA 

NEMTPTRFAE11EK.NLKSASSKT 

EVHIRPKSWIEEQAMGSFLSVA 

KG SDEPPVFLE1 H YKG SPN ANE 

PPLVFVGKGITFDSGG1S1KASA 

NMDLMRADMGGAAT1CSAIVS 

AAKLNLPIN11GLAPLCENMPSG 

KANKPGDVVRAKNGKTIQVDN 

TDA\EG RL I L AD ALC Y AHTFNP 

KVILNAATLTGAMDVALGSGA 

TGVFTNSSWLWNKLFEASI\ET 

GDRV*RMPLFDHYTRQ\VVDC 

QLADWNNIGKYRSAGYACTAA 

AFVKEFVTHRKWAHLDIAGVM 

TNKDEVPQSTGKA*LGRPTRTL 

I\EFL\LRFSQDNCLVQILKNVFH 

SVLNWTVELKKVFE 


12190 


42558 


A 


12264 


1 


405 


G1RSAEVGKHLAHILLSRQQGR 

RPVTLIGFSLGARVIYFCLQEM 

AQEKDCQGIIEDVILLGAPVEGE 

AKHWXSLSGRVVSGRJINGYCR 

GDWLLSFVYRTSSVQLRVAGL 

QPVLLQDRRVENVDLTSVVSG 


12191 


42559 


A 


12265 


1 


1072 




12192 


42560 


A 


12266 


105 


514 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


12193 


42561 


A 


12267 


44 


872 


NARPWVRGLL1EFRRRGSLCRE 
RAREMEMGRRIHLELRNRTPSD 
VKELVLDNSRSNEGKLEGLTDE 
FEELEFLSTINVGLTSIANLPKL 
NKLKKLELSDNRVSGGLEVLA 
EKCPNLP\HLI*GGNKIKDLSTIE 
PLEKLENLKSLDLFNCEVTNLN 
DYRENVFKLLPQLTYLDGYDR 
DDKEAPDSDAEGYVEGLDDEE 
EDEDEEEYDEDAQVVEDEEDE 
DEEEEGEEEDVSGEEEEDEKGY 
NDGEVDDEEDEEELGEEERGQ 
KRKREPEDEGEDDD 


12194 


42562 


A 


12268 


] 


388 


KRG AAMDGRVQLIKALLALP1 R 
PATRRWRNPI PFPETFDGDTDR 
LPE F1EQTG S Y M F VDENTFSSD A 
LKTvALPQSLPSlASHRQTAAPS 
DLDSPRRYLGWPQSLDSDSDS 
WPPPK.GSVTFSETYFLPTP 


12195 


42563 


A 


12269 


1 


127 




12196 


42564 


A 


12270 


5 


434 


ISLRYLDGLAGPTHASAATEAS 
DRSEDLRWT/VCAQLIQALLAL 
PIRPATRRWRNP1PFPETFDGDT 
DRLPEF\1VQTCSYMI\VDENTFS 
SDALKVTFL1TRLTGPAL\QWV1 
PYIKKESPLLNDYRGFLAEMKR 
V FG WED\DED F 


12197 


42565 


A 


12271 


515 


1137 




12198 


42566 


A 


12272 


1 


762 




12199 


42567 


A 


12273 


1 


468 




12200 


42568 


A 


12274 


2716 


3411 


KREEETKKKSKREMEVVKKKQ 

CTYSFKSQGKFLSTHARQFS1GS 

QPISASQTVEEIMKSILTLQSQI\ 

NSLAAVTLQNR*GLDLLTAEKG 

GLCTFLGEECCFYTNQSGIA*D 

ATQRLQEKASEIRRLSNSYTNL 

WSWATWLLPFLGPVAAILLLL 

AFGPRJFNLLVKFVWSRIEAIKL 

QMVLQIEPQMSSTNNFYRGPLD 

*PAGTSPGLESSPLKDTTTAKPL 

LRPYPAGSS 


]2201 


42569 


— 


12275 


8312 


9221 








- — 


T^P^ 








122Q3 


52777 


— 




4~0~43 


4T59 


LFCQSGFHSLLTPSTATCSTTR* 
VATSRLRPVFTCRRS 


122Q4 


42572 




72278 





— 




12205 


42573 


B 


12279 


29 


1316 




12206 


42574 


A 


12280 


1 


580 




12207 


42575 


A 


12281 


2 


710 




12208 


42576 


A 


12282 


1 


1559 




12209 


42577 


A 


12283 


1179 


1490 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 




4~2l^ 




urn — 
















199 





GALART*PPQQRWVSCPR/GVP/ 
G A L* REFTMFLSLQA ENSIDF VS 
RELCAHS1RKLQAHVLL1K*VFI 

K. 


12212 


42580 


A 


12286 


208 


398 




12213 


42581 


A 


12287 


716 


1069 




12214 


42582 


C 


12288 


326 


577 




12215 


42583 


A 


12289 


188 


590 




12216 


42584 


A 


12290 


860 




VPFLTSWYNVGFKSSALHSSAL 
LQFWLTLWE*LPAWARCCCCL 
PNGSFWGPRSSRLDVAWERPV 
APGWREVSPLLSELWTAASGP 
YG 


12217 


42585 


B 


12291 




1614 




12218 


42586 


B 


12292 




1080 






— 




tH^ 
















^90 


Tb~9l 


VESGTHLGQYKIYFGFLYQKXF 
SLQSHGYILFGCPQYW/ITSTDC 
PSIPCMWYSRTL*VTWSKKQVT 
SE 


12221 


42589 


C 


12295 


1 


3912 




12222 


42590 


A 


12296 


881 


1 151 




12223 


42591 


A 


12297 


1 


1323 




12224 


42592 


A 


12298 


1817 


2284 


VWDGSILYQKLGALDGLSS*VI 

PLASSLQSLQYPLPSSFIQRILNT 

YSVKGLRSWTVNEDRVDAVSS 

GG1WLQVEASLVLY*MLYFSIIT 

LLILGLVHVNFK1LDSSSELITD 

KLCGGLGFTLYTGSKL1*SDVTF 

PRAFSASTQTSMLTKYTVE 


]2225 


42591 


— 


72299 




TT09 






42594 


— 







367 

— 




j2227 


42591 


— 


T2301 








12228 


42596 


C 


12302 


1371 


1746 




12229 


42597 


A 


12303 




645 




12230 


42598 


C 


12304 


387 


680 




12231 


42599 


A 


12305 




2498 




12232 


42600 


A 


12306 




528 


ENLGNTIQDTGMGKDFMTETP 
KAMTTKAKIDKRDL1KLKSFCT 
AKETTIRVNRQPTEWEKIFAVY 
PSDKGPISRIYKQLKQIYKKKSN 
NPIKKWAKNRNRHFSKEDIYV 
AK.KHMEKSSSSLVIRKMHIKTT 
VGYHLMPVRMAIIKKSGNNRC 
WRGCGE\C*WEGQLVQPLWKT 
VWQ 


12233 


42601 


A 


12307 


1 


1359 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12234 


42602 


A 


12308 


1968 


2648 


TQTNLQEKNKQLHQKVGKGYE 
QTLLKRRHLCSQQTHMQPTDT 
WKN A H H Q L Al REMQI KTTMRY 
HLTPLRMAIIKKSGNNSCWRGC 
GEIGTLLHCWWDCKLVQPLWK 
TV WRFLKDLESEIPFDLA 1 PLLCI 
YPK.DYTSFCYKDTCTCMFIAAL 
FTI A KT WN * PKC SS VID WIKKM 
WHIY/TTMEYYGAIKRNKIMSF 
AGTWMKLD AI I LSKLTQKQKT 
KLRMFLLISRS 


12235 


42603 


A 


12309 


1 


403 




12236 


42604 


A 


12310 




264 


FFYAHIMFIAALF\T1AKTWNQS 
KCTSMIDWIKKAMWHIHTMEY 
YAAIKRVRGFMSFTRTWMKLEA 
llL-olvi- 1 l^tt^lvl J^\rlrlivir oLIJvLici 




— — 


- — 


-— — 




79 




432 

— 









4^6^ 



















T23T? 


— 


675 




12240 


42608 


A 


12314 


1 


339 




12241 


42609 


A 


12315 




422 




12242 


42610 




12j16 




3^ 






3§§T5 


- — 


T57n! 


- 


— 












— 

J 




ENDK.ARRSD 1 PSML*WVEGMK 
oVKArn 1 LjtlLi/\oU i VLtrWu 

GESATFIPASWDC 






- — 






2148 




12246 


42614 


A 


12320 


1 


1881 


















12248 


42616 


C 


12322 


143 


439 




12249 


42617 


C 


12323 


123 


362 




12250 


42618 


A 


12324 


474 


603 


N H KN PRRKPRQ YHSG HRHGQG 
LHV*NTKNNGNKSQNGQMGSN 


12251 


42619 


A 


12325 


5169 


5756 


CPSLPPPHGKPAAACPRSPPGGC 

CTPRSARTVPRGLSENSQTKCH 

S ADLPPEGPRV F WTPPGTG AAP 

APPAPAPGPARCGPRRCHAWPP 

QRRSSGAGRSPPPRHFAEFLKM 

VAFLRILILRAVSLLRSLDLEIS* 

G*RP*GPSWGGPPQSTPSAASA 

ASKTSSPRRWSTPAWAFLARA 

HPRWVAPSTAAQCTAAP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12252 


42620 


A 


12326 


21 


98 


ESWLVLGRRKAGRLIGACGFEP 

PHFLTLDLEMHRDSCPLDCKVY 

VGNLGNNGNKTELERAFGYYG 

PLRSVWVARNPPGFAFVEFEDP 

RD A AD A V REL DG RTL\CG\CRV 

RV\ELVRMGEKARSRNRGPPPS\ 

WGRRPRDDYRR\RSPPPR\RRSP 

R\RRSFS\RSRSRSLS*ERVGWC 

WAGGKREDSSERVDLSRRIF 


— — 


42621 




— — 


— — 


1043 




12254 


42622 


— 


72328 


460 


657 


CFSPGMWQKTHSRKHSPGAICP 
INP VGEC L V RK.I KQLD * IT WINA 
PLPLRDGLFYFLNFPFCCRG 


12255 


42623 


A 


12329 




2235 




12256 


42624 


A 


12330 




255 




12257 


42625 


A 


12331 


2 


429 


CRADLNSRIDDFVPNPSVAVSG 
ASYAVAAVTMAHYKAADSKR 
EQFRKYFEK\SGVLDTLT\KVLV 
ALYEEPE\KLNSALDF\LKHHLG 
AATP\ENPEIELLRLELAEMKEK 
YEA1VEENKKLKAKLAQYEPVP 
QEEKRAF.l.GFFSV 


12258 


42626 


A 


12332 


670 


860 




12259 


42627 


A 


12333 


2 


450 


VNKAGGL1YQLDSYAP/RAEAE 
KTFSYPLDLLLKLHDERVLVAF 
GQRDGIRVGHAVLAINGMDVN 
GRYTADGKEVLEYLGNPANYP 
V SI RFG RPRLTSNEKLML A SMF 
HS\IKFVVLADP\RQAGIDSLLRK 
IYEIYSDFALKNPFYSLEMP 


12260 


42628 


A 


12334 


1 


2034 




12261 


42629 


A 


12335 


1 


324 




12262 


42630 


A 


12336 


2 


694 


FGTRGKAAMA1FSVYVVNKAG 
GLIYQLDSYAPRAEAEKTFSYP 
LDLLLKLHDERVLVAFGQRDGI 
\RVGHAVLAINGMDVNGRYTA 
DGKEVLEYLGNPANYPVSIRFG 
RPRLVTSNEKLMLASMFHSLFAI 
G\SQLSPE\QGS SG I EMLETDTFK 
LHC\YQTLTGIKF\VVL\ADPR\Q 
AGIDSLLRKIYEIYSDFAUKNPF 
\YSLEMPIRCELFDQNLKLALEV 
AEKAGTFGPGS 


12263 


42631 


A 


12337 


2 


1658 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stnp codon, /=possible nucleotide 
deletion, \=possibie nucleotide insertion) 


12264 


42632 


A 


12338 


3 


997 


VQKPNRQWRLVQDLRIINEAV 

VPLYQAVRNPYTLLSQIPEETG 

WFTVLDLKDALFCIAVHPDSQF 

LLAFEDPLNPTSQLTWTVLPQG 

FRDSPHLFGQALAQDLSQFSYL 

DTLVLRYVDDLLLAAPSETLCH 

QATQVLLNFLATCGYKVSKLK 

AQICSQQVKYLGLKLSKGTRAL 

SEE RI QPIL A YPHPKTRKQ L RG L 

LGITGFCQIWIPRYSE1ARPLHTL 

IKKTQKANTHLVRWTPEAEAA 

FQVLKKALTQAPVLSLPTGQDF 

\SLYVTEKTGIALGVLTQHYGE 

ERNS * LPTEYLSN 1RKPLG D YY 

WLYRNLKRWQSYTARV IRKER 


12265 


42633 


A 


12339 




421 




12266 


42634 


A 


12340 


3 


4804 


KRLENIQKTLEVAFSEAVWMQ 

PSVVLLDDLDLIAGLPAVPEHE 

HSPDAVQSQRLAHALNDMIKE 

FISMGSLVAL1ATSQSQQSLHPL 

LVSAQGVHIFQCVQHIQPPNQE 

QRCEILCN VI KNKLDCDINKFT 

DLDLQHVAKETGGFVARDFTV 

LVDRAIHSRLSRQS1STREKLVL 

TTLDFQKALRGFL PA SLRS VNL 

HKPRDLGWDKIGGLHEVRQIL 

MDT1QLPAKYPELFANLPIRQRT 

GILLYGPPGTGKTL 


12267 


42635 


A 


12341 




2223 




12268 


42636 


A 


12342 




3864 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSK.WTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPGKIKQAGN NPSLTSI YRSEV 

FCAHRHLHPPQLVCARGHIGSA 

HLSVDRGSLIWEVLESTVWART 

NEWSPVTRTVLISALASTHIPQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

QPGTLTSTRTNPLKKEKSPEDL 

KQIKIDLGKFSDN 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12269 


42637 


A 


12343 


204 


963 


DCACTFHCRSATKIVKDLKAQ 

GLVKPCNSPCSTP1LGVQKPNG 

QWRLVQDLRIIDEVVVYVDDL 

LLAARSKTLCHQATQALLNFLI 

TCDYKVSKPKAQLCSQKVKYL 

GLKLSKGTRVLSEERIQPIPAYP 

HPKTPKQLRGFLGITGFCRIWIP 

RYSEIARPLYTLIKK.TQKADTH 

LVEWTPEAEVAFQALKEALTQ 

APVLSLPMGQDVPLYVTEKTGI 

ALGVLGVLTQVRG/LSLQPMAY 

LSKEMDVVAKGWPH 


12270 


42638 


A 


12344 


1 


1178 


MPESPTPLLGRDILAKAGAIIHL 
NIGEGTPVCCPLLKEGINPEVW 
ATEGQYGRAKNAHPVQVKLK 
DSASFPYQRQYPLRPEAQQGLQ 
Kl VKDLKVQGLV K.TCN SPCDTP 
ILGVQKPNGQWRLVQDLRJIDE 
A I VPLYPAVPNPYTLLSQ1 PEE A 
ELFTVLDLKDAFFCIPVHPESQF 
LFAFEDPSIPMSQLTWTVLPQG 
FRDSPHLFHHTLAQDLSQFSYL 
DTLVLCLPLRNQQECHQATQV 
LLNVLATCGYKVSK.QKAQLCS 
QQVKYLGV KLSKGTRAL/QQ*R 

IL'rvl ho 1 orNU&lNLKrioKOraKtj 

KRGVCSGQ**WNT*KKSPHSRN 
*CSAGGTNSPPSGTRIRRRKKGL 
IR1YMLPLILSAPYDHLH 




42631 


— 


12345 


■j 


84l 




12272 


42640 


A 


12346 


3 


1428 




12273 


42641 


A 


12347 


2 


268 




12274 


42642 


A 


12348 


1 


897 




12275 


42643 


B 


12349 


1 


1650 




12276 


42644 


A 


12350 


232 


1002 


TPGSTVHAPEADQGLQKIVKDL 
KAQGLVKPCNSPCSTPILGVQK 
PNGQWRLVQDLRIIDEVVVYV 
DDLLLAARSKTLCHQATQALL 
NFLITCDYKVSKPKAQLCSQKV 
KYLGLKLSKGTRVLSEERIQPIP 
AYPHPKTPKQLRGFLGITGFCRI 
WIPRYSEIARPLYTLIKKTQKAD 
THLVEWTPEAEVAFQALKEAL 
TQAPVLSLPMGQDVPLYVTEK 
TGIALGVLGVLTQVRG/LSLQP 
MAYLSKEMDVVAKGWPH 


12277 


42645 


A 


12351 


1 


2217 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


12278 


42646 


A 


12352 


1 


6530 


MWGSDRLAGAGGGGAAVTVA 

FTNARDCFLHLPRRLVAQLHLL 

QNQAIEVVWSHQPAFLSWVEG 

RHFSDQGENVAEINRQVGQKL 

GLSNGGQELHAVSLEQHLLDQI 

R IVFPKAIFPVWVDQQTYIFIQI 

VALIPAASYGRLETDTKLLIQPK 

TRRAKENTFSKADAEYKKLHS 

YGRDQKGMMKELQTKQLQSN 

TVGITESNENESEIPVDSSSVAS 

LWTMIGSIFSFQSEKKQETSWG 

LTEINAFKNMQSKVVPL 


12279 


42647 


A 


12353 


1734 


4349 


MPNRACFQCGLQGHFKKDCPS 
RKPQVCLTIESQEVNCLLDAGA 
AFSVLLSCPGQLSSRSVTIRGVL 
GQPVTRYFFQPLSCDWGALPFS 
HAFLIMPESLTPLLEREILVKAG 
A11HLNIGEGTPICRLLFEEGISPE 
VWATEGQYGQAKNAHFVQVK 
LKDSTSFPYQRQYPLRPEAQQR 
LQKI VKDLKAQGLVKPYSSPCN 
TPI EG VQKPKRQWRL VQDLRII 
NEAVFPLYPAIPSPYTLLSQIPEE 
AEWFTVLDLKDAFFCIPVHPDS 
QFLFAFEDPSNPTSQLTWTVLP 
QGFRDSPHLFGQALAQDLSQFS 
YLDTPVLQCMDDLLLAARSET 
LCHQATQALLNFLTTCGYKVS 
KPKAQLCSQQVKCLG LKLSKV 
TRAL SEERIQPIL A Y PY PKTLKQ 
LRGFLGITGFCRIW1PRYGK1AR 
PLYTL1KETQKANTHLVRWTPE 
AEA A FH ALKKALMQAPVLSLL 
TGQDFSSYVTKNKQTKKKK\T* 
I A LR VL AL V * GTSLQP V A YL/SK 
E1DVVAKGQPHCLRVVVAVAV 
LVSEAVKIIQGRNLTVWTSHDV 
NGILTAKGDLWLSDNHLLKYQ 
ALLLEGPMLRLCTCAALNLDTF 
LPHNEEKIEHNCQQVIAQTYAT 
RGDHLEVPLTDPNPNLYTDGRS 
FVEKGLQKVGYAVVSDNG1LES 
NPLTPGTSAQLAKLTRALELGE 
GKRVNIYTDSKYAYLVLHAHA 


12280 


42648 


A 


12354 


5 


138 




12281 


42649 


A 


12355 


1 


909 




12282 


42650 


A 


12356 


3 


245 




12283 


42651 


A 


12357 


1 


1080 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


1 4 




A 


1 






vprksvhsgdaeyhk.vlk.ee A 














SDSRENKVGTTWLQILSGSFAS 














RVTEHITQPLQESVSLW1SSEQN 














1 P P KFM G RLN KL RKA T YKRK YS 














AAKSKVEKKKKEKVFATVTKP 














VG\GDKNGGT\RVVQTR\KLPR 














VI4T>TPr*\/DT?T< r IVPPP(~ik''~MI PC^ 
I Mr 1 cUVrlvM V fcrrl^JVINl^r os; 














HVRKTAKTALPPGTIL1ILTG\RH 














RG K\R V VFLK\QL A SG L IL V\T A P 














LVLNRVPLRRTHQKFVIATSTKI 














DI SN V K I P\KKKDKTPLLTD A YL 














\KKKKLR K PR/HPRKG EIFDT VK 














RGNMRITEVQRTIDQKAVDSQIL 














PKIKAIPQA/LQGYLR1LCLL*RN 














GIYPHKLVF 


]2285 


42653 


— 
- — 


72359 




— 

— 






42654 




]236Q 




— 






— — 


— 


— — 










42656 


— — 


12^62 




264 






42657 


— 


12363 


— 


870 




1229Q 


42658 


— 


72364 




400 




Q 








— — 





— 


SWKPSFSAN*HRNRKPNTTCSH 














SQVGVDL 







z^fr — 




Tk 

T^H 




| 


— 




— — 




— 







769 

— 






— — — 






~T4 




GCCGG TIKNSFSFPPLPNWPRFV 














MFPSLCVL1VETCETWICTLIVQ 














LPLMSENMRCLIFCSCVSLLRM 














MVSSFVHVHDHKVKSHSR PS/G 














NLRSKEASPSPKTSKVGKLTVQ 


















42663 


— 


72369 


— 


388 


SYGQMMKCQPFTFPSPGYGAG 














VFSSDK1GQM 1 FMERT*RMSCK 














EAAQDHTAREKEK.VELKFPSLP 














FRRKELL*PCTWLGSPISLVTLD 














FPWPQGSGRLSMPVLWTCLIPG 














SLE1G 


— — 


42664 




— — 





— 




1229? 


42665 


— 


72371 


295 


2025 




12298 


42666 


A 


12372 


14 


260 




12299 


42667 


A 


12373 


1 


142 


TCTCVFIAALFTIAKTWN*SKCP 














SMRDWIKKNVAHTHHGILCSH 














KKE 


12300 


42668 


A 


12374 


1 


395 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=possible nucleotide insertion) 


12301 


42669 


A 


12375 


2 


976 


REHLAEGMAVGTASADLNISA 
CWLRREQQ1SQHSARALLRDRL 
PPQENSSWHPAGAPLGRNFQRK 
EQAA1FAVLQPPLV1PRKTGSGV 
DLEQTPADLQKRGLTVTRKTN 
K.QKAIASTSTERTPTQKPPFKSH 
QHQRPNVDKSAKMRKNQSKK 
AENSK.NQNTSSPPKDHNSSPAR 
EQNWMEN\EFDELTEVGFRRW 
VITNSSELKKHVLTQCKEAKNL 
EKRDMDEAGNHHSQQTNTGTE 
N QTPH VLTHKWELNN ENTRTRI 
YKKHGAAICLASGIYHSVDLPF 
WGLDLPFWDLEDSGSTILGSGG 
QWPSSHSSTRQCTSVDSVWGL 




42670 


— 

- — 1 


72376 





777 

— 






42671 







34 


— 






— — 





— — 











42673 


— 


— — 





74703 






42674" 


— 


72380 







636 




— — 


— 


- — 


— — 




7B16 






— — 


— 


7r58l 





3246 






42677 


— 


72381 


— 


202 






— — 


— 


^ 





— 




tith — 


4§679 


— 


72186 





7776 




12312 


42680 


C 


12387 


1 


942 















— 






42682 


— 




T~ 






12315 


42683 


A 


12390 


i 


708 




12316 


42684 


A 


12391 


3 


96 


TWMKLETIILSKL*QRQKTKHR 
MFLLIGGN 


12317 


42685 


B 


12392 


1 


1954 




12318 


42686 


A 




1550 




DT1SHQLEWQSLKSQETTALLTI 
A KTWN Q PKC PSMIG WIKKM W 
HIYTMEYYAAIK/SDEFMCFAW 
TWMKLETIILSKLSQEHKTKHH 
MFSLTSGS 


— — — 


42687 


— 


72394" 





553 






42681 


— 


72395 





7421 




72321 — 


42689 


— 


723% 


642 


— 




12322 


42690 


B 


12397 


1 


759 




12323 


42691 


B 


12398 


1 


900 




12324 


42692 


A 


12399 


623 


775 




12325 


42693 


A 


12400 


992 


1156 




12326 


42694 


A 


12401 


86 


349 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12327 


42695 


A 


12402 


1 


2521 


MN1DAK1LNKILANRIQQHIKKL 

IHHDQVGFIPGMQGWFNIRKSI 

NIVQHINRTNDKNHMIISIDAEK 

AFDKIQQRFMLKTLNKLGIDGT 

YLKIIRAIYDKSTANIVLNGQKL 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLRKEE 

IKLSLFADDM1VHLENP1VSAQN 

LLKLIDNFSKVSGYK1NVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SERIKYLGIQLTRDVKDLFKEN 

YKPLLND1KEDTNKWKNTPRS 

WVGR1NIMKMAILPKVIYRFNA 

IPIKLPMTFFTELEKTTLKFIWN 

QKGAR1AKS1LIYRFNAQELEKT 

TLKFIWNQKGAR1AKSILSQKN 

K.AGG1TLPDFKLYYKATVIKTA 

WY WYQN RDIDQ WNRTEPSEIM 

PH1YNHLIFDKPDKNKKWGNDS 

LFNKWCWENWLAICRKLKLDP 

FLIP YTK IN SRW1KDLN VRPKTI 

KTLEEN LGNTIQDIAMGKDFM S 

KTPKAMATKAKIDKWDLINLK 

SFCTAKETTI R VNRQP1EWEKIF 

A1YSSDKGRISR1YNELKQIYKK 

KTNNPIKKWA KDMNRHFSKED 

IYAAKRHMKKCSSSLAIREMHI 

KTTMRHHLTS VRM A 1 1 KKLGN 

DWCWRGCGEIGRLLHCWWDC 

KLVQPLWKSVWRFLRDLELET 

PFDPASPLLGIYQKE\YKSCYYK 

D1CT/RVCVPAALFTIANTWNQP 


12328 


42696 


B 


12403 


80 


5612 




12329 


42697 


B 


12404 


68 


505 






7^55 







-j— 








123j1 










43f3 


IA1MRLLLQIS111LSSCLREVKSM 
Q A Y RKA LRKLKL AD V ICR YQ K S 
LVVQKRS*ER*SLVLILILPARTF 
QSYLAP1C 


12332 


42700 


A 


12407 


1 


546 




12333 


42701 


A 


12408 


2 


418 




12334 


42702 


A 


12409 


302 


746 


ETSHQV M DRSNP VKPALD YFS 
N RL VN YQISVKCSNQFKLEVCL 
LNAENKVVDNQAGTQGQLKV 

1 r.AWl WAA/PVT K/TT4Pt-IPA VT VQ 
LOAfNL W Wr I LMrliinr A iLi o 

WEDG DC FTPKALDPLP ACDLC 
DQL\HLRSRQGGSVCGCDPCEQ 
LLLLWSQLQAPAIDSAAAGRPV 


12335 


42703 


A 


12410 


83 


552 




12336 


42704 


A 


12411 


1 


459 




12337 


42705 


A 


12412 


34 


588 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ofllrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12338 


42706 


A 


12413 


1 


466 




12339 


42707 


A 


12414 


950 


1230 


CSWHDRFPDWKAGRILP1SEPPS 
N Rl FAC WGKPA WTACCN/FSQG 
QAVKGNQLLPVSLVKRKTTLA 
PNTQTA SPR A L ADSLMQL ARQ 
VSRLESGQDFA DFGTTIKQDFR 
LLGQTSVDRLLQLSQGQAVKG 
NQLLPVSLVKRKTTLAPNTQTA 
SPRALADSLMQLARQVSRLESG 
QDFADFGTT1KQDFRLLGQTSV 
DRLLQLSQGQAVKGNQLLPVS 
LVKRKTTLAPNTQTASPRALAD 
SLMQLARQVSRLESGQDFADF 
GTTIKQDFRLLGQTSVDRLLQL 
SQGQAVKGNQLLPVSLVKRKT 
TLAPNTQTASPRALADSLMQLA 
RQVSRLESGQ 


12340 


42708 


A 


12415 


497 


847 




12341 


42709 


A 


12416 


1 


337 


MGVVPEELFLEELNLSGLKWD 
FA DFGTTI KQDFRLLG QTS VDR 
LLQLSQGQAVKGNQLLPVSLV 
KRKTTLAPNTQTASPR\ALADS 
LMQLARQVSRLESGQHPEFAPP 
SHGD 


|2 ^ 42 


— — 


— 


— — 


— 




— 






42771 


— 


T24T8 

— — — 




1218 






— — 








TTbl 






42713 


— 


72420 


548 


To78 




]2346 


42714 


— 


T2421 


83 


345 






42715 




12422 




681 




12348 


42776 


— 


72421 




1431 




12349 


42717 ' 


— 


72424 


566 


871 




12350 


42718 


A 


12425 


145 


980 




12351 


42719 


A 


12426 




702 




12352 


42720 


B 


12427 




1156 




12353 


42721 


A 


12428 


188 


584 




12354 


42722 


A 


12429 




1194 





1596 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


12355 


42723 


A 

— 


12430 


170 


1855 


LLEGKLTNRKDIPHQNPICTSPS 

SKTKGILPISEPPSNRIFACWGK 

PAWTACCN/FSQGQAVKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLMQLARQVSRLESGQD 

FADFGTT1KQDFRLLGQTSVDR 

LLQLSQGQAVKGNQLLPVSLV 

KRKTTLAPNTQTASPRALADSL 

MQLARQVSRLESGQINHTPNSF 

HIGAGGSWCLSESPCVVLNYK 

YPLVCGYTDGNAEVSKFGNFFL 

DLSRTRCLAEGNYTSGDNHTLR 

DPHYVEDKGHKYLVFEANTGT 

ENGYQGEESLFNKAYYGGGTN 

FFRKESQKLQQSAKKRDAELA 

NGALG11ELNNDYTLKKVMKPL 

ITSNTVTDEIERANVFKMNGKW 

YLFTDSRGSK.MT1DG1NSNDIY 

MLGYVSNSLTGPYKPLNKTGL 

VLQMGLDPNDVTFTYSHFAVP 

QAKGNMVVITSYMTNRGFFED 

KK.ATFAPSFLMNIKGNK.TSVVK 

NSIRREGFCRFRNHHQTGFSPA 

GANQRGPLAATLSGPGGEGQS 

AVARLTGEKKNHPGAQYANRL 

SPRVGRF1NAAGTTGFPTGKRA 

GFCRFRNHHQTGFSPAGANQR 

GPLAATLSGPGGEGQSAVARLT 

GEKKNHPGAQYANRLSPRVGR 

FINAAGTTGFPTGKRAV 


]2356 


42724 




72431 


851 


2237 




12357 


42721 


— 


■j2432 





2346 






42721 


- — 


72433 


— 






12359 


42727 


B 


12434 


656 


2404 




12360 


42728 


D 


12435 


486 


834 




12361 


42729 


A 


12436 


1 


693 




| 23 ^ 





















Tl43i 


T52 


3~9~7 


AGGWALPSLGLPSWTSRCPWR 
RGSAGLLLEAS VPVQQ* PKLLD 
RLSRRWPG EGHPRPARVRSCM 
ALGPRRLGVLCQEPS 




42732 


— 


72439 





7707 




]2365 


42733 


— 


72440 





897 




12366 


42734 


A 


12441 


36 


420 




12367 


42735 


A 


12442 


2 


217 




12368 


42736 


A 


12443 


1 


903 




12369 


42737 


A 


12444 


1 


1626 




12370 


42738 


B 


12445 


107 


757 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12371 


42739 


A 


12446 




1655 


MGTVPRSAGQETWVLCEHIIGG 
ERSFTEYSLCHRIESSTSSIKLEL 
GGNNVEPLESSRVFDSTVQNEE 
ADAVSTGEEGVTHEGTQGGKV 
IPQMHMGSGLQPKSFSQNRSQV 
NNDM1VTDNNGAVKFPQLCKF 
CDVRFSTCDNQKSCMSNCSITS1 
CEKPQEVCVAVCWMSEEICTN 
VMYSPLPCKFLHLSPIEVLPIIRS 
PVNQSGRCKIRHIGSNNRLQRS 
TCQNTGWESAHVMKTPGFREY 
NTSNPDLLLVIFQVTGISLLPPL 
GVA1SVIIIFYCYRVNRQQKLSS 
TWETGKTRKLMEFSEHCAIILE 
DDRSDISSTCANNINHNTELLPI 
ELDTL VGKG RF AE V YKAKLKQ 
NTSEQF*DSGQFKILFPIE\EYAS 
WKTEKDIFSDINLKHENiLQFLT 
AEERKTELGKQYWLITAFHAK 
GNLQEYLTRHVISWEDLRKLGS 
SLARGIAHLHSDHTPCGRPKMP 
IVHRDLKSSNILVKNDLTCCLC 
DFGLSLRLDPTLSVDDLANSGQ 
CYEVCSSGRFLVTIFKGNRLRE 
RTEKNTRITPRDWVYEWLW 


12372 


42740 


A 


12447 


1555 


3277 


RAAGSAMGRGLLRGLWPLHIV 
LWTRJASTIPPHVQKSVNNDMI 
VTDNNGAVKFPQLCKFCDVRF 
STCDNQKSCMSNCSITSICEKPQ 
EVCV A VWRKNDEN ITLETVCH 
DPKLPYHDFILEDAASPKCIMK 
EKKKPGETFFMCSCSSDECNDN 
I1FSEEYNTSNPDLLLVIFQVTGI 
SLLPPLGVAISVIIIFYCYRVNRQ 
QKLSSTWETGKTRKLMEFSEH 
CAIILEDDRSDISSTCANNINHN 
TELLPIELDTL VGKG RFAE V YK 
AKLKQNTSEQFETVAVK1FPYE 
EYASWKTEKDIFSDINLKHENIL 
QFLTAEERKTELGKQYWLITAF 
HAKGNLQEYLTRHVISWEDLR 
KLGSSLARGIAHLHSDHTPCGR 
PKMPIVHRDLNSSNILVKNDLT 
CCLCDFGLSLRLDPTLSVDDLA 
N SGQ VGTAR YM A PE VLESRMN 
LENAESF\KHTDVYSMALVLWE 
MTSRCNALGEVKDYEPPFGSK 
VREHPCVESMKDNVLRDRGRP 
EIPSFWLNHQGIQMVCETLTEC 
CDHDPYARLTAQCVAERFSELE 
HLDRLSGRSCSEEKIPEDGSLNT 



1598 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknovvn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






]2373 ' 


42741 


= 


]2448 




]3g4 






42742 


— 


T2449 

— — 





— 

— 




— 




Wih — 






















1245] 




523 


LQFFRRSEVKMKNHLLFWGVL 














AVFIKAVHVKAQEDERIVLVDN 














KCKCARITSRIIRSSEDPNED1VE 














RNIRJ\IVPLNNRENISDPTSP\LR 














TRFVY\HLSDLCKK\CDPTEVEL\ 














DNQIVTATAQSNICGWMTYPQS 














TCYTLSTGNKCYTAVVPLWYG 














GETK.MVETALTPDACYPD 


12377 


42741 


— 


12452 


3 


274 






42746 


— 


T^4li 




iff 






42747 


— 




TT9 




PVPQDLQAAVLGRTTALFK\AV 














KTGTLQVCKRLLLSFWCL/CPA 














PRGRQASLSCGGLHPVRASWLL 














CLPKQAWAMAGAPPPAWLPPC 














SLISDCCASNQRDSVGVRPSEPG 














VGYSLV 


12380 


42748 


— 


12455 


2 


370 






— — 


— 


T2lP ' 


| 








42750 


— 






9lF 




— — - — 


42751 


— 








462 






42752 


— 


12459 




— 


297 




p385 


42753 


— 


72460 




7338"" 


CTDGFLVWMSFLFVSFPLPPCS 














L1SDCSASNERDSVGVGPSEPG 














AGYNLVVRRFLSPSEKRSIRV* 














VTRFSRCRPSPLSLTRKGNSLTP 














CASQVRQCLALFRLAHGVRTH 














SPA PTV WHSLPKVGPFLENSVP 


]2386 


42754 


— 


T2461 







268 




— 


42755 


— 


T2462 




479 






42756 


— 


12463 





262 




12389 


42757 


A 


12464 


1 


304 


MAGAPAPASLPPCSL1SDCCAS 














NQRDSMG VG PSEPG AGYNL VP 














VAEKRSIRVGVTGFSRCCPSPLSL 














TRKGNSLTP WA SQVRQCLALL 














QLAHGRGSPNPRP 


12390 


42758 


A 


12465 


1 


512 




12391 


42759 


B 


12466 


1 


1257 




12392 


42760 


A 


12467 


1 


705 




12393 


42761 


A 


12468 


1 


3039 




12394 


42762 


B 


12469 


66 


467 




12395 


42763 


C 


12470 


360 


747 





1599 



